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CDNA, feline immunodeficiency virus proviruses, hybridization analysis, gag gene, 
ped comparison lentivirus 7530. oe 
, gene expression, gene regulation, glutamate dehydrogenase (NADP ~), 


CDNA, thinovirus (human) 14 proteinase, gene expression, Escherichia coli 4806. 
cDNA, Salmo prolactin, nucleotide sequence, gene expression, Escherichia coli 
480. 


CDNA, sexual inducer, nucleotide sequence, exons, Volvox carteri 290. 
CDNA, Thunnus thynnus growth hormone, gene expression, Escherichia coli 937. 
A, use analysis, replication, DNA biosynthesis, hepatitis A virus 7583. 
duck hepatitis virus DNA, gene expression, Escherichia coli 9800. 
early region , Nucleotide sequence, nuclear polyhedrosis virus, Autographa 
californica isolates 253. ; 
effects on, coa gene, coagulase, agr locus mutation, phage A, Staphylococcus 
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flagellin genes, nucleotide sequence 9428. 

tpg gene, nucleotide sequence, formamidopyrimidine-DNA glycasylase 
overproduction, Escherichia coli 6874. 

ftsZ gene, ftsA gene, Bacillus subtilis, Escherichia coli 8877. 

6-galactosidase genes, cell walls degrading enzymes, Sclerotinia 
sclerotiorum, gene expression, Escherichia coli 875. 
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vectors, Escherichia coli, Bacillus subtilis, Vibrio harveyi 5883. 
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genomes, DNA, hybridization analysis, simian immunodeficiency virus, Papio sphinx 
isolates, comparison hurnan seenaigpadi onc virus 1150. 

genomes, RNA, nucleotide sequence, neurovirulence strains, murine 
encephalomyelitis virus 78. 

genomes ge inidd nucleotide sequence, rotavirus (human) 6555. ri 

gigP gene, phosphorylase, Escherichia coli 9851. 

ginA gene, ginil gene, ginT gene, glutamine biosynthesis, Rhizobium meliloti 
9820 


gin gene, nucleotide sequence, glutamate-ammonia ligase, Bacillus subtilis 5381. 
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Klebsiella ozaenae nitrilase bxn gene, gene expression, bromoxynil resistance, 
transgenic Nicotiana tabacum 4796. 
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man interleukin 2 genes, mutagenesis, gene transfer, gene expression, 
Saccharomyces cerevisiae 10899. 

man keratin genes, 9° ne expression, epithelium, mice 876. 
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mgl locus, Myxococcus xanthus 869. 
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bart ta nucleotide sequence, nisin, peptide antibiotics, Streptococcus lactis 


nit-4 gene, gene expression, gene regulation, nitrate metabolism genes, 
Neurospora crassa 10779. 
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Oreochromis niloticus ot hormone cDNA, nucleotide sequence, gene expression, 


Escherichia coli 98: 
outer membranes lipoproteins, proteins, Haemophilus influenzae 1460. 
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proteinase genes, Erwinia chrysanthemi, Escherichia coli 1762. 
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me operon, site-directed mutagenesis, Escherichia coli 9769. 

tnd gene, Escherichia coli 4786. 

rubella virus E1 structural protein cDNA, gene expression, mammalian cells 
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adenovirus miner , reviews 1723. 

adenovirus (human) 5, cloning, vesicular stomatitis virus glycoproteins genes, 


ee HeLa celis 6855. : 
irus (human) 5, cloning, vesicular stomatitis virus glycoproteins genes, 

gene expression, HeLa celis 6856. ‘ ; t 
adenovirus (human) 5 recombinants, gene expression, human immunodeficiency virus 

1 envelopes genes, post-transiation processing 3867. 
adenovirus, promoters, herpes simplex virus, gene products, a gene, 

transcription, activation 2794. 
algD gene, genetic analysis, Pseudomonas 3829. 

ic, mice, gene transfer, embryos, bovine cells, cattle 10841. 
iotic G418 resistance, Phanerochaete chi ium 10881. 

ARS1 replication origin, Saccharomyces cerevisiae 3822. 
Aspergillus nidulans, Neurospora crassa 8851. ; : ; 
avian leukosis virus, retrovirus, packaging, Rous-associated virus, cell lines 

4770. 
aed brevis, epidermal growth factor synthesis, secretion, synthetic genes 

2. 

Bacillus subtilis 8847. 
baculovirus, gene expression, Insecta 9772. 
BK virus, cDNA expression, cells, man 8684. 
books 9000. 


broad host range, insertion chromosomes, gram-negative bacteria 5811. 
broad host range, use iacZ gene fusion 1735. : 
cat oo promoters, aceK gene, chloramphenicol acetyltransferase, pJRD184 plasmid 


centromeres, sectoring-shuffle, use, assays, mutagenesis, Saccharomyces 
cerevisiae 6857. : 

chloramphenicol acety! transferase, construction 4764. / 

chloramphenicol acetyitransferase genes, plasmid pGCAT-A plasmid pGCAT-C 6849. 

¢is-syn thymine-thymine cyclobutane dimers, production, mutation, spectrum, 
frequency, Escherichia coli 2771. pat aah Mth ; 

Cloning, proteins, insecticides genes, Bacillus thuringiensis israelensis 6904. 

ColE1 plasmid, site-directed mutagenesis, a -ggeree pneumophila 4756. 

ala tetM gene, 16001 gene, plasmids, plasmid pDP36, Streptococcus 
4761. 


construction, B-isopropyimalate dehydrogenase genes use, Acetobacter aceti 


construction, albumin lysozyme genes, Lactobacillus lactis gene expression 4766. 

Construction, antibiotic resistance proteins genes, site-directed mutagenesis, 
Escherichia coli 7783. 4 

Construction, Arabi is thaliana AHAS gene transformation, Nicotiana tabacum 
gene expression 10874. 


Cloning vectors, (continued) 


construction, Aspergillus niger 3838. 

construction, chloramphenicol acetyltransferase cat gene use, Saccharomyces 
cerevisiae 6839. 

construction, cloning, Halobacterium salinarium rRNA operons, transcription 
termination factors, gene expression, Escherichia coli 1812, 

construction, Escherichia coli, Bacteroides 4769. 

construction, eukaryotes 10885. 

construction, fowl pox virus recombinants, expression, influenza virus 
hemagglutinins genes, use vaccines 846. 

construction, gene expression, gram-negative bacteria 2799. 

construction, gene transfer, Agrobacterium tumefaciens mediation, plants 3834. 

Construction, immunoglobulins genes, myeloma tumor cells 6833. 

construction, immunotoxins, Staphylococcus protein A+ricin A conjugates 5820. 

construction, introns RNA, gene expression, Escherichia coli 7782. 

aba oat maltose-binding protein fusion, Escherichia coli gene expression 

construction, melanin genetic markers 3839. 

construction, PHOS Let Saccharomyces cerevisiae 6836. 

php co plasmid pNC601+plasmid pBAR322, Bacillus subtilis, Escherichia coli 

construction plasmid pSU2716, plasmids plasmid pACYC184 plasmid pUC8/9 !acZa 
gene 1732. 

construction, plasmid pUC, phage M13 3835. 

construction, plasmid pVS1, plasmid ME292, copy number control, use plasmid pVS1, 
Pseudomonas 4772. 

construction plasmid pZP19, plasmid pUC19, insertion original 3'-terminus 
§'-terminus 1731, 

construction, plasmids, Bacillus thuringiensis israelensis, transformation, 
Escherichia coli, Bacillus subtilis, Bacillus thuringiensis 1739. 

bigtsssferpe plasmids, effects on lon gene gene expression, Escherichia coli 


construction, plasmids host range, Gram-negative bacteria 2800. 

construction, plasmids, phages, excision me’ 3833. 

construction, promoters detection, Escherichia coli in 

construction, promoters inversion, Escherichia coli 9778. 

construction, proteins overproduction, Klebsiella pneumoniae 9784. 

construction, restriction endonuclease mapping 6834. 

construction, Saccharomyces cerevisiae + Escherichia coli 7785. 

construction, synthetic genes, enterotoxins, signal peptides, Escherichia coli, 
gene expression, epidermal growth factor, man 845. 

construction, thymidine kinase genes, mammalian cells 7791. 

copy number control, Escherichia coli 8841. 

cosmids, construction, genetic markers exchange, Pseudomonas fluorescens 9775. 

cosmids, construction, plasmid R6K replication origin 3832. 

cosmids, Escherichia coli 8834. 

cosmids, Escherichia coli 8835. 

cosmids, Escherichia coli 8844, 

cosmids, fingerprinting 10833. 

cosmids, reviews 8836. 

cosmids, Tc’ gene, Em’ gene, antibiotic resistance, Bacteroides 5819. 

description, use phage T7 promoters 2805. 

development, Streptococcus lactis 5815. 

cDNA expression, phage \ ZAP, in vivo excision properties, Escherichia coli 
4765. 

P-element transformation, Drosophila 9773. 

Escherichia coli, temperature, regulation, human immunodeficiercy virus, genes, 
env gene, expression 7855. 

excision, cloning tyrA gene, Escherichia coli 5802. 

expression, baculovirus, improvements 7805. 

expression, plasmids, vaccinia virus, promoters, hepatitis B surface antigen 
2793 


expression vectors, DNA transfection, plasmids, Mammalia 1669. \ 

galactose induction, production heterologous proteins, Saccharomyces cerevisiae 
3821. 

gene amplification+gene expression, G418 resistance, mammalian cells 5810. 

gene Leilene plasminogen activator, use dihydrofolate reductase genes, CHO 
calls 732. 

gene expression, Escherichia coli 8839. 

gene expression, mammalian cells 8852. , 

gene expression, use phage T7 DNA-directed RNA polymerase, Escherichia coli 4760. 

gene fusion, a-interferon gene expression, speA gene genetic control, 
bacteria 9707. 

gene fusion, kanamycin resistance + aminoglycoside 3'-phosphotransferase, 
Kluyveromyces lactis, Saccharomyces cerevisiae 3823. 

gene fusion, phoA gene+cholera toxin, Vibrio cholerae 7793. 

gene transfer, Escherichia coli, Campylobacter 854, 72 . 

gene transfer, identification dominance selection markers, use Escherichia coli 
trpB gene, Salmonella typhimurium hisD gene, mammalian cells 5816. 

gene transfer, linear plasmids, yeasts 6854. 

gene transfer, plasmids, Escherichia coli, Streptomyces 5813. 

gene transfer, transient gene expression, plants 2806. ; ’ 

genetic engineering, retrovirus, mutation induction, use biochemistry analysis, 
animal cells, reviews 8006. , a 

glutathione transferase + heterologous proteins gene fusion, glutathione affinity 
chromatography purification, Eschenchia coli 1721. _ if. 

heterologous proteins + maltose-binding pore fusion, amylose, affinity 
chromatography purification, Escherichia coli 1718. 

high mobility group protein 1 condensation DNA, sedimentation, electron 
microscopy, effects on transfection, chromatin, mammalian cells 968. 

IGF-I secretion, use lamB gene fusion, Escherichia coli 5848. 

IncP-1 plasmids, transposons npr soe Myxococcus xanthus 4724. 

kanamycin antibiotic resistance markers 10876. . 

mammalian cells, use Saccharomyces cerevisiae artificial chromosomes, role 
neomycin resistance genes 10878. ! 

mammary tumor virus proviruses, packaging cell lines construction 7787. 

Moloney leukemia virus containing, construction, dihydrofolate reductase genes 
5818. 

mulcos, gene amplification+gene expression, mammalian cells S809. 

multimers formation, DNA insertion, Bacillus subtilis, Staphylococcus aureus 
1737. 

rium leprae antigens, Saccharomyces cerevisiae 9779. 

nuclear polyhedrosis virus, cattle opsin cDNA, promoters regulation, 
transfection, gene expression, Insecta cell lines 10896. 

nuclear pelneccels virus, ee hepatitis A virus capsid protein cDNA, gene 
expression, immunochemistry, Autographa californica 861. 


91 


Subject Index 


ee eee lee eee 


Cloning vectors, (continued) as : 
retrovirus, genes transfection hematopoietic cells, reviews 4706. 
retrovirus, mammalian cells, reviews 1724, t 
retrovirus, Moloney leukemia virus, endothelium, gene transfer, gene expressi 


Cloning vectors, (continued) 4 : 
nuclear polyhedrosis virus, polyhedrin promoters, deletion mutant, Bombyx mori 
9642 


nucleotide sequence homology absence, spleen necrosis virus gag gene, pol gene, 


murine leukemia virus env gene, containing helper cell lines 9786. 
pac promoter hybrids construction, phage T5 promoters+lac promoter, gene 
expression, Escherichia coli 847. 


papilloma virus (bovine), minute virus promoters, growth hormone gene expression, 


cattle 10875. 


papilloma virus (bovine) 1, immunoglobulins gene expression, lymphoid cells 3841. 


phage \, cDNA gene libraries construction 2804. 
phage \ cohesive ends, cosmids cloning 7604. 
i, construction 10882. , 

phage \ EMBL3, species-specific antigens expression, Campylobacter pylori, 
Escherichia coli 6871. 

phage X, Escherichia coli 8832. 

Phage \ gt22S, Escherichia coli 10883. 

phage \, metF gene lac gene gene fusion, operators mutation, Salmonella 
typhimurium 4812. 

phage i, plasmids, cDNA libraries produciion, Escherichia coli 10877. 

phage \ PMV, use retrieval cDNA, COS cells 4776. 

phage \, recovery DNA fragments 1055. 

phage \, regulation genes expression, Escherichia coli 3830. 

phage fd, targets genes purification 7786. 

phages, Escherichia coli, reviews 8833. 

phages, transfection, plasmids transformation, DNA transfer, protoplasts, 
Mycobacterium 10879. 


pHS/Cla plasmid, derivatives pAT 153 plasmid pBR322 plasmid, hsp70 gene promoters, 
expression immunodeficiency virus 1 (human) transactivator protein genes, AIDS 
7796. 


pHSB1 ‘plasmid, nucleotide sequence, Halobacterium salinarium 9774. 


pJMSP6-self plasmid, generation self-processing transcripts, self-cleavage MRNA, 


tobacco rin, t virus 7803. 

plasmid pI , use transformation, Bacillus amyloliquefaciens 1740. 

plasmid pBR322 derivatives, role unique cloning sites, Escherichia coli 10880. 

plasmid pBR322, Escherichia coli 8831. 

plasmid pDP34, cloning, rats cytochrome P450e cDNA, gene expression, 
Saccharomyces cerevisiae 8884. 

plasmid pGM4, plasmid pSW2, Streptomyces viridochromogenes 844. 

plasmid plWJ699, Streptomyces 6835. 

plasmid pJDC9, construction, Streptococcus pneumoniae 6837. 

a tep pJIT117, chloroplasts gene expression, protoplasts, Nicotiana tabacum 


ig PKC505, spiramycin antibiotic resistance genes, Streptomyces ambofaciens 
9 


plasmid pKK240-11, Escherichia coli 848. 
plasmid pLR591, construction, Streptomyces, Escherichia coli 4771. 


plasmid pMANC1, alcohol dehydrogenase Adh1 gene, regulatory sequences, effects on 
chloramphenicol acetyltransterase cat gene gene expression, transformation, Zea 


mays 851. 
are tny PML24, use genes cloning, gene regulation, promoters, Escherichia coli 


plasmid pUC, restriction endonuclease mapping 10887. 

plasmid pUC12, DNA supercoiling stress 10884. 

plasmid pYAC-RC, artificial chromosomes, Saccharomyces cerevisiae 4768. 

Beane shuttle, phage M13 replication origins+phage \, Escherichia 
coli 4 

ae, anti-sense RNA, htpR gene, proteolysis regulation, Escherichia coli 


plasmids, Caulobacter crescentus 4777. 

plasmids, cDNA cloning, Escherichia coli 8842. 

plasmids, cloning, bovine leukemia virus envelopes env gene, fusion proteins, 
gene expression, Escherichia coli 8866. 

plasmids, construction, Clostridium acetobutylicum transformation 4739. 

Plasmids, construction, globin genes fragments, thalassemia, man 8827. 

Plasmids, construction, 
cerevisiae 6842. 

plasmids, copy number control, complementation, antibiotic resistance selection, 
Escherichia coli 3786. 

plasmids DNA, ligation, synthetic tat gene, transactivator protein, human 
immu Ncy virus, pene expression 1552. 

plasmids, gene fusion, Escherichia coli 3814. 

plasmids, lta bacteria 8845. 

plasmids, host range, gram-negative bacteria, reviews 9016. 

plasmids, positive selection, Escherichia coli 8837. 

Plasmids, positive selection, role palindromes 1729. 

plasmids, promoters probes, gram-negative bacteria 8848. 


plasmids, pUANL1 plasmid, PUANL2 plasmid, derivatives pSEG plasmid, Escherichia 


coli 7799. 
plasmids, Rhodobacter capsulatus ee Operon, reaction centers, photosynthesis, 
use herbicides screening competition, quinones binding sites 8858. 
plasmids, Saccharomyces cerevisiae 885), 
plasmids, site-directed mutagenesis methodology, Escherichia coli 6822. 
plasmids, systems, B-galactosidase genes cloning, Escherichia coli 6832. 
plasmids, transformation, host systems, Bacillus stearothermophilus 3840, 


a 
plasmids, use determination nucleotide sequence, Maxam-Gilbert methodology 4774.Clos! 


poly(A)-containing expression plasmids, zein, oocytes, Xenopus laevis 856. 
poxvirus, genes cloning, mammalian cells 9785. 
promoters, cloning genes plasmids, enrichment 5'-TG terminus 7761. 
promoters, gene expression, Escherichia coli 8840. 
promoters, nucleotide 
promoters, termination factors, Escherichia coli 8838. 
Proteins oe expression, gram-negative bacteria cell surface 2798. 
pseudorabies glycoprotein ail, gene fusion envelopes glycoproteins, human 
oosumabies Wrist virus 1777. 
s virus, gene expression 1726. 

PSVKII plasmid, pSVKIII plasmid, Escherichia coli 7800. 
pUC plasmid, neomycin resistance, cloning, eukaryotes 4763. 
puc Meee pMTL plasmid, use ede plasmid determination 1728. 
pUCPlac plasmid, transformation Drosophila melanogaster 7794. 
retrovirus 8853. 
retrovirus, construction 2792. 
retrovirus, construction, immunoglobulins heavy chains promoters, mice 4775. 
retrovirus, embryos, cattle 8860. 
retrovirus, gene transfer, man B-globin genes, introns requirements, gene 

expression, erythroleukemia cells, mice 3837. 


sequence, construction, Schizosaccharomyces pombe 2802. 


6831. 

retrovirus, Rous sarcoma virus, Rous-associated virus, variants, long terminal 
repeat, replication, gene expression 2801. 

retrovirus, Saccharomyces cerevisiae 6840. f 

retrovirus, use gene transfer, transduction, blood cells, reviews 6010. 

Rhizobiaceae, gram-negative bacteria 8846. bes . 

RK404 plasmid, B-glucosidase genes, Xanthomonas albilineans, expression, 
Zymomonas mobilis, Escherichia coli 7839. 

RNA biosynthesis, Escherichia coli 8843. ; 

role detection mutation, transposons, Enterobacteriaceae 5812. 

Sa plasmid, Arabidopsis thaliana ribulose-bisphosphate carboxylase genes 77 

Saccharomyces cerevisiae 8849. 5 

secretion, plasmid pIN+ompA gene, signal peptides modification, Escherichia 
3828. 

secretion vectors, subtilisin E production, use ompA gene, Escherichia coli 47: 

selection, plasmids, xylose utilization, Escherichia coli 9783. 

shuttle vectors construction, transformation, plasmids, Rhodococcus, Escheric! 
coli 1736. 

single-stranded, oligodeoxyribonucleotides directed cleavage, site-directed 
mutagenesis methodology 7781. - 

site-directed mutagenesis, lysine-130, denV gene, phage T4, cloning vectors, 
Escherichia coli 7776. 

Smart2, expression Drosophila, hsp70 gene promoters, tet gene 7801. 

suicide vectors, plasmid pBAP19h, hok gene fusion lac promoter, survival, so 
1727. 

SV40, cloning, cDNA, yellow fever virus envelopes proteins, signal peptides, ¢ 
expression 1769. 

SV40, gene expression influenza virus proteins, animal celis 5830. 

SV40, integration sites, DNA biosynthesis, replication, fibroblasts cell lines, 
xeroderma pigmentosum, man 750. 

$V40, mammalian cells DNA stability 7789. 

Ti plasmid, Agrobacterium tumefaciens, plants 8854. 

tomato golden mosaic virus, neomycin phosphotransterase neo gene, transfec 
gene amplitication, gene transfer, Nicotiana tabacum 752. 

transformation, fermentation, biotechnology, yeasts 7841. 

transformation, plants 8855. 

transformation, plasmids, cloning, methylglyoxal reductase, lactoyiglutathione 
lyase, genes, Saccharomyces cerevisiae 7849. 

transposon mini-Mulac, lac gene, phage Mu, conjugation, Agrobacterium 
tumefaciens, Rhizobium meliloti 7795. 

transposons transposon P, Drosophila me! aster 8857. 

truncation genes expression, plasmids, Escherichia coli 6847. 

use dihydrofolate reductase, methotrexate resistance, mammalian cells 843. 

use, mutation patterns, U.V. radiation mutagenesis, man 2611. 

use plasmids stability, Streptomyces 2807. 

use reporter genes, luciferase luxA gene, Vibrio fischeri 5806. 

vaccinia virus, poxvirus, culture systems, replication 4767. 

xylE cee containing, promoters analysis, Pseudomonas aeruginosa, Escheric 
coli ; 

Clostridium acetobutylicum, 
phosphotransbutyrylase, butyrate kinase genes cloning, gene expression 890< 
plasmids, hybrids, restriction endonuclease mapping, transformation, transfer, 

Bacillus subtilis, Escherichia coli 772. 
Protoplasts regeneration, transformation, plasmid pVA1, plasmid pVA677, 
transfection, phage HM3 780. 

transformation, plasmids cloning vectors construction 4739. 

Clostridium bifermentans, 
Clostridium perfringens, phospholipase C genes, gene expression, cloning 68: 

Clostridium butyricum, 
replication proteins, plasmid pE194, plasmid pLS1 9992. 

Clostridium carnis, 


IR1 gene, gene expression, overproduction, Saccharomyces rRNA 5S, nucleotide sequence 6446. 


Clostridium cellulolyticum, 
cellulase genes, cloning, Escherichia coli gene expression 6778. 
Clostridium difficile, 
antigens, clostridial promoters, cloning, gene expression, Escherichia coli 586 
gene expression, promoters identification, function 4683. 
oy goes, overlapping DNA fragments, cloning, gene expression, Esche 
co ; 
Clostridium ingens, 
Bacillus subtilis, plasmid pIP404, cop gene, rep gene 6666. 
Clostridium bifermentans, phospholipase C genes, gene expression, cloning 6 
electroporation, induction, transformation 4738. 
Escherichia coli, transposon Tn4451, chloram icol resistance 6792. 
pCW3, hybridization analysis, tetracycline antibiotic resistance 6331. 
phospholi C, nucleotide sequence, cloning 6558. 
plasmid pIP404, nucleotide sequence 6326. 
Clostridium tetani, : 
transfer transposon Tn916 Streptococcus faecalis 4728. 
bares t ‘ - icum, 
-CoA biosynthesis genes clusters, cloning, @ expression 4819. 
ium tiiermooeiturs sviieeeanion 
cellulase celE gene, conservation, enzymatic activity 5526. 
cellulase genes, celC gene nucleotide sequence 7444. 
xynZ gene nucleotide sequence, deletion analysis 6495. 
Clostridium thermosulfurogenes, 
genes, B-amylase, cloning, nucleotide sequence 3514. 
Clostripain, 
Cleavage, histone H3, histone H4, chromatin core particles 4924. 
Clover yellow mosaic virus, 
RNA, 3'-terminus, open reading frames 10058. 
Clupea palesii, 
protamines, clupein YI, YIl and Z, globular conformation, fluorescence 1927. 
CLUSTAL, 
computer programs, nucleotide sequence, amino acid sequence alignment co! 
programs, microcomputers 5405. 
CMP. ineuramina lactosaminide a-2,3-slalyitransferase, 
MRNA, expression, size, tissues specificity, rats 9103. 
[2,5-14C]N-Niti rrolidine, 


DNA binding, repair, adducts formation, Salmonella 7270. 
Coagulase, 
pla gene, virulence plasmids, Yersinia pestis 9817. 


Biochemistry Abstracts 2 vol. 19 


yagulation factor IX, 

catalytic subunits, amino acids substitution, nucleotide sequence, man 382. 

epidermal growth factor, similarity gene products Delta gene, Delta gene cDNA 
nucleotide Say Drosophila melanogaster 4362. 

genes, cloning, Escherichia coli gene expression, man 5746. 

genes, mutation, nucleotide sequence, man 9260. 

mutation, factor 1X deficiency, man 8624. 

pagulation factor V, 

genes, cDNA nucleotide sequence, amino acid sequence predictions, man 8316. 

genes, cDNA nucleotide sequence, amino acid sequence predictions, man 8317. 

pagulation factor Vil, 

genes, satellite DNA like sequences, restriction endonuclease mapping, man 327. 

pagulation factor Vill, 

thes introns regions, duplication, X chromosome, homology, DXS115 locus, man 


genes, L1 element inseriton, factor Vill deficiency, man 10481. 
pagulation factor Vili c, = 


genes, transcripts, splicing, polymerase chain reaction, cells, man 8121. 
lation factor Xi, 


pagu 
genes, cDNA restriction endonuclease mapping, man 324. 
ulation factor Xill, ae 
nits genes, nucleotide sequence, man 218. 


cotA gene, promoters identification, sporulation, Bacillus subtilis 9997. 
CotE gene, cDNA nucleotide sequence, spores, Bacillus subtilis 523. 
on ceecwors, phage fc assembly, electrostatic properties, Escherichia coli 
cDNA, nucleotide sequence, potato virus X 6614. 
genes, oh yellow dwarf virus, RNA genomes, nucleotide sequence 4476. 
genes, cDNA nucleotide sequence, cucumber mosaic virus 4533. 
genes, cDNA, nucleotide sequence, soybean mosaic virus, expression, 
Escherichia coli, Agrobacterium tumefaciens, callus, Nicotiana tabacum 10061. 
genes, nucleotide a mae potato leaf roll virus 6103. 
genes, open readi S, Nucleotide sequence, potato leaf roll virus 6090. 
genes, potato virus X, cloning, Nicotiana tabacum gene expression 9734. 
tic analysis, tomato golden mosaic virus replication 3174. 
interaction, DNA, C.D., phage Pf1, virions, metals, effect on 4551. 
leader sequence, mRNA, synthesis, phosphotriester method, phage f1 2029. 
phages, RNA interactions 3131. 
potexvirus, homology amino acid sequence predictions, RNA, 3'-terminus, open 
feading frames, potato virus M 9127. 
ce: RNA binding, phage QB, Escherichia coli 7956. 
sevad streak virus, Zinc finger types binding domains, characterization 7578. 
in, 
biosynthesis genes, complementation, restriction endonuclease mapping, 
Pseudomonas denitrificans 4388. 
Metabolism, btuB gene, nucleotide sequence, Escherichia coli 4368. 
or Ei la 10900 
genes, ing, antigens, vaccines, Eimeria tenella 1 3 
ochilobolus us, 
H” -transporting ATP synthase, subunits genes, mitochondria, plasmids, 
Nucleotide sequence 6516. 


ockayne syndrome, 

oh repair defects, U.V. radiation, fibroblasts, man 6664. 
TANK genes, phylogeny, Neurospora crassa 1708. 
odons, 


anticodons interaction, ribosomes, tRNA, exit site, Escherichia coli 1109. 

AUG, protein biosynthesis, translation initiation, ‘omyces cerevisiae 5071. 

determination, ic code, nucleotide sequence, DNA, data banks, data 
Processing 1 G 

determination, nucleotide sequence, DNA, computer programs, data banks 10391. 

distribution, DNA, nucleotide ence, genes, Plasmodium falciparum 6182. 

frequency, genomes, models 7527. ; 

initiation codons, formation, uridine addition, cytochrome b transcripts, 
Leishmania tarentolae, Crithidia fasciculata 81. meyer? 

initiation, gene expression, effects on, ribosomes binding-site, Escherichia coli 
1114. 

initiation, oA palpi cDNA, man tumor necrosis factor, effects on gene 
expression, Escherichia coli 2628. 7 ; 

initiation, ribosomal subunit 30S, tRNA fMet interactions, protein biosynthesis, 
antibacterial activity, 3-aryl-oxazolidinones, antibiotic DuP 721, Escherichia 
Coli 49. 

initiation structure, effects on transiation, plasmids, Escherichia coli 8071. 

fecognition, tRNA function, streptomycin effects on, Escherichia coli 5029. 

RNA, regulation protein biosy! is, capsid protein, parvovirus (human)B19 28. 

tRNA, role, lacZ gene, gene expression, Escherichia coli 930. 

ee mation ou ion, ramcganstaicormavercies — 

8 in, transcription, termination, Mycoplasma capricolum 57. 

iniailn genetic code ine, Feeeienone thermophila, Euplotes crassa, 
differences 7520. 

translation, pyrE gene, Escherichia coli 9064. ; ‘ 

UAA codon, release factor RF1, release factor RF2, Escherichia coli 6018. 

unconventional reading, tRNA nucleotide sequence, Mycoplasma mycoides 9054. 

usage, translation selection, mutation bias, Bacillus subtilis 6803. 

use, genes, plants 8597. a “i 

use patterns, DNA, Escherichia coli, Bacillus subtilis, Saccharomyces cerevisiae, 
Schizosaccharomyces pombe, Drosophila melanogaster, man 5380. 

utilization, anticodons interactions, Pseudomonas aeruginosa 3502. 


ffea arabica, 
RNA, species, synthesis, characterization, endosperm 2149. 


cDNA ees nucleotide sequence, homology, myosin, profilin, gelsolin, fragmin 


effects on thermogenin gene expression, MRNA stability, adipose tissue (brown), 
mice 96. 
Sei mRNA precursors accumulation, larvae, Bombyx mori 6044. 
Il site-specific deoxyribonuclease, equipment, methodology 10931. 


in, 
kil gene, ColE1 plasmid, mutants, Escherichia coli 8809. 


Colicin B, 

ag cbi gene, nucleotide sequence, Escherichia coli 6257. 
Colicin Et, 

cea gene control, gene fusion 804. 
Colicin E8, 


eal aap nucleotide sequence, ColE2-P9 homology, Escherichia coli 9373. 
‘olicin E9, 
cei gene nucigotide sequence, Escherichia coli 7499. 
Colicin | receptors, 
cir gene gene products, Escherichia coli 1750. 
genes, nucleotides sequence, amino acid sequence predictions, Escherichia coli, 
evolutionary genetics 9377. 
Colicin V, 
Fae purF operon mutation, cvpA gene, Escherichia coli 9529. 
cins, 
immunity, lysis, loci analysis, onl gene, cni gene, cna gene 4295. 
Collagen, 
chains homology, cDNA cloning, basement membranes, Mammalia 497. 
complementary DNA sequence, nucleotide sequence, helical domains, mice 333. 
gene expression, dexamethasone effects on, hepatocytes, rats 5613. 
genes, cDNA nucleotide sequence, man 3511. 
genes, cDNA nucleotide sequence, man 3518. 
genes, cDNA restriction fragment length polymorphism, chromosome 11, man 8621, 
genes, divergence, promoters regions, nucleotide sequence, man 2409. 
—_— eo we nucleotide sequence, effects on morphogenesis, Caenorhabditis 
elegans i 
genes, expression mesenchyme, embryo, Strongylocentrotus purpuratus 1610. 
genes, gene expression transcription regulation, chromatin, reviews 9002. 
al ee interaction promoters first introns regulation expression, man 


genes, introns, transcription regulatory elements, man 8728. 

genes, methylation, epithetium transformed cells, liver, rats 665. 

genes, promoters, gene expression, gene regulation, mice 3752. 

genes, promoters point mutation, mice 713. 

genes, restriction fragment length polymorphism, chromosome 2, man 6504. 
genes, sqt-1 gene nucleotide sequence, role morphogenesis, Caenorhabditis elegans 


genes, 25 exons COL1A1 gene, nucleotide sequence, man 550. 
Proa2(!) eons. methylation sites, leukocytes, man 10712 
pro-a1(Xl), CDNA nucleotide sequence, rats, man 2488. 
procollagen basement membranes, genes, cDNA nucleotide sequence, Drosophila 
melanogaster 6407, 
«2(V)-procollagen, genes, cDNA nucleotide sequence, amino acid sequence 
predictions, man 4477. 
procollagen synthesis, tRNA Gly, tRNA Pro, isoaccepting, content, tendons, 
sraunener 2-oxoglutarate 4-di units DNA 
pri lagen-proline, 2-oxoglutarate 4-dioxygenase, subunits, genes, c! 
vuctonide sequence, one 3372. 
a2(!) promoters, histone H1, nuclear factor |, binding, liver, rats 5942. 
RNA nucleotide sequence, osteogenesis imperfecta, man 9118. 
mRNA, comparison, fibroblasts, osteoblasts, man 10087. 
MRNA, estradiol regulation, amino acid sequence, uterus, rats 391. 
MRNA, levels, basement membranes, rats 5103. 
mRNA, levels, transforming growth factor-B effects on, fibroblasts, man 5100. 
MRNA localization, hybridization, scleroderma, skin 2151. 
subunits genes, cDNA nucleotide sequence, chickens 3481. 
type a1(l), genes, transfection, association osteogenesis imperfecta, 
transgenic mice 3847. 
type |, genes, inversion repeat sequence upstream flanking region, no effects on 
pea translation, man 5193. : 
type |, mRNA, mutation detection, osteogenesis imperfecta, man 9117. 
type lil, chains, CDNA nucleotide sequence, mice 6360. 
type IV, mRNA, 3'-terminus, nucleotide sequence, mice 10072. 
type IV a1-chain, cDNA nucleotide sequence, evolution, cells, mice 7397. 
type IV, a2-chain, cDNA nucleotide sequence, cells, mice 7401. : y 
type IX, genes, cDNA nucleotide sequence, gene mapping, chromosome 6, amino acid 
sequence, man 8564. ‘ 
type VI, subunits, genes, cDNA isolation, chickens 588. 
type X, genes, introns nucleotide sequence, man 2617. 
type XIII, genes, CDNA nucleotide sequence, man 2566. 
ai type 1, es, COL1A1 gene enhancers, mice 7708. 
oath ce IV, cDNA nucleotide sequence, aorta, chickens 7415. 
i) Collagen, ' 
promoters, nuclear factor 1 DNA binding sites, transcription factors, NIH 3T3 
cells, mice 9953. 
Collagen a1, ’ 
Sean mutatiorf, cDNA nucleotide sequence, osteogenesis imperfecta, man 479. 
Co jase, : : 
genes, cDNA nucleotide sequence, amino acid sequence predictions, synovium, 
rabbits 8343, 
phorbol 12-myristate 13 acetate diester induction genes expression, requirements 
c-fos expression, NIH 3T3 cells 1607. 
mRNA, levels, fibroblasts, man 5096. 
Colletotrichum gl rioides, ‘ 
lations isolates, ble-stranded RNA, electrophoresis patterns, anthracnose, 
Bvosanthes yanensis, Australia 4109. 
Colletotrichum trHolil, 
plasmids, transformation systems, development 9742. 
Colon, ; ¥ 
carcinoma, COS-1 cells, N-myc papers heterogeneity, amino acid composition, 
mapping, C-terminus, man 10775. ; 
carcinoma, laminin binding proteins, cDNA, nucleotide sequence, man 4517. 
carcinoma, oncogenes structure, man 8475. 
Colonies, : ; 
hybridization methodology, foci screening, role DNA probes, mammalian cells 
10157. 
polymerase chain reaction, clones characterization 10154. 
Colonization factor, ; , : 
Slice ag nucleotide sequence, cloning, Escherichia coli 7370. 
Colon ing, 


Northern ing, detection mRNA, Dictyostelium discoideum 7118. 
screening methodology, nylon fitters, genetic engineering 7236. 

Co mulating factor 1, an ; 

genes transfection c-fms gene 373 cells, identification membranes binding 
colony-stimulating factor 1, man 903. . 

loci, integration sites mapping, retrovirus (murine) proviruses, Monocytes 


93 


Subject Index 


aM EL en Pen SOE ee ee ne On ee ee 


Colony-stimulating factor 1, (continued) 
tumors, mice 1364. 
Colony-stimulating factors, , 
lymphokines, macrophages, hematopoiesis, cloning, 
Columba, 
heart, 5'-nucleotidase activity, adenosine formation 3874. 
Column chromatography, : 
phosphocellulose, 5'-nucleotidase kinetics, heart, rats 2848. _ 
purification, characterization, deoxyribonuclease (pyrimidine dimer), phage T4 
943. 


PZ523 spin columns, plasmids DNA isolation methodology 1216. 
Common antigen, F 
DNA fragments coding, open reading frames, papilloma virus (human) 6b, cloning, 
gene expression, Escherichia coli 6901. 
Competence, 
transformation DNA, Methanobacterium thermoautotrophicum 1681. 
Co} nt, 
factor B, genes, restriction fragment length polymorphism, man 6281. 
factors, genes, mapping, chromosome 4, man 8514. 
Com component C1, 
genes rearrangement, man 5517. 
Complement component C1 inhibitor, 
genes, mutations, nucleotide sequence, serpins, man 7280. 
Complement component Ciq, 
B chain genes, cDNA nucleotide sequence, mice 1319. 
Complement component C2, 


gene mapping, complement component C4, histocompatibility locus SLA, pigs 1326. 


genes, cDNA nucleotide sequence, man 6345. 
Compiement component C3, 

genes, cDNA nucleotide sequence, perforin homology, man 10726. 

genes, cDNA nucleotide sequence, Xenopus laevis 7456. 

genes, introns+exons mapping, man 8392. 
Complement component C3 receptors, 

genes, cDNA nucleotide sequence, leukocytes, man 3541. 

nent C3b receptors, 

type 1, predictions secreted forms, nucleotide sequence, leukocytes, man 3327. 
Complement component C3d receptors, 

genes, cDNA nucleotide sequence, similarity CD21 antigen, lymphocytes B, mice 


Complement component C4, 
deficiency, cDNA restriction fragment length polymorphism, man 5284. 
cDNA hybridization analysis, complement component 
acid sequence, man 9444. 
gene expression, mice 10805. 


gene mapping, complement component C2, histocompatibility locus SLA, pigs 1326. 


genes, aig ana | hypersensitivity sites, Slp gene, hormones regulation, 
mice 667. 
genes, Sip gene, androgens effects on expression, mice 5698. 
genes, Sip gene, promoters, mapping a domains, mice 3742. 
Complement component C4-binding protein, 


genes, cDNA hybridization analysis, complement component C4, amino acidsequence, 


man 9444. 
Complement component C6, 
genes, cDNA nucleotide sequence, man 9249. 
Cor component C9, 
genes, structure, gene products relationship, man 5510. 


eager oy 
gene families, CDNA nucleotide sequence, mice 3459. 


Complement ors 1, 
genes, genomes eomae sequence, CD35 antigen, man 10307. 
ors 


cDNA, gene expression 1390. 


-binding protein genes, amino 


Condylomata acuminatum, (continued) } 
condylomata acuminatum, cervix neoplasia 10226. 
Conferences, 
books, data banks, nucleotide sequence data 11000. 
molecular biology, phylogeny, evolution, archebacteria 9999. 
nucleic acids interaction, books 5000. 
Congenital adrenal hyperplasia, : 
11B-hydroxylase, cDNA, nucleotide sequence, gene mapping, cytochrome P4s 
6354. 
Conidia, : , 
genes, con-8 gene, characterization, expression, Neurospora crassa 8510. 
Conjugation, ‘ 
cloning vectors, Escherichia coli, Campylobacter 854. 
Escherichia coli, DNA transfer, Cyanophyta 4709. 
F factor transfer function expression, integration host factor, tra operon 765. 
genes, plasmid Collb-P9, incompatibility, gene mapping, bacteria 764. 
genes transfer systems, lactic acid bacteria 5771. 
Inc plasmid transfer, host range, gram-negative bacteria, books 10000. 
IncN plasmid transfer, replicons function, gram-negative bacteria, reviews 901: 
IncP plasmid transfer, gene transfer, gram-negative bacteria, reviews 9008. 
IncW plasmid transfer, gram- tive bacteria, reviews 9011. ; : 
lipopolysaccharides, outer membranes, membrane proteins role, Neisseria cing 
Neisseria gonorrhoeae 9737. 
mobilization, plasmid RFS1010, oriT Pat analysis 4762. 
pili, tra operon induction, F plasmid, Escherichia coli 7684. 4 : 
plasmid pAMB1 deletion derivatives characterization, Lactobacillus casei, 
Streptococcus lactis 5741. 
plasmid pFT180 DNA restriction, Neisseria gonorrhoeae 1667. 
plasmid pGO1, identification transfer regions, Staphylococcus aureus 7720. 
plasmid pHG1 transfer, hydrogenase activity, denitrification, autotrophy, 
Alcaligenes eutrophus 3784. ; w; 
plasmid pLS20, interspecies plasmid transfer, Bacillus subtilis 782. 
plasmid RSF1010 lization, genetic analysis, DNA nucleotide sequence 14 
plasmids, DNA repair inhibition genes 7586. 
plasmids, Escherichia coli, Streptomyces 9739. 
plasmids, plasmid pDP36, cloning vectors, tetM gene, 2.6001 gene, 
Streptococcus 4761. 
pPN1 plasmid role, nodulation, soil isolates, Rhizobium leguminosarum trifolii 
9738. 
recipients, B-lactamase plasmids, Neisseria gonorrhoeae, Neisseria cinerea 


9736. 
, proteins, gel electrophoresis, Tetrahymena 9793. 


equate. DNA cloni 
RP4 plasmid transfer, DNA integration, Stigmatella aurantiaca 3779. 


self-transmissible plasmids, Bacillus thuringiensis 784. 
See lactis plasmid pAMB1, transfer, Lactobacillus, Enterococcus 
faecalis 762. 


system, characterization, plasmid pJE1 mutants, Staphylococcus aureus 838. 
tra gene proteins transfer, plasmid Co1lb-P9 9740. 
transfer direction, Ngai collb-P9, \ phage, Escherichia coli 8798. 
transfer Ti plasmid, acetosyringone effects on, Agrobacterium tumefaciens, 
Escherichia coli 1671. 
transposon Tn5 mutagenesis, Brassica campestris infection, cloning, Pseudom 
putida 5862. 
Contractlie in, 
genes, RNA splicing, various species, reviews 8008. 
Convolvulus arvensis, 
Agrobacterium rhizogenes transformation, nucleotide sequence T-DNA genom 
junctions 10269. 
Convulsants, 
fate gy increases transcription factors mRNA, brain, rats 6049. 


, Coppe 
genes, P morphism gene expression, gene products, lymphocytes B, CD21 antigen, _ binding, ‘ATP, spectrometry 4025. 
man p 


Complementation, 
protein 2C defective mutant, temperature-sensitive mutant, RNA biosynthesis 
defects, poliovirus 1173. 
‘ puf pba mutants, Rhodobacter sphaeroides 837. 
unds, 
DN Sippel he rlimeggeh liver, rats 8181. 
Computer lions, 
automated methods, DNA-directed DNA 
chain reaction reaction, temperature changes, in vitro 187. 
data analysis, densitometry, autoradiography, DNA fragments, cleavage sites 471. 
DNA proteins, binding constants 4948, 
DNA repair, nucleosomes migration, man 10765. 
sated mapping, linkage, restriction endonuclease mapping 3809. 
rpesvirus, DNA, insertion sequences, tumorigenesis H 
nucleotide sequence, plasmid plJ101, Streptomyces lividans 8557. 
Statistical analysis, predictions, proteins coding regions, nucleotide sequence 


268. 
taxonomy, rRNA 16S, nucieotide sequence, evolution, Pasteurellaceae 9416. 
Computer programs, 
cloning, mathematical models 6801. 


CLUSTAL, nucleotide sequence, amino acid sequence alignment computer programs, 


mi ers 5405. 
data banks, codons determination, nucleotide sequence, DONA 10391. 
data banks, nucleotide sequence, genes 472. 
ee eg I ai sequence data, rRNA, rRNA 5S, use systematics, 
conomy ‘ 
data processing, nucleotide sequence, DNA 270. 
histocompatibility locus HLA, restriction fragment length polymorphism, man 8406. 
mathematical models, DNA-directed DNA polymerase | activity simulations 10937. 
nucleotide sequence data, data banks 10381. 
Vibrionaceae rRNA 5S nucleotide sequence analysis 109. 


algorithms, automated methods determination nucleotide sequence, gel 
electrophoresis 8171. La 
microcomputers, nucleotide sequence, amino acid sequence alignment computer 
programs, CLUSTAL 5405. 
Conalbumin, 
ovalbumin, genes, promoters, cells specificity, chickens 1658. 
Condyloma acuminatum 


papilloma virus (human) 2 gene gene products expression baculovirus vectors, DNA 


binding activity 9955. 
Condylomata acuminatum, 
lloma virus (human) DNA, cloning, restriction endonuclease mapping, 


lymerase, DNA biosynthesis, polymerase 


lependent redox reaction, single-stranded DNA cleavage 2214. 
induction transcription factors binding, activation sequence, metallothionein 
CUP1 gene, Saccharomyces cerevisiae 4636. 
metallothionein, genes transcription, Saccharomyces cerevisiae 8987. 
metallothionein, synthetic genes, oligonucleotides synthesis, Neurospora crass 
gene expression, Escherichia coli 4034. 
+1 pod haters aay ate psd ee 2032. ce 
resistance, chelatin gene, + sh amplification, gene regulation, 
Saccharom cerevisiae 3712. 
yy enhancement, Cup! gene, gene amplification, Saccharomyces cere 
resistance, ‘ons induction, Pseudomonas syringae tomato 6762. 
— phtha nine, 
effects on sister chromatid exchange, chromosomes, Allium cepa 8187. 
Coprinus cinereus, 
fruit bodies, deoxyribonuclease purification, characterization, cleavage 
single-stranded DNA, double-stranded DNA 944. 
transformation, methodology, genes copies number, gene expression 6790. 
Coptis japonica, 
( pe cave oxidase, cDNA nucleotide 
Copy number control, 
ne replication, regions characterization, ColE2 plasmid, ColE3 plas: 


: 


sequence, gene | 


cloning vectors, Escherichia coli 8841. 

cloning vectors, plasmid ME292, plasmid pME294, construction, use plasmid 
Pseudomonas 4772. 

ColE2 plasmid, ColE3 plasmid replication, bacteria 3641. 

Bt aaniaereces R6K plasmid, protein 7 role, nucleotide sequence, bacteri 

gene amplification, role DNA inversion, 2, circle, Saccharomyces cerevisiae, 
reviews 7037. 

phage P1 plasmids, RepA protein role replication, Escherichia coli 4584. 

phage P1 replication, regulation mechanisms, Escherichia coli 3644. 

plasmid pSL1, ern proteins, purification, characterization, Streptococc: 

moniae : 

Lanes 9 replication, mutation identification characterization, Escherichia 
coli ‘ 

plasmid R1 stability, role ParD protein, Escherichia coli 5558. 

plasmids cloning vectors, complementation, antibiotic resistance selection, 
Escherichia coli 3786. 

plasmids partitioning mechanisms, Saccharomyces cerevisiae 6215. 

plasmids, pcnB gene, loci, mutation, cloning, effects on growth rate, Escheri 


PY t ee control, (continued) 


Blesmide, F REP1 gene, REP2 gene role, Saccharomyces cerevisiae 5674. 

plasmids stability, hosts strains, Escherichia coli G668 3696. 

role CEN element+ autonomously replicating sequence, 2, circle, Saccharomyces 
cerevisiae 5602. 

SV40 replication amplification Epstein-Barr virus shuttle cloning vectors, 
antigen T copy number control, cell lines, man 6777. 

transposon Mu, Zea mays 1684. 

ore particles, 

centromeres ‘proteins purification, histones, HeLa cells 1916. 

chromatin, histone H3, histone H4, cleavage, clostripain 4924. 

nucleosomes, crystals, nucieotide sequence, X-ray diffraction 2941. 

testis-specific protein, interactions, nucleosomes, rats 9952. 

pre protein, 

genes, human immunodeficiency virus 1, gene expression, vaccinia virus 
recombinants 7812. 

ol nucleotide sequence, amino acid sequence predictions, bluetongue virus 


, synthesis, hepatitis B virus 6646. 
Reparan sulfate proteoglycans, cDNA nucleotide sequence, fibroblasts, lung, man 


histones, association, salts, effects on, DNA-binding protein, cytomegalovirus 
—) §937. 


Ectsins, myristylation, restriction endonuclease mappin: 
leukemia, murine leukemia virus, proviruses, mice 52: 

om smut, 

b gene, alleles cloning, Ustilago maydis 9787. 


omea, 

endothelium, nuclei, DNA content, man 8173. 

oronavirus, 

gene expression regulation, transcription termination mechanisms 9172. 
fecombination, mouse hepatitis virus MRNA, nucleotide sequence 6291. 
oronavirus (bovine), 

seeeegoutinine genes, cloning, nucleotide sequence, gene expression, in vitro 


eevirus (murine), 
a oeerenng particles RNA, nucleotide sequence 6070. 
orpus luteu 

in Caate MRNA levels, sheep 59. 


cloning genes clusters, acetyl-CoA biosynthesis, Clostridium thermoaceticum 4819. 


gene expression, 


y-aminobutyric acid le ne genes, cDNA nucleotide ence, rats 10289. 
¥ fadiation effects on DNA topoisomerase activity, rats 6927. 
orticosteroids, 


ssion, cyclooxygenase MRNA levels, vascular system 4173, 
lsotopin-rekenal factor, 


ing , 
Carboxypeptidase H MRNA regulation, rats 7412. 
ren nucleotide sequence, MRNA levels, glucocorticoids, sheep 10727. 
‘opin-releasing hormone, 


, CDNA nucleotide sequence, Catostomus commersoni 4432. 
precursors, cDNA, nucleotide sequence, placenta, man 6522. 
mRNA, characterization, regulation gestation, placenta, man 138. 
MANA levels, paraventricular nucleus, supraoptic nucleus, stress, opiates effects 
on, rats 5114. 


ortisol, 

elf 

Secale sempervirens, 

Suspension culture, a 1-carboxyvinyltransferase gene expression, 
overproduction 629. 


Bimnetecteriumn diphtheriae, 
nae antibiotic resistance plasmid pNG2, methylase genes identification 


io ne, Promoters, site-directed-m Nnesis analysis 7671. 
ous , gene transfer, — In, gene expression, resistant mutant, 
cerevisiae 2775. 
toxins, promoters, cloning, iron — hy peal coli 9824. 
toxins, susceptibility, factor genes nucleotide sequence, 
Methanococcus vannielli 5484. 


erg ligase genes transcription, MRNA accumulation, 


embryos 153. 


ddh 
jization 5846. 


em 
Rese 


cloning, nucleotide sequence, thioredoxin, plasmid pLCN2, 


opens LN pLCN4 1765. 


Biereers effects on DNA biosynthesis, SV40 core enhancer, plasmids 5604. 

insulin genes transcripts, leader sequence secondary structure effects on 

tesponse hypertonicity, MRNA 5199. 

ee stronic gegen length effects on reinitiation translation, eukaryotes 

ed protein tease a-interferon B-interferon genes, transcription 
factors 6993. 


B-nerve growth factor cloning, omega a rats 1776. 


= wall vectors phage » retrieval CDNA 4776. 
Piers RD etcbgoe integration, no mentee seers 3798. 
inofluorene mutation, shuttle 


Cytochrome c genes, upstream elements nc ited elevation expression, 
— 717. 
ee ¢-sis gene ‘upstream flanking region role inhibition protein biosynthesis 162. 
Cells, 
§V40 minichrormosomes capture DNA-binding protein 1977. 


cosmids, 

Goning, cosmids restriction fragment 

cloning, DNA, hybridization rapctiona gene ipa ot Halobacterium volcanii 9326. 
cloning, hybridization analysis, metabolic pathways, hno gene, Alcaligenes 
eutrophus, Pseudomonas facilis 9828. 


chromosomes, man me Crose-tinking, 
length polymorphism, 


Biochemistry Abstracts 2 vol. 19 


Cosmids, (continued) 
cloning, trifolitoxin, nodulation, plasmid pTFX1, transformation, Rhizobium 
leguminosarum trifolii 5855. 
kf vectors construction, genetic markers exchange, Pseudomonas fluorescens 


cloning vectors, construction, plasmid R6K replication origin 3832, 
cloning vectors, Escherichia coli 8834, 

cloning vectors, Escherichia coli 8835. 

cloning vectors, Escherichia coli 8844. 

cloning vectors, fingerprinting 10833. 

cloning vectors, reviews 

por & vectors, Tc’ gene, Em’ gene, antibiotic resistance, Bacteroides 


comparison, ne mapping, Methylophilus methylotrophus, Methylophilus 


viscogenes 
construction, cloning, trpA gene, trpB gene, nucleotide sequence, Methanococcus 
voltae 3825. 


pp rneed DNA, hybridization analysis, genetic markers, Escherichia coli 


2, pare pee hott dioxygenase, cloning, PCB biodegradation genes, Escherichia 


DNA, Aspergillus terreus, int 
Saccharomyces cerevisiae 

DNA, cloning, recombination, Escherichia coli 9782. 

gene libraries, screening methodology, use chromosome walking 5207. 

indole-3-acetamide hydrolase, bam gene, cloning, Bradyrhizobium japonicum 9728. 

eee Pra cloning, anhy rotetracycline oxygenase genes, 

~~ lividans, Streptomyces rimosus 7820. 


ration, chromosome XII, recombination, 


Seenarpeuih Nes, nucleotide sequence, gene expression 10434. 
Coturnix japonious, 
- troponin genes expression, differentiation myoblasts 5700. 
‘otyledons, 
polyribosomes formation, cytokinins stimulation, Cucumis sativus 8062. 
MRNA translation population, light illumination, dark-induced senescence, 
Raphanus sativus 4191, 
4-Coumarate:CoA ligase, 
genes, cDNA nucleotide sequence, Petroselinum crispum 2466. 
Cowpea chlorotic mottle virus, 
cDNA ciones, hybrids brome mosaic virus, RNA exchange, host specificity, 
Chenopodium hybridum 2165. 
virus ribosomes complex, translation, cell-free system, wheat germ 7200. 


Cowpea mossic virus, 
roteins role proteolysis processing polyproteins 115. 
kal ier °F Siarachearaiioe 7 membranes, Chenopodium amaranticolor 4161. 
ja burnetii 


heat shock operons, antigens characterization, nucleotide sequence 2267. 

nucleotide sequence homology, Mycoplasma tuberculosis antigens genes 3424. 
Coxsackievirus B, 

ye ren recombinants, RNA genomes chimeras, analysis deletions substitutions 


o-CP1 pecwrerg 
a-CP2 protein, a-IRP protein, transcription factors interaction promoters 
- he woes a chain genes, erythroleukemia cells, mice 5983. 
re pri 
DNA jo cut loxP sites, promotion, cell lines, mice 8821. 
Creatine kinase, 
genes, cDNA nucleotide sequence, brain, skeletal muscle, chickens 6335. 
genes, enhancers, regulation multiple upstream elements, skeletal muscle, mice 


genes, identification enhancers, skeletal muscle, mice 5723. 
genes, promoters, DNA- rotein identification, brain, rats 7661. 
genes, restriction fragment le polymorphism, chromosome 19, man 3352. 
genes, restriction fragment length polymorphism, man 3354. 
mck gene, ae gene expression, ras gene inhibition, myoblasts, skeletal 
muscle 6 
Creatine kinase M, 
genes, MRNA levels, ischemia, m man 3128. 
genes, mRNA — ete: man 3128. 
Creatine phospho! 
mRNA aeons insulin, skeletal muscle, rats 4172. 
CREB protein, 
phosphorylation, induction binding DNA, brain, rats 1644. 
Creosote, 


DNA damage, perags tissues, mice 3681. 
Creutzfeidt-Jakob disease, 
8-amyloid protein precursors MRNA levels, nerve growth factor, brain, 
hamsters 6144. 
Crithidia, 
DNA replication, kinetoplasts, nucleotide sequence, reviews 5551. 
Crithidia fasciculata, 
cytochrome b transcripts, uridine addition, initiation codons formation 81. 
deoxyribonuclease, replication origins association, bent DNA recognition 7872. 
DNA minicircles, replication, centromeres, structure 5566. 
DNA, plasmids, sequence-directed bs Boer cationic BL gg plasmids 2624, 
DNA, topology, curved helix pas darling pa 
MURF3 gene, transcripts, frameshift, insertion, nu jeotide sequence 5515. 
ohn pe eas kinase mee. gores, nucleotide sequence 8214. 
INA ed reviews 800 


ti, 
INA, fragments hybridization analysis, transcripts 4110. 
CRN: 
A labeled, in situ hybridization analysis, single cell resolution 1136. 
Cro in, 
INA complex, X-ray CO penpecena is phage 434, Escherichia coli 6985. 


ore 
h radical footprints, DNA-binding protein, bacteria 1959. 

och lroxyl radical pagel DNAbinding f ries bacteria 1959. 
Btn , X-ray crystallography, Escherichia coli 7! 


‘© repressor, 
‘ike proteins, ‘detection | ra Oeheee \ bee regions 4966. 
+operators complex, tind A, Escherichia coli 7977. 
A, ONACDinehng | spit binding motif, helix-turn-helix, reviews 5008. 
al proteins, characterization, Escherichia coli 40. 
Crossi 


FdeA sean role gene conversion, Escherichia coli 5573. 


Subject Index 


Crossing-over, ‘ 
Holliday junction structure, resolution, gel electrophoresis 1469. , 
recombination, RNA, genomes, structure, foot-and-mouth disease virus 6068. 
Crotalus durissus cus, 
crotoxin subunits, cDNA nucleotide sequence, venom gland 2513. 
Crotoxin, ; be 
subunits, CDNA nucleotide sequence, venom gland, Crotalus durissus terrificus 
2513. 
Crown gail, ; : / 
plasmid Ti gene expression gene regulation, cytokinins biosynthesis, 
Agrobacterium tumefaciens 1653. 
CRP in, 
cyclic AMP, gene regulation, Escherichia coli, reviews 3719. 
DNA binding sites, consensus sequence, Escherichia coli 2988. 
Cruciform structure, 
chromosomes reconstitution 1429. 
DNA, proteins binding, lymphoblasts, man 2573. 
extrusion, DNA conformational analysis 1477. 
Cruciform: 
Rh(DIP)3°* cleavage DNA 1282. ' 
unusual DNA structures, biochemical-genetic analyses, reviews 1003. 


CryD protein, 
resides nucleotide sequence, cryD gene cloning, Bacillus thuringiensis 
israelensis 6877. 
Cryopreservation, 
liquids nitrogen, pI d 1214, 
Cryphonectria pa ica, 
hypovirulence, genomes doubie-stranded RNA nucleotide sequence 10079. 
lococcus albidus, 
xylan endo-1,3-A-xylosidase genes, nucleotide sequence 6505. 
Crystal protein, 


genes, Bacillus thuringiensis, cloning, Escherichia coli gene expression 4797. 
genes, nucleotides sequence, Bacillus thuringiensis, pest control 5307. 
ONAL xray ayeulog hy 3612. 
. X-ray cl raphy i 
es sere eae cg proflavine binding 2035. 
Crystal toxins, 


genes, hybridization analysis, wearers Bacillus thuringiensis kyushuensis, 
Bacillus thuringiensis morrisoni ‘ 
a-Crystallin, 
Lighehacsi nucleotide sequence, gene expression, Alexander's disease, brain, man 
1 


genes, cDNA nucleotide sequence, gene expression, mice 10260. 
oA-Crystallin, 
soe ele transcription factors, binding, eye lens, chickens, mice 10221. 
rystallin, 
Benes, linkage analysis, man, rats, evolutionary genetics 1395. 
rystallin, 
argininosuccinate lyase, cDNA nucleotide sequence homology, various sources 


nes, translation, cell-free system, eye lens chickens 1079. 
in, 

cDNA nucleotide sequence, methionine content, Cyprinus carpio 10311. 
genes, cDNA nucleotide sequence, cattle 571. 

rd nucleotide sequence, evolution gene families, comparison rats mice man 
d-Crystallin, 
re Bre nucleotide sequence, rabbits 2485. 

stallin, 

RNA elongation assays, transcription, eye lens, chickens 8122. 
Crystallization, 

INA-directed DNA merase, human immunodeficiency virus, expression, 
Escherichia coli 7906. 
bl iced sig 


e eat es 1 
8, 
dod protein, nucleotide sequence, cryD gene cloning, Bacillus thuringiensis 
israelensis 6877. 
proteins, insecticides genes isolation, nucleotide sequence, Bacillus 
thuringiensis entomocidus 6307. 
C3H/10T 1/2 cells, 
methyicholanthrene transformed cells, tumorigenicity, c-Ki-ras gene, base pairs 
substitution, mice 6313. 


CTLA-4 protein, 
Nes, nucleotide sequence, man 8237. 
Cucumber mosaic virus, 
coat protein genes, cDNA nucleotide sequence 4533. 
disease control, use synthetic genes, anti-sense RNA coding, transformation, 
transgenic plants, Nicotiana tabacum 3788. 
RNA 3, cDNA mapping 6064. 
satellite RNA, S'-terminus, nucleotide sequence, transcripts 4143. 
strain ea strain Q, RNA 2 nucleotide sequence, genes, homology, evolution 6312. 
strains, RNA, nucleotide sequence 7137. 
strains, RNA 3, nucleotide sequence 6099. 
Cucumber pale frult virold, 
variants, CDNA nucleotide sequence 5136. 
Cucumis melo, 
ribosomes DNA structure, spacer region nucleotide sequence 10430. 
Cucumis sativus, 
eon te oxidase, CDNA nucleotide sequence, blue copper proteins, homology 


5399. 
chitinase CDNA clones, isolation, homology, Parthenocissus quinquifolia 5247. 
cotyledons, polyribosomes formation, cytokinins stimulation 8062. 
rRNA genes, nucleotide sequence spacers 5259. 
Cucu maxima, 
nitrate reductase activity, poly(A) positive RNA levels 5086, 
Cucurbita pepo, 
nuclei, nuclease inhibitor complex detection, hormones effects on 9867. 
Cucurbitaceae, 
Ph geicined DNA, rRNA 18S genes, nucleotide sequence, species specificity 6475. 
x * 
c pried biological control, genes cloning, toxins, Bacillus thuringiensis 4798. 
ulicidae, 
cell lines, MRNA levels, gene expression, La Crosse virus 3176. 
Culture systems, 
replication, vaccinia virus, poxvirus, cloning vectors 4767. 


Cupric sulfate, 
mRNA induction, copper resistance, operons, Pseudomonas syringae tomato 
Curcuma longa, 4 
turmeric, effects on DNA damage, lipid peroxidation 1276. 
Cuticle, ; 
gene ‘families, nucleotide sequence, hormones control, larvae metamorphosis, 
Manduca sexta 9489. 
Cutinase, ; ; ‘ 
transcription activators, genes, cutin monomers, fungi nuclei, Fusarium solani 
pisi, in vitro 2743. 
CV-1 cells, : 
estrogens receptors binding estrogens response elements, vitellogenin A2 ger 
Xenopus laevis 5992. ’ . ae "eh z 
glucocorticoids receptors+LexA protein fusions, transcription activation, mice 
6720. 
Cyanelies, 
nucleotide sequence tRNA Ser, tRNA Gly, Cyanophora paradoxa 3300. 
1+ ano-2,3-dideoxy-B-D-erythro-pentofuranosyl)thymine, 
synthesis, antiviral activity, human immunodeficiency virus 9035. 
Cyanocobalamin, 
metE gene, mutations, Salmonella typhimurium 8732. 
anogen bromide, 
DNA, chemical reactions 4250. 
Cyanonaphthridinomycin, 
cranopaena veahnen conformation, DNA binding 3630. 
ranophora xa, 
TNA genes, nucleotide sequence, phylogeny relationship, chloroplasts, plants 
658 


tRNA Ser genes, tRNA Gly genes, nucleotide sequence, cyanelles 3300. 
Cyanophyte, ot 48 
conjugation, DNA transfer, Escherichia coli 4709. 
DNA isolation methodology 4215. 
DNA transfer, transformation 4720. 
genetic engineering, gene transfer 4742. 
nitrogen fixation nif gene, hybridization analysis, DNA probes 4347. 
Cycas revoluta, 
chloroplasts rRNA 5S, comparison, evolution 2177. 
Cyclic AMP, 
binding activity in situ, methodology, detection, phage \ plaques, 
Dictyostelium discoideum 6166 
catabolite activator protein, thermal unfolding 9970. 
CRP protein, DNA binding sites, consensus sequence, Escherichia coli 2988. 
CRP protein, gene regulation, Escherichia coli, reviews 3719. 
dependent protein biosynthesis activation, elongation factor EF-2 
dephosphorylation 2110. 
dependent protein kinase, catalytic subunits induction genes expression cyclic 
AMP responsive enhancers 2741. 
dependent protein kinase, DNA binding, fluorescence 10198. 
dependent protein kinase II-B, binding proteins P150 cDNA nucleotide sequer 
brain, rats 6396. 
dependent protein kinase, regulatory subunits, mRNA induction, spermatozoa 
peer pee kinase, steroid 21-monooxygenase gene expression, requiren 
mice 1 f 
dependent transcription factors, GTP gene transcription control, binding active 
sites, liver, mice 3730. 
ONA biosynthesis induction, polyoma virus 9623. 
effects on gene expression, gene fusion, mice lactate dehydri ase A gene: 
Escherichia coli chloramphenicol acetyltransferase genes, CHO cells 726. 
effects on insulin gene expression, negative regulation, cells, man 10807. 
enhancement, DNA-directed RNA polymerase activity, chromatin levels, shoo’ 
Cicer arietinum 7898. 
factors affecting c-fos gene serum response element, protein kinase C, 
fibroblasts 1618. 
c-fos gene promoters, sequence requirements, transcription, mice 7677. 
induction c-fos gene gene expression, mastocytoma cell lines, mice 6116. 
induction cysteine proteinase 1 gene expression, role promoters, Dictyosteliu 
discoideum 7701. 
— gene expression, early region genes, promoters, adenovirus (humai 
7 


induction 


‘otein kinase, effects on trans-activation, gene expression, 


adenovirus promoters early region, ph loma cells, rats 4643. 
interleukin 1, induction immu ulins A chain Vel transcription factors 
similarity NF-«B protein, lymp ‘es B, mice 7979. 


intracellular, T cell leukemia virus | long terminal repeat promoters response, 
transcription initiation 6137. 
i+ i ghea transcription, DNA binding proteins, enhancers regulation, cell: 


fegulation, na gene, acid phosphatase, Escherichia coli 1717. 
ia. cell cycle, molecules, coding, mei2 gene, Schizosaccharomyces 


regulation elements, promoters phosphoenolpyruvate carbo: 

regulation, gene expression, plasmid pDG1, transformation, 
discoideum 727. 

fe gene expression, plasminogen activator genes, teratocarcinoma, 


inase 
ictyostelium 


regulation genes, vasoactive intestinal peptide, tyrosine 3-monooxygenase, 
ae Ns, c-fos gene, similarity enhancers, binding transcription factors. 


regulation, p24 protein, bw ecidhiniro, 

regulators role biel activation 
repeated sequence 

response element, promoters activation, bovine leukemia virus trans-activat 
cellular transcription factors, nucleotide sequence 6381. 

response elements, activation, transcription, binding, factors, transcription 
factor ATF, Saccharomyces cerevisiae, man 8905. 

response elements, lipoprotein (low density) receptors genes promoters, ma 

response elements, promoters regulatory regions, early region genes, | 
cytomegalovirus (human), activation, ts i T, mitogens stimulation, 

responsive cyclic AMP, gliicocorticoids interference, negative regulation gen 
expression gonadotropins a chain, man 2729. 

responsive elements c-fos gene promoters, induction, man 3750. 

responsive elements, phorbol 12-myristate 13-acetate diester, transcription 
stimulation, DNA binding proteins 7640. 

responsiveness chorionic gonadotropin genes, role enhancers, man 1616. 


protein, CDNA nucleotide sequence 
cell leukemia virus |, p40x protein, 


responsiveness enhancers renin genes, expression, mice 4695. 


clic AMP, (continued) 
role, ee ecnton initiation, gal operon, MRNA hybridization, Escherichia coli 


eran E14 E1A protein, stimulation transcription E4 gene E1A gene, adenovirus 
juman 

clic AMP Leo 

binding site mutation, galactose operon, Escherichia coli 9698. 

DNA binding, characterization bead model simulations rotational diffusion 1513. 
affects on araC gene, araBAD ron, bacteria 9693, 

proteins, DNA binding sites, Escherichia coli 4991. 

proteins, lux gene, gene regulation, Vibrio fischeri 3771. 

role, melR gene promoters transcription, Escherichia coli 6109. 


catabolite activator deo rotein, Sao ee unfolding 9970. 

3'-Cyclic nucleoti odiesterase, 

gene expression, ee —, Cavern eieae Stages, central nervous 
118. 


5 am pen pie nervous system, Rodentia 8 


nit, CDNA’ nucleotide sequence, retina, mice 10554. 
Cyelle-nucleotide phosphodiesterase, 
cDNA nucleotide sequence, brain, rats 8322. 


clin, 

cell cycle, DNA biosynthesis, NIH 3T3 cells, mice 1575. 

genes, cdc13 gene cloning, nucleotide sequence, cyclin, gene expression, 
Schizosaccharomyces pombe 9788. 

genes, cDNA nucleotide sequence, eggs, Arbacia punctulata 3390. 

genes, nucleotide sequence, Apia aim localization pole cells, embryogenesis, 

Drosophila Euuison Be 


cane The cell nuclear ee tole DNA biosynthesis, oocytes, Xenopus 

laevis 

proliferating col nuclear an , Stimulation DNA biosynthesis, DNA-directed 
“WN polymerase III, romyces cerevisiae 7611. 


rb. nucleotide sequence, gene expression cell cycle, Drosophila 8284. 


eee, is, Meiosis role, +cdc2 protein, protein kinase interaction, cells 9063. 
Nucleotides analogues, competition polymerization 10010. 
5-Cyclo-2-deoxyguanosine, 
identification, DNA, ionizing radiation damage, Epstein-Barr virus transformed 
imide, 

directed RNA polymerase I10, modification, poliovirus, HeLa cells 7883. 
meson tRNA biosynthesis, high ‘mobility group proteins levels, liver, rats 
affects on transcription, rRNA genes, liver, rats 154. 
elongation cell cycle, SV40 antigen T reduction, 3Y1 cells, rats 7582, 

xtrin glucanotransterase, 
ylase, Remnclngy, iam gene, nucleotide sequence, cloning, Pseudomonas 
amyloderamosa 9425. 


xygenase, 

MRNA, levels, corticosteroids 5 aegapi vascular system 4173. 
in co eteattey Leteene avo 
genes, tra cee crassa 621 
yprinus — 
y-crystallin, cDNA nucleotide sequence, methionine content 10311. 
genes, cDNA nucleotide sequence 9517. 
, purification, CDNA nucleotide sequence 8425. 

Nucleotide sequence, Satellite DNA 6393. 
En genes, cDNA nucleotide sequence 9470. 

differences, summer, winter, acclimatization, liver 9159. 
NA nucleotide sequence, saliva, man 2561. 


ystatin A, 
genes, cDNA nucleotide sequence, expression epidermis, mice 4480. 
genes, SE dilate gene expression, use Escherichia coli, 5 0 6751. 


tes man, expression, Escherichia coli 2842. 
—™ man 2536. 
eee cortcotropic hormone, effects on thymidine incorporation, DNA, adrenal 
“ere rats 
, genes, i nucleotide sequence, rats 3393. 


ase proteinase 
genes, aiid Ay cyclic AMP induction gene expression, Dictyostelium 
discoideum 7701. 


oe buccal mucosa mouthwashes, gene amplitication, genetic screening, 
man 
einy cocence, restriction fragment lei Payne: man 8523. 

disea 0003. 


"06a molecular senelce reviews 1 
5 inic seit aah A 
factors, er 


factor EF-1B-y, subunits, properties, purification, Artemia 


4092. 
Slongation factor 1B, elongation factor 1y, i exchange, GDP 
Eicociation: pron Uicayrinonis, Kinetic etuckes, Arteria 202. 


frarabine, 

containing oligodeoxynucieotides, synthesis 3042. 

—. RNA degradation determination, liver, rats 2123. 
$ sites, oligodeoxyribonucleotides, neocarzinostatin production 2053. 
Ppiattoess A, X-ray diffraction 1820. 

cn inforsomes release, nuclei, embryos, Triticum aestivum 3086. 


Biochemistry Abstracts 2 vol. 19 


Cytochrome b, 


genes, mRNA maturase, mitochondria mutants, RNA transcripts proteins, evolution 
relationship, Saccharomyces cerevisiae 8506. 

tRNA 16S, genes, nucleoti le sequence, mitochondria genomes nucleotide sequence, 
Cephalorhynchus commersonii 10316. 

transcripts, uridine addition, initiation codons formation, Leishmania 
tarentolae, Crithidia fasciculata 81. 


Cytochrome b-§99 
genes, in vitro expression, characterization, Hordeum vulgare 2845, 
ytochrome b‘ 


CDNA nucleotide sequence, liver, cattle 8454. 

cDNA nucleotide sequence, liver, chickens 8368. 

cDNA nucleotide sequence, rats 10663. 

MRNA, cDNA nucleotide sequence, liver, man 3534. 
rome b561, 

cybB gene, gene mapping, Escherichia coli 4408. 

genes cybB gene, Escherichia coli 5301. 


Cytochrome b6, 


Aaltcane nak complex operons, nucleotide sequence conservation, Nostoc 6211. 
rome 
subunits ta peg gene cDNA nucleotide sequence, chloroplasts, thylakoids 6394. 


piseoench oie Saccharomyces cerevisiae, reviews 6009. 

cDNA nucleotide sequence, amino acid sequence, function, phylogeny implications, 
Chlamydomonas reinhardtii 6566. 

expression, transcription regulation, analysis, Trypanosoma brucei 3081. 

genes, cDNA nucleotide sequence, cyc! mutants, Saccharomyces cerevisiae 7549. 

genes, te elements introns requirements elevation expression, COS-1 cells, 
rats 


Cytochrome c oxidase, 
cox gene, pseudogenes, cDNA clones, nucleotide sequence, liver, cattle 362. 


rome cL, 
genes, cohucenae sequence, Methylobacterium AM1 6547. 
rome c 


genes, nucleotide ms orpea organization, mitochondria, man 10513. 
cl 


precursors ig |A nucleotide sequence, man 3461. 
rome C2, 
genes, gone expression, Rhodobacter sphaeroides 4652. 


Cytochrome 


pei ae petA cy e, Nucleotide sequence, amino acid sequence predictions, 
met ams Vicia faba 10410. 
fagchrome Oxia cores operons, nucleotide sequence conservation, Nostoc 6211. 


srangporteg near synthase, mitochondria genes, transcription initiation 
jetection, Zea mays 2751. 


detection, amino acid sequence substitution, Saccharomyces cerevisiae 2577. 

enzymes, genes cloning, nucleotide sequence 2830. 

enzymes, genes cloning, nucleotide sequence, ones ce 

synonym aflatoxin B1-4-hydroxylase, *afeioun 1-4-hydroxylase genes cDNA 
nucleotide sequence, mice 2498. 


Cytoenrcme P4590, 


aromatase systems, cDNA nucleotide sequence, expression, man 2424. 
cholesterol side-chain cleavage cDNA nucleotide sequence, testes, pigs 8444. 
a ey oe nucleotide sequence, fusion proteins, hybridization analysis, 
nta, 
CYP17 (P45017a) genes, nucleotide sequence, homology, cattle 10699. 
cDNA cloning, gene expression, rabbits liver, Saccharomyces cerevisiae 8875. 
cDNA, man, cloning, expression, Saccharomyces cerevisiae 8878. 
cDNA nucleotide sequence, chemoreception, olfactory epithelium, rats 8268. 
cDNA nucleotide sequence, insecticides resistance, vonyttisc: domestica 7332. 
cDNA nucleotide sequence, liver, man 8598. 
cDNA, nucleotide sequence, liver, man, rats, rabbits 398. 
cDNA nucleotide sequence, man 10647. 
cONA nucleotide sequence, phenobarbital induction, chickens 8650. 
effects on mRNA expression, heme, glutethinride, 2-propyl-2-isopropylacetamide, 
es, chickens 10130, - 
enzymes, mRNA, expression, phenobarbital induction, liver, rats 4176. 
ethanol induction, cDNA nucleotide tr ae rats, man 10247. 
forms, cDNA nucleotide sequence, rabbits 73: 
gene expression, transcription factors pass nuclei, liver, rats 10823. 
gene foniies cDNA nucleotide sequence, rats 3398. 
gene yea nucleotide sequence, MRNA expression, polymerase chain reaction, 
rats 7 
genes, cDNA gene expression, rats 631. 
genes, cDNA, nucleotide sequence, liver, Salmo gairdneri 539. 
genes, cDNA nutleotide sequence, man 6484. 
genes, cDNA n sequence, microsomes, liver, rabbits 305. 
genes, cDNA nucleotide sequence, mRNA levels, rabbits 572. 
genes, cloning, liver, aig Saccharomyces cerevisiae gene expression 6880. 
genes, gene @: nN, phenobarbital induction 671. 
genes, nucleotide sequence, amino acid sequence predictions, liver, man 8320. 
genes, nucleotide sequence, Candida albicans 8364. 
genes, n sequence, cloning, cattle 10510. 
genes, splicing, localization, chromosomes, man 6608. 
genes, CDD stimulation gene expression, mice 10812. 
genes canon elongation regulation, heme effects on, rats ager 
fore ranscription, enhancers, TCDD activation, hepatoma, 
1p- iarng cDNA, nucleotide sequence, gene mapping, postion E adrenal 


ce gene, anny sequence, rats 6492. 
isoenzymes, cDNA clones, liver, rats 5479. 
isoenzymes "cDNA nucleotide sequence, tissues, rats, rabbits 8628. 
NADPH-ferrinemoprotein rechictabe lusion proteins ap epi aos Saccharomyces 
cerevisiae, N-terminus, microsomes, liver, rats 
recombinant peers gene products activation carcinogens, rats, mice 10923. 
mRNA, cDNA nucleotide sequence, liver, man 10075. 
MANA levels, hormones regulation, testes, rats 2529, 
mRNA Is, hormones al rat 
mRNA jeversf RNA pommel, oxygen limitations induction, in vitro, Candida 
rime 25. 
INA nucleotide sequence, liver, rabbits 116. 


DNA biosynthesis, cell cycle, mRNA accumulation, mammalian cells 617. eiecrene P 


P4501A1 gene, regulatory elements, identification, man 2757. 


genes. 900 gene expression, phenobarbital induction 671. 
GONA. rats rats, cloning, plasmid pDP34, cloning vectors, gene expression, 


97 


Subject Index 


Cytochrome P4506, (continued) 
Saccharomyces cerevisiae 8884. ‘ , 
cDNA, rats, gene expression, A rcielle P450e production, continuous culture, 
romyces cerevisiae Y 
genes, gene expression, phenobarbital induction 671. 
lochrome-b5 reductase, 
cDNA nucleotide sequence, man 10663. 
Cytochrome-c oxidase, ; 
cox gene, cDNA clones, nucleotide sequence, comparison cattle, man 352, 
COX5 gene regulation, oxygen, heme, Saccharomyces cerevisiae 8765. 
cDNA nucleotide sequence, liver, brain, rats 9277. 
cDNA nucleotide sequence, man 8461. 


gene regulation, heme, HAP2 gene, REO1 gene role, COX5a gene, COXSb gene, 


romyces cerevisiae 5629. 


megalovirus (murine), (continued) 
biosynthesis, 3T3 cells 124. " 4 

replication, restriction endonuclease mapping, nucleotide sequence, mechanis! 
generation cleavage concatamers, mice 6535. 


Cytomegalovirus (rat), 


DNA, cloning, restriction endonuclease mapping, hybridization analysis 6294. 


jasm, i 
DNA-binding protein activation, a-interferon stimulation, fibroblasts, man 
5964. 
etree +mRNA complex, in vitro 3136. 
NA, isolation methodology, mammalian cells 7130. 
rRNA accumulation, cell cycle, Scenedesmus quadricauda 7119. 


Ss sae polyhedrosis virus, 


mbyx mori isolates, polyhedrin genes, cDNA, nucleotide sequence 10234. 


genes, cDNA nucleotide sequence, mapping, association, cya-4 locus, Neurospora Cytosine, 


crassa 6814. te ‘ 
genes, nucleotide sequence, thermophilic bacteria 7294. 


genes, transcription, dependent, heme, HAP2 gene, Saccharomyces cerevisiae 8883. 


genetic analysis, Paracoccus denitrificans 17: 
Pseudogenes nucleotide sequence, liver, rats 552. : 
MRNA, characterization, nucleotide sequence, Trypanosoma brucei 8100. 
mRNA+ribosomes interaction, mitochondria, cattle 7133. 
transcripts, introns, splicing, effects on, MSS116 gene, genes, Saccharomyces 
cerevisiae 9988. 
Via chain genes, cDNA nucleotide sequence, heart, liver, rats 5333. 
Cytochrome-c oxidase Ill, 
transcripts, editing, detection, Trypanosoma brucei 7510. 
Cytochrome-d oxidase, 
cyd operon, gene regulation, Escherichia coli 1634. 
romes, 


5 

subunit structure, photosynthesis reaction centers, genes nucleotide sequence, 
Rhodopseudomonas viridis 474. 

Cytokeratin, : 

endo A cDNA nucleotide sequence, 8-cell stage embryos, mice 2530. 

endoB gene, nucleotide sequence, mice 2415. 


2-aminopurine, hydrogen-bonding, oligonucleotides, mutagenesis, N.M.R. 1036 
radation products, sonolysis 3014. 

DNA interaction a-acetoxy-N-nitro: rrolidine 4234. Reh; 

+guanine containing regions, plasmids DNA, nucleotide sequence determinati 
methodology 10421. 

S-methoxyuracil, denucleotide models, photocycloaddition 3019. 

+methylamine+n-butylamine photochemistry reaction 8013. 

methylation, DNA supercoiling 4269. 4 

eae o effects on deoxyribonuclease Maell cutting, Methonococcus aeoli 
2866. 


methylation, oli xyribonucleotides cleavage, type |! site-specific 
deoxyribonuclease activity 2863. 
restriction, mcrB gene, characterization, Escherichia coli 9533. 


sites, DNA (cytosine-5-)-methyltransferase — man 1895. 
4N-substituted derivatives, N-(1H-2-oxo-4-pyrimidinyl) amino acids, mass 


spectro: 3015. 
Cytosine methy/iaee 


DNA repair, dem gene, EcoRI! methylase plasmids, Escherichia coli 9613. 


Cytoskeleton, 


y-actin MRNA, cDNA nucleotide sequence, mice 3532. 


genes, cDNA nucleotide sequence, amino acid sequence predictions, Xenopus laevis association, mRNA, L6 cells, rats 1211. 
8309. 


genes, enhancers, MDBK cells, cattle 6721. 
MRNA, cDNA nucleotide sequence, epithelium, man 8105. 
where related, genes, cDNA nucleotide sequence, man 2563. 
Cytokines, 
Let eld hybridization analysis, CD2 antigen structure, lymphocytes T, man 
1 


eed activation proteins, genes, cDNA nucleotide sequence, mice 4332. 

Cytokinins, 

biosynthesis, plasmid Ti gene expression gene regulation, Agrobacterium 
tumefaciens 1653. 

effects on ribulose-bi: 
chloroplasts, cell culture, Nicotiana tabacum 91. 

genes, MRNA levels, Nicotiana tabacum 3127. 

deren polyribosomes formation, cotyledons, Cucumis sativus 8062. 

8, 


gene expression, phage 186, nucleotide sequence, Escherichia coli 8270. 


be lin ie 
ee early antigen gene, DNA segments, Sendai virus envelopes, transfection 


Cytomegalovirus (guinea-pig), 

DNA-binding protein, identification, characterization, phosphorylation, 
induction, guinea-pigs 2971. 

Cytomegalovirus faunrek 
ae hone S)-1-[3-hydroxy-2-(phosphonyimethoxy)-propy! cytosine 


capsids, assembly, proteins, gene mapping, nucleotide sequence 4345. 
cloning vectors, growth hormone gene expression, L cells, mice 2808. 
CMER RNA biosynthesis, DNA-directed RNA polymerase III 7893. 
detection, DNA, hybridization analysis, comparison, methodology 5204. 
detection, DNA, hybridization analysis, monoclonal antibodies, immunoassays, 
centrifugation, cell culture 4218. 


DNA biosynthesis, DNA topoisomerase (ATP hydrolysing), inhibitors, embryo celis, 


lung, cell culture, replication 2662. 

DONA, Seto th , leukocytes, bone marrow transplantation, kidney transplantation, 
man . 

DNA homology, nucleotide sequence, herpesvirus (human) 6 6159. 

DNA, identification, polymerase chain reaction, assays, bone marrow 
transplantation, man 8689. 


early region enhancers, repeated sequence, palindromes, nucleotide sequence 6541. 


early region genes, gene expression, regulatory regions, promoters, nucleotide 
sequence requirements 639. 


early region genes, promoters regulatory ig le cyclic AMP response elements, 
ul 


activation, lymphocytes T, mitogens stimulation, man 9656. 
early region promoters, enhancers, containing plasmids, transformation, bacteria, 
animal cells 775. 


early region promoters, enhancers, modulators effects on RNA biosynthesis 6755. 


enhancers, effects on, adenovirus, promoters, inactivation, methylation 6712. 
gene regulation, phosphoproteins, promoters, activation 5627. 
in homology histocompatibility ant HLA class-! molecules antigens, 
DONA sequence analysis, 82-microglobulin binding 6525. 
a ached B Me! detection liver in situ hybridization DNA probes, comparison 
ing f 
7-[(2-hydroxyethoxy)methylJpyrrolo[2,3-d]pyrimidines synthesis, 
inal ait 1Q008. 
|E2 gene early region transcripts, RNA mapping, temporal regulation inducible 
promoters, infection 6761. 
immediate-early genes, RNA expression 8123. 


late region genomes analysis, accumulation MRNA, isolation proteins, immunoassay, 


gene mapping 6095. 
localization transforming domains, DNA nucleotide sequence clones 2367. 


hosphate carboxylase mRNA accumulation, cDNA probes, 


filaments, genes, cDNA nucleotide sequence, amino acid sequence prediction: 
or cells, man 10287. 
P2 protein a. dendrites —— re 
protein-tyrosine kinase, ucts, gene, c-src gene, polyoma virus, 
middie T antigen, binds 2073 
MRNA + initiation factor elF-ea association, vimentin, cells, man 9098. 
— actin genes, nucleotide sequence, muscles, Xenopus 7337. 


DNA complex assembly, chick embryos 1304. 
DNA+RNA complex, fibroblasts, chick embryos 9214. 


Cytotoxins, 


NLP-1, nitroimidazole+phenanthridine, radiosensitizers, hypoxia, DNA 
intercalating agents 10203. 


D-Type virus, 


isolates, acquired immune deficiency syndrome, Macaca mulatta, infectivity, in 
vitro, inhibition, antiviral activity, 3'-azido-3'-deoxythymidine, 
2',3'-dideoxycytidine, 2',3'-dideoxyadenosine 1022. 


Dactinomycin, 


inhibition DNA biosynthesis, rubella virus infected Vero cells 30. 


Daidzein, 


induction gene expression, nodA gene lacZ gene gene fusion, Bradyrhizobiurr 
japonicum 8744. 


Dansyl, 


denvatives, thymidine modification 4021. 


Dark 


effects on elongation factors genes, transcripts screening, Chlamydomonas 
reinhardtii 6105. 

light, cell cycle, (RNA accumulation, Scenedesmus quadricauda 7119. 

isypus sexcinctus, 

animal isolates, nucleotide sequence, rRNA 16S, Mycobacterium leprae 121. | 


Data acquisition, 


data processing, nucleotide sequence data, nucleic acids 10361. 


Data analysis, 


fe ihuasgen yp py densitometry, autoradiography, DNA fragments, — 
les 471, 


Data banks, 


computer programs, codons determination, nucleotide sequence, DNA 10391| 

computer programs, nucleotide sequencegenes 472. 

data processing, nucleotide sequence data 10351. ; 

data processing, nucleotide sequence data, international cooperation 10352. _ 

data processing, nucleotide sequence data, tRNA, tRNA genes 10030. 

ee rocessing, nucleotide sequence, DNA, codons determination, genetic 

aes oo atahenaapea DONA cleavage, nucleotide sequence recognition 

GenBank database, data collections, nucleotide sequence data source 1047: 

a submission DNA nucleotide sequence data 5428. 

gene libraries, gene mapping, restriction fragment length polymorphism, DN, 
probes, data, genomes, man 10368. 

information centers, biotechnology, nucleotide sequence data 10461. 

management, nucleotide sequence data, rRNA 4.5S, rRNA 5S, rRNA 5.8S 1 

nucleic acids, nucleotide sequence 10401. 

nucleotide sequence data, books, conferences 11000. 

nucleotide sequence data, computer programs 10381. 

nucleotide sequence, industrial applications, biotechno 10382. 

proteins amino acid sequence data, interaction nucleic acids nucleotide seq 
data data banks 10385. 

structure, nucleotide sequence data, data processing 10356. 


open reading frames gene expression, gene regulation, protein biosynthesis delay Data collections, 


745. 


nucleotide sequence data source, GenBank database 10472. 


regulation, ICP36 gene DNA-binding protein transcription activation, localization Data processing, 

computer programs, nucleotide sequence data, rRNA, rRNA 5S, use system: 
taxonomy 10071. 

data acquisition, nucleotide sequence data, nucleic acids 10361. 

data banks, nucleotide sequence data, international cooperation 10352. 

data banks, nucleotide sequence data, tRNA, tRNA genes 10030, 

nucleotide sequence data, data banks 10351. 


start sites 6707. 


RNA, regulation gene expression, immediate early genes, non-coding transcripts, 


man 2164. 

megalovirus (murine), 
DNA-binding protein, salts, histones association, salts, effects on 5937. 
early region gene products, stimulation c-fos gene gene expression, DNA 


Biochemistry Abstracts 2 vol. 19 


ata cessing, (continued) Deoxyadenosine, 
ce as Roacuance data, data banks structure 10356. stacking, 2-deoxyribose analogs, N.M.R. 1474. 


3'-Deoxyadenosine, 


adenine auxotrophs, nucleotides pools, purines metabolism 4032. analogs synthesis, antiviral agents 8020. 


protoplasts, + Brassica nigra nuclei, clones recovery 8813. Deoxyadenylate, 

nucus Carota, antibodies, binding, double-stranded DNA 4277. 

ribosomes DNA, repeated sequence 1403, 2'-Deoxycoformycin, 

8-tubulin structure, cDNA nucleotide sequence 558. biosynthesis, adenine ring expansion, Fourier transform N.M.R. 2022. 
aunorubicin, Deoxycytidine, 


+DNA complex, X-ray diffraction 1570. 
DNA interactions, dynamics, fluorescence 8195. 


on ONA-directed RNA polymerase activity, oligoribonucleotides products 


incorporation, DNA, phospholipids precursors, tonsil, lymphocytes, man 4033, 
Deoxycytidylate hydroxymethylase, 

phage T4, pores: gene 42, nucleotide sequence, gene expression 3330. 
Deoxycytidyly!-(3'-5")-deoxyguanosine, 

ammonium salt, crystals, molecular structure 3035, 


RNA-directed DNA polymerase, inhibition, avian myeloblastosis virus 7909. Deoxynucleoside a-thiotriphosphates, 


CMP deaminase, incorporation, use DNA nucleotide sequence determination, polymerase chain 
deficiency V79 celis, substrates cycles, role regulation pyrimidines metabolism, reaction 7217. ed 

hamsters 6. Deoxynucieotidy! transferase, 
sacetoxycephalosporin C genes, promoters regions, nucleotide sequence, man 2521. 


genes, cloning, nucleotide sequence, amino acid sequence predictions, 
. “hawaiian clavuligerus 9414. 


ine, 
metabolites, 3-deazaadenosine 5'-triphosphate levels, leukocytes, mince 7068. 


Deoxyoligonucleotides, 

Z-form transition, sodium chloride solution, Raman spectroscopy 1043. 
Deoxyribodipyrimidine endonucleosidase, 

DNA repair, role exodeoxyribonuclease II|+deoxyribonuclease IV (Phage 


Deazaadenosine 5'-tri 5 T4-induced), phage T4, Escherichia coli 8183. 

levels, 3-deazaadenosine metabolites, leukocytes, mince 7068. Deoxyribofuranose, 

Deazaguanine, conformation, DNA fragments, nuclear Overhauser effect 3244. 
inhibition, L1210 cells growth 5010. Deoxyribonuclease, 

ecanucleotides, 


a(G-C)5, d(A-T)5, 2-fluoro-4-demethoxydaunomycin, intercalation, N.M.R. 4040. 

DNA minor groove, binding decapeptides 4554. 

sfective mutant, 

teplication, open reading frames, effects on gene regulation, RNA biosynthesis, 
papilloma virus (bovine) 1 1595. 

temperature-sensitive mutant, protein 2C, RNA biosynthesis defects, 
complementation, poliovirus 1173. 

efective- particles, 

coronavirus (murine), RNA, nucleotide sequence 6070. 

hepatitis A virus, tion mutant, characterization, RNA, 3° terminus 2142. 

nucleotide sequence, herpesvirus (equine) 1, replication, origin, genetic 
analysis 6285. 


efensins, 
cDNA, isolation, characterization, leukocytes (neutrophilic), man 5489. 


increase 2,3-diphosphoglyceric acid content, erythrocytes, rats 2052. 
ehydrogenase, 
hydratase epimerase, cDNA nucleotide sequence, Candida tropicalis 2388. 


tRNA 16S nucleotide sequence, taxonomy 9125. 
einococcus radiodurans, 
bad protein, Z-form, isolation, gel electrophoresis 4969. 


5 

Chromosome 7, mapping, pulsed-field gel electrophoresis, leukemia, man 8644. 

insertion sequence 102 mediation, transcription requirement 5795. 

evecare syndrome, DNA nucleotide sequence, mitochondria, man 8546. 

murine leukemia virus proviruses, ev igeonee mice 5327. 

Mutagenesis, unidirectional, use DNA nucleotide sequence determination 
methodology 4209. 


myelin ipid protein DM-20, cDNA nucleotide sequence, retina, man 8555. 
plasmid pAM81, characterization, conjugation, Lactobacillus casei, 
lactis 5741. 


sition mutant, 


analysis, pererog sation, PUT2 gene, proline induction, TATA box, Saccharomyces 


ion, hepatitis A virus, RNA, 3' terminus, defective-interfering 
i 2142. 


icol, antibiotic resistance mutants, DNA deletion, Streptomyces 
coelicolor, Str lividans 1704. 


effects on gene expression, RNA biosynthesis, latency associated genes, 


ine, regulation, tr. Ac ters, Zea mays 8649. 
teed cane expression, Sazacyone derivatives induction, Agrobacterium 
tumefaciens 8782. 


cytoskeleton, MAP2 protein mRNA 6045. 

selectivity RNA transport cell culture, hippocampus neurons, brain 2187. 

engue virus 1, ’ 

ge pone genes, cloning, nucleotide sequence, genetic variance 10063. 
rus 2, 


nucleotide sequence comparison, amino acid sequence homology serotypes, mai 


enitrification, , 
autotrophy, plasmid pHG1 transfer, conjugation, Alcaligenes eutrophus 3784. 
autoradiography, DNA fragments, cleavage sites, data analysis, computer 


sucrose, ae ape anon plant viruses, alfalfa mosaic virus, RNA, genomes 2119. 
ensonucieosis virus 2, . ’ ' 
RNA, protein biosynthesis, proteins immunochemistry, midgut infection, Bombyx 
mori 2070. 
ental caries, : 
ting gene, nucleotide sequence, cell surface proteins, Streptococcus mutans 
ental enamel, 
in , sex chromosomes, man, mice 9295. 
amelogenin genes, pe 
KasA gene, operons, Escherichia coli 1339. 


Deoxyribonuclease 
in_ isolation, recognition sites, Aquaspirillum serpens 4847. 
Deoxyribonuciease Asni, 


Deoxyribonuclease B: 


activity, apurinic/apyrimidinic specificity, DNA cleavage, cells, mice 9881. 

activity, DNA sites, plasmacytoma, mice 3877, 

activity, metaphase chromosomes, 5-bromodeoxyuridine substitution, man 8916. 

activity, tumor cells growth, putrescine effects on, mice 5894. 

ATP-dependent, genes, transcription control unit cloning, characterization, 
Bacillus subtilis 7837, 

characterization, DNA-directed DNA polymerase, B cell lymphotropic virus 7903. 

har acre nahn Bst YI isolation, characterization, Bacillus stearothermophilus 


2-6-diaminopurine-containing DNA cleavage, site-specificity, Mala S-2L 2860. 

digestion, CFA/I plasmid, use genes probes, recombinants, Escherichia coli 5857. 

DNA analysis, Chlamydia trachomatis isolates 1357. 

DNA cleavage, nucleotide sequence recognition specificity, data banks 10930. 

DNA profiles, restriction endonuclease mapping, serotypes, Legionella pneumophila 
isolates 9382. 

DNA repair, es ot damage, cells, mice 7876. 

psy vai U.V. radiation damage specificity, mechanisms, Micrococcus luteus 

Epstein-Barr virus, characterization gene products c37 gene, nasopharyngeal 
carcinoma 9876. 

Holliday junction resolution, endonuclease, DNA structure effects on, 
Saccharomyces cerevisiae 7877. 

Holliday junctions resolution, DNA sequence homology dependence, Saccharomyces 
cerevisiae 7264, 

inhibitors, transcription, purification, Drosophila 3889. 

isolation, serine phosphorylation, radioactive labelling, retrovirus (avian) 
3888 


magnesium dependent, properties, purification, liver nuclei, rats 4848. 

methylation activity, 5-methyicytosine formation, Escherichia coli 9926. 

phi , 2-aminopurine, 5-bromouracil effects on, Escherichia coli 3664. 

te aie characterization, Flavobacterium 3890. 

purification, characterization, fruit bodies, cleavage, single-stranded DNA, 
double-stranded DNA, Coprinus cinereus 944. 

replication origins association, bent DNA recognition, Crithidia fasciculata 
7872. 


restriction, plaques, phage ®A6, phage AY, Streptomyces antibioticus 
5891. 


restriction, use determination DNA nucleotide sequence 7874. 

RNA maturase, demonstration activity, gene conversion, mitochondria introns, 
Saccharomyces cerevisiae 7750. 

sensitivity, rocS gene, Pisum sativum 3608. 

single-stranded specific nuclease, action, characterization, liver, rats 2856. 

sites recognition, a-acetoxy-N-nitrosopyrrolidine, DNA interaction 4234. 

small-scale preparation methodology, ribonuclease contamination removal, 
commercially-obtained deoxyribonuclease 1826. : ” 

transformation, proteins genes nucleotide sequence, mutation, Bacillus subtilis 
918. 

Vigna radiata, activity, Plasmodium falciparum DNA cleavage 6906. 


Deoxyribonuclease Aaal, 


purifidation, characterization, Acetobacter aceti 4844. 


Deoxyribonuciease Acciil, 


comparison deoxyribonuclease BspMIl, cytosine methylation sensitivity, 
Acinetobacter calcoaceticus 5893. 


Deoxyribonuclease Alul, 


treatment, survival, lethality, Saccharomyces cerevisiae 8715. 


Deoxyribonuclease (apurinic or apyrimidinic), 


antibodies, cross-reactivity gene products AP3 gene, AP3 gene cDNA nucleotide 
uence, genes, Drosophila melanogaster 10583. 
Asel, 


hexanucleotides recognition sequence, Arthrobacter 3891. 


Deoxyribonuclease BamHI, 


Bacillus amyloliquefaciens restriction-modification systems, Escherichia coli 
cloning 7875. ; 
genes, cloning Escherichia coli, pSP64 plasmid, Bacillus amyloliquefaciens 7844. 


Deoxyribonuclease Beef! 


recognition sites, characterization, Bacillus cereus fluorescens 3893. 


Deoxyribonuclease Bepl, 


genes, nucleotide sequence, restriction-modification systems, Brevibacterium 
epidermidis 7485. 


Deoxyribonuclease Bill, 


apurinic and apyrimidinic sites excision, DNA-directed DNA polymerase 8, DNA 
ligase, brain, rats 4843. 


Warr: 
gene amplification, pUC18 plasmid 7763. 


Deoxyribonuclease Bape 


comparison deoxyribonuclease Accill, cytosine methylation sensitivity, 
Acinetobacter calcoaceticus 5893. 


Subject Index 


a Lee ch Fi ah a i a ee eee ee eS ee 


Deoxyribonuclease Bat YI, 
isolation, characterization, Bacillus stearothermophilus 9877, 
Deoxyribonuclease BsuM, J 
restriction, effects on shotgun cloning, plasmid pHP 13, stability 4839. 
Deoxyribonuclease Ceql, 
Star, activity, specificity, characterization 7878. 
Deoxyribonuclease CfrA41, ’ 2 
puntication, characterization, DNA cleavage specificity, Citrobacter freundii 
4841 


Deoxyribonuclease Earl, 
recognition sites, Enterobacter aerogenes 4846. 
Deoxyribonuclease EcoRi, 
DNA, methylation, mechanisms 4905. 
genes, cloning, gene expression, gene amplitication, Escherichia coli 4811. 
genes transfection CHO cells, induction expression, Escherichia coli 6858. 
recognition sites, cleavage, DNA curvature effects 3892. 
tecognition sites, functional group changes, cleavage reactions 2864. 
sites methylation, DNA conformation, crystal structure 3580. 
Deoxyribonuclease EcoRV, 
activity, DNA cleavage mechanisms, plasmid pAT153 1830. 
Cleavage mechanism analysis, synthetic oligodeoxyribonucleotides 10932. 
Deoxyribonuclease Fok |, 


Deoxyribonuclease (pyrimidine dimer), 
apurinic/apyrimidinic endonuclease activity, inhibition, methoxyamine, phage T4. 
Micrococcus luteus 2859. 
denV gene, phage T4, complementation, DNA repair excision defects, mutants, 
Drosophila melanogaster 8712. 
Escherichia coli, DNA repair, comparison, redoxyendonuclease, Saccharomyces 
cerevisiae 945. ‘ 
phage T4, specificity, monoclonal antibodies production, detection, 
Staphylococcus aureus protein A gene fusion 3811. : 
promotion DNA oligomers formation, U.V. radiation induction, role DNA repair, 
phage T4 942. 
purification, characterization, column chromatography, phage T4 943. 
X-ray crystallography, phage T4 9882. 
Deoxyribonuciease Real, 
gene families, repetitive DNA, characterization, Pharbitis nil 6463. 
Deoxyribonuclease RepXi, 
isolation, nucleotide sequence recognition sites, Rhodococcus 1828. 
Deoxyribonuclease Reri, 
deoxyribonuclease EcoRI, comparison, purification, characterization, amino acid 
sequence, Rhodobacter sphaeroides 9875. 
purification, properties, Rhodobacter sphaeroides 9880. 
Deoxyribonuclease Sail, 


cleavage, +DNA-directed DNA polymerase, single-stranded DNA, use double-stranded genes, cloning, phage 31, Streptomyces lividans, Herpetosiphon giganteus, 


DNA fragments formation 17. 
Deoxyribonuclease Foki, 


Xanthomonas amarinthicola, Rhodococcus rhodochrous, Streptomyces albus 7: 
Deoxyribonuclease Scel, 


genes, nucleotide sequence, Flavobacterium okeanokoites, Haemophilus galinarum _ structure, Saccharomyces cerevisiae 1825. 


9357. 
Deoxyribonuclease Hgal 


Deoxyribonuclease Taq}, 
genes, mutants, characterization 9335. 


I, 
genes, nucleotide sequence, Flavobacterium okeanokoites, Haemophilus galinarum _ star activity, recognition cleavage sites 6910. 


9357. 
Deoxyribonucleaze Hpall, 
Cleavage, 
pol alum 287. 
Deoxyribonuclease |, 
activity, chromatin sensitivity, differentiation 1919. 
activity, DNA structure variability, nucleotide sequence, restriction fragment 
length polymorphism 1437. 
bleomycin, neocarzinostatin, radiation, retrovirus hybrids genes transcription, 
mice 8177. 
dey api recognition (dG)n-(dC)n sequence, thymus, cattle 
cleavage, antibiotics effects on, nucleosomes cores, reviews 1915. 
cleavage rates, DNA structure alterations, actinomycin D 10745. 
Geavepeiniolian patterns, metallobleomycin, binding, sequence specificity 


digestion kinetics, nucleosomes cores particles, spermatocytes, Parechinus 
julosus 6909. 

double-strand cleavage, clot assay, pancreas 1829. 

footprinting, type II site- ific deoxyribonuclease activity 4849. 

hypersensitive sites, nucleotide sequence, ai-globin genes, all-globin 
genes, Xenopus laevis 405. 

hypersensitivity, independent DNA topoisomerase (ATP-hydrolysing) activity, 
differentiation erythrocytes, chickens 4886. 

hypersensitivity sites, albumin genes, a-fetoprotein genes, rats 666. 

hypersensitivity sites, chromatin, albumin genes, comparison a-fetoprotein 
genes, mice 677. 

hypersensitivity sites, complement component C4 genes, Sip gene, hormones 
fegulation, mice 667. 

hypersensitivity sites, formation+function, genes activation, reviews 10507. 

mapping, gastrin-releasing peptide genes, lung carcinoma, man 7532. 

polymorphism, isoelectric focusing, urine, man 8911. 

protection, enhancers, papilloma virus (human) 16, DNA-binding protein, 
characterization 5920. 


resistance, DNA, sand adsorbed, transformation frequency, Escherichia coli 785. 


sensitivity, acetylcholine receptors subunits genes, mice 3725. 

sensitivity, active X chromosome, chromatin structure relationship gene 
expression, HPRT locus, man 683. 

sensitivity, chromatin, dominance, nucleolus organizer region, rRNA genes, 
Triticum 5787. 

sensitivity, ipt gene, gene expression, Ti plasmid 9751. 

sensitivity, ovomucoid ovoinhibitor genes, location, CR1 repetitive sequence, 
chickens 8909. 


sensitivity, horothiorate containing repeated sequence DNA 10217. 
Shrunken ypersensitive sites, roots, leaves, nuclei, Zea mays 6911. 
similarity interleukin 1 inhibitors, N-terminus amino acid sequence, interleukin 


1 inhibitors purification characterization, urine, man 4842. 
stability, footprinting experiments 2861. 


treatment, genomes, chromatin release, RNA biosynthesis, Physarum polycephalum genes cloning, 


10091. 

Deoxyribonuclease Ii, 

DNA repair reactions, duplex PM2 substrates, ionic strength 2686, 

puritication, characterization, comparison, liver, spleen, pigs 8912. 
Deoxyribonuciease Ill, 

xth gene nucleotide sequence, Escherichia coli 7377. 
Deoxyribonuciease IV, 

purification, nfo gene cloning, activity, Escherichia coli 7870. 
Deoxyribonuclease IV (Phage T4-Induced), 

activity, polydeoxyribonucleotides hydrolysis, Escherichia coli 3876. 

+exodeoxyribonuclease Ill role DNA repair, deoxyribodipyrimidine 


endonucleosidase, phage 14, Escherichia coli 8183. 
Deoxyribonuclease Maell, 
cytosine methylation, effects on cutting, Methonococcus aeolicus 2866. 
Deoxyribonuclease Mse |, 


bit iil deoxyribonuclease, palindromes recognition, Micrococcus 
Deoxyribonuclease NgoBi, 

purification, identification, Neisseria gonorrhoeae 4845. 
Deoxyribonuclease PaeAl, 


purification, characterization, DNA cleavage specificity, Pseudomonas aeruginosa 


4841, 
Deoxyribonuclease Povi, 
isolation, purification, agarose slab gel electrophoresis, Pseudomonas ovalis 


Deoxyribonuclease Pvull, 
star activity, specificity, alteration 2862. 


, genomes, DNA fragments, repeated sequence, rRNA genes, Physarum 


Deoxyribonuclease V, 
denV bed site-directed mutagenesis, tyrosine, pyrimidine dimers binding, phac 
T4, Escherichia coli 7777. 
DNA affinity, reaction, phage T4 9223. 
site-directed mutagenesis, denV gene, lysine-130, phage T4, cloning vectors, 
Escherichia coli 7776. 
Deoxyribonuclease Vil, 
+ribonucleoproteins complex, Ro antigen, La antigen identification, thymus, 
cattle 7932. 
Deoxyribonucleoproteins, 
complex, ultrastructure localization, DNA-binding protein, protein MC1, 
Methanosarcina barkeri 5960. 
Deoxyribonucleoside triphosphates, 
synthesis, regulation, reviews 2009. 
Deoxyribonucleotides, 
DNA mixtures, low temperature heat capacity 2652. 
duplexes, base pairs opening, imino protons 3034. 
non-radioactive nucleotide sequence determination methodology, fluorescence, 
chemical degradation, automated methods 3598. 
pools, 3'-azido-3'-deoxythymidine effects on, cell lines, man 5015. 
pools, hydroxyurea effects on, DNA repair, mammalian cells 1554. 
retention, selectivity surfaces, reversed-phase, high-performance liquid 
chromatography 2027. 
synthesis methococdy: role naphthaloy! groups 7072 
Deoxyribonulease EcoRil, 
EcoRI methylase, plasmids, dcm gene, cytosine methylase, DNA repair, Escheri 
coli 9613. 
Deoxyribose, 
conformational analysis, sugars ring conformation, X-ray crystallography 1021. | 
oxidation, DNA, neocarzinostatin, bleomycin mutagenesis 1269. 
2-Deoxyribose, 
analogs, deoxyadenosine stacking, N.M.R. 1474. 
3'-Deoxyribose, 
fragments, DNA repair, Escherichia coli 6662 
Deoxyuridine, 
fluorouracil, dipyridamole, interactions, cell lines, man 8021. 
Depolarization, 
neurons, sympathetic ganglia cell culture, effects on somatostatin precursors 
tyrosine 3-monooxygenase, MRNA levels, rats 7666. 
ression, 
genes, DNA repair, mutagenesis, Escherichia coli, reviews 1558. 
Dermasterias imbricata, 
histones genes arrangement, transcription polarity 10313. 
Desferrioxamine B, 
a genes, cloning, gene expression, Streptomyces pilosus 6869. 
smin, 
cDNA nucleotide sequence, Xenopus laevis 8373. 
Desulfovibrio desulfuricans, 
‘oline, leucine biosynthesis 1741. 
Desulfovibrio vulgaris, 
hydrogenase, rubredoxin ie nucleotide sequence 5285. 
Desulfurococcus amylolyticus, 
DNA supercoiling, DNA topoisomerase, in vitro 7924. 
Desulfurococcus mobilis, 
tRNA, rRNA 238, introns comparison 9052. 
Developmental genetics, 
gene expression, Ultrabithoraxx abdominal A hybrids, Drosophila 6416. 
outer membranes, membrane proteins, omp1 gene, gene regulation, Chlamyd 
trachomatis 1650. 
Dexamethasone, 
effects on collagen gene expression, hepatocytes, rats 5613. 
effects on expression intracisternal A-particles, transposons, endogenous 
retrovirus, Ki-BALB cells, mice 2370. 
gene regulation, stimulation gene expression, hepatitis B surface antigen ger 
hepatitis B virus 645. 
RyST Sey ieMayE COA reductase MRNA, transcription regulation, liver, rat 


prolactin, synergism induction genes expression, f-casein genes promoters 
transfection HC11 cells, rats 5704. 


reduction, gene expression, cDNA clones, thymus, rats 3180. 
stimulation, a1-acid glycoprotein mRNA dea 
Dextran, 
a(1-6), monoclonal antibodies, immunoglobulins heavy chains variable region 
genes mutations changes idiotypes not specificity, lymphocytes B, mice 4: 
specificity, monoclonal antibodies variable region genes, cDNA nucleotide 
sequence, mice 9463. 


nylation, hepatocytes, rats 511 


Biochemistry Abstracts 2 vol. 19 


Dextrin endo-1,6-c-glucosidase, 

isoamylase, homology, iam gene, nucleotide sequence, cloning, Pseudomonas 
amyloderamosa 9425. 

labetes insipidis, 
chromosome sex linkage, man 10660. 

labetes meilitus, 

ee ornety locus HLA, cDNA restriction fragment length polymorphism, man 


histocompatibility locus HLA, DQ3.2 locus, analysis mutations, man 5244. 

induction genes, encephalomyocarditis virus experimental infection, nucleotide 

._ Sequence, point mutation, deletion mutant, insertion mutation, mice 9285. 

insulin resistance, mutation, alleles, insulin receptors genes, man 393. 

insulin resistance, point mutation, insulin receptors genes, man 396. 

islet amyloid tide precursors, cDNA nucleotide sequence, man 10466. 

lymphocytes, mRNA activity patterns, man 8084. 

mutants, genes cloning, capsid protein, protein VP1, restriction endonuclease 
Mapping, nucleotide sequence, encephalomyocarditis virus 1142. 

lacylglycerol kinase, 

eee ceenen, protein biosynthesis, insulin stimulation, fibroblasts, 
mice ; 


ladpngpine, 
(N ste ni ides analogs, activity, synthesis 3031 
ladenosine Spt ,P"-tetraphosphate, 
binding proteins, purification, characterization, oocytes, Xenopus laevis 3979. 
fe analogs, substrates, inhibitors, degrading enzymes, prokaryotes, 

exarvotee 2898. 

ine tetraph 
hydrolase activity, detection, embryos, Stronglycentrotus purpuratus 4898. 
increase, DNA biosynthesis, liver regeneration, rats 3648. 


latysis, 
methodology, nucleic acids desalination, samples size 10204. 
',6-Diamidine-2-phenylindole, 
DNA binding sites, footprinting 1287. 
effects on DNA topoisomerase (ATP-hydrolysing) activity, cells 9919. 
'-6-Diamidino-2-phenylindole, 
+DNA interactions, linear dichroism, C.D. 1288. 
Hamid indole, 
inhibition RNA Cae ogy 
virus, infected cell 
laminopimelate, 
lysine biosynthesis 


— expression, late region, genomes, influenza 
lines 152. 


pathway, cloning, genes organization, Corynebacterium 


rogenase, 
, Cloning, aeieaee. Corynebacterium glutamicum 5744. 
laminopimelic acid, 
enzymes, murE gene cloning, Escherichia coli 919. 


damm inum(if), 
BOR cron Dith-diroctod DNA polymerase | activity, Escherichia coli 9905. 
lanthus caryophyilus, 


flowers, gene expression, ethylene production, senescence 8783. 
ace inhibitors, genes, mapping, hybridization, localization, chromosomes, man 


‘Diazobenzoyl-biocytin, 

DNA biotinylation reagents 1225. 
Nbenzo(a,e)fiuoranthene, 

DNA adducts, fibroblasts, mice 1249. 


loropropane, 
DNA damage, detection, alkaline elution, methodology 7243. 
DNA damage, testes necrosis, rats 1243. 
ibucainehydrochloride, 


resistance mutations, cholinesterase genes, cDNA nucleotide sequence, polymerase 


chain reaction, man 6600. 


carboxylic acid transport, 
gene regulation, dctA gene, Rhizobium 5705. 
genes location, ids, Rhizobium meliloti 1713. 


genes, nucleotide sequence, amino acid sequence predictions, Rhizobium 
leguminosarum 6192. mart. 5 
nitrogen fixation, Rhizobium meliloti dct gene, Bradyrhizobium japonicum 2834. 


ichlorobenzidine, 
+DNA binding, Salmonella typhimurium 6173. 


us illum, 
amylase genes cloning, amy gene, nucleotide sequence 10889. 


lctyostellum, 


developmental stages, DUB1 gene, ubex52 protein, antibodies detection, ribosomalDii 


subunits 8060. s : 
plasmids, DNA topoisomerase (ATP-hydrolysing), role, deletion mutant, nucleotide 
sequence, loci, Escherichia coli 9426. 
TRNA genes, nuclease sensitivity chromatin, DNA topoisomerase clusters 5785. 


aroun discoideum, f , 

8-N-acetylhexosaminidase A, nagA gene cloning, nucleotide sequence, amino 
acid sequence 8872. 

F-actin capping protein, cDNA, nucleotide sequence 10283. 

cotransformation, DNA breaks, repair, homology recombination 9614. 

ec ANP, binding activity in situ, methodology, detection, phage plaques 

cysteine proteinase 1 genes promoters, role cyclic AMP induction gene expression 

_ 7701. E 3p ond 

D19 gene nucleotide sequence, cell surface glycoproteins, phosphatidylinositol 
i 2337. 


detection MANA, colony blotting Northern blotting 7118. 


uence, genes, snRNA U3, Schizosaccharomyces pombe 6453. 


divergence, nucleotide 
DNA damage, U.V. radbation induction, pyrimidines dimers formation 10199. 
DNA repair, heat, effects on, U.V. radiation 7584. 
CDNA cloning, adenosylhomocysteinease, nucleotide sequence 1770. 
CDNA nucleotide sequence, S-adenosyl-L-homocysteine amino acid sequence 
genes Cokem owe nt regulatio ination, organization 8479 
h ent regulation, e germination, h 

ine nuclootide-binding probe aubiaha cDNA, nucleotide sequence 10278. 

gene, hygromycin resistance, construction, selection markers 8804. 
hypusine containing initiation factor elF-4D, CDNA, nucleotide sequence 10282. 
insertion cloning vectors chromosomes sites, pulsed field gel electrophoresis 

6338. 


een heavy chains genes, expression, assembly, Escherichia coli 9661. 
D1 plasmid, genes expression, sequence organization 8482. 
plasmids D5 gene, development regulation, flanking region, nucleotide sequence, 


Dictyostelium discoideum, (continued) 
amino acid sequence predictions 6441. 
PYR1-3 gene, enzymes, pyrimidine pathway, characterization 8819. 
repression rRNA synthesis, slugs reconstruction 1165. 
ribosomes, rRNA, synthesis, repression, reconstruction, slugs 1165. 
MRNA, cDNA, nucleotide sequence 10067. 
rRNA genes, identification, mapping, DNA topoisomerase cleavage sites 7921. 
tRNA genes, expression, nucleotide sequence 8504. 
tRNA genes, introns, effects on, transcription, gene expression, yeasts 1774. 
transformation, plasmid pDG1, gene expression, development regulation 727. 
transposons, transposition, reviews 7031. 
ubiquitin genes, cDNA nucleotide sequence 2355. 
2',3'-Didehydro-2',3'-dideoxyadenosine, 
ses synthesis, antiviral agents 8020. 
2',3’-Didehydro-2',3'-dideoxyuridine, 
chlorine containing derivatives, synthesis, antiviral activity, human 
immunodeficiency virus 8022. 
1-(2,3-Dideoxy-8-D-glycero-pent-2-enofuranosyl)thymine, 
synthesis, inhibition RNA-directed DNA polymerase, antiviral activity, human 
immunodeficiency virus 9028. 
2’,3'-Dideoxyadenosine, 
analogs synthesis, antiviral agents 8020. 
antiviral activity, D-type virus, in vitro, acquired immune deficiency syndrome 
isolates, Macaca mulatta 1022. 
antiviral agents, N.M.R. 8024. 
Dideoxycytidine, 
ee gas chromatography/mass spectroscopy, methodology, plasma, man 


2',3'-Dideoxycytidine, 
antiviral activity, D-type virus, in vitro, acquired immune deficiency syndrome 
isolates, Macaca mulatta 1022. 
antiviral agents, N.M.R. 8024. 
incorporation, culture lymphoblasts, analysis, man 2026. 
2',3'-Dideoxyinosine, 
antiviral agents, N.M,R. 8024. 
Dideoxynucleosides, 
human immunodeficiency virus antiviral agents, inhibition DNA biosynthesis, 
mitochondria 9622. 
2’,3'-Dideoxynucleosides, 
antiviral activity, human immunodeficiency virus, in vitro, role modification, 
nucleotide kinase, nucleotide ae 5011. 
antiviral agents, duck hepatitis B virus, replication, inhibition 3223. 
glycosylation, set ber activity, Lactobacillus helveticus 4029. 
oe antiviral activity, human immunodeticiency virus 9027. 
lymium, 
telomeres, conservation, overhanging 3'-terminus 5611. 
Didymium iridis, 
analysis, inheritance patterns, mitochondria, ribosomes, DNA 6164. 
Dietary intake, 
nucleotides levels, liver, hepatoma 7065. 
Diethyl pyrocarbonate, 
lac repressor, DNA binding, Escherichia coli 9691. 
reactivity, DNA structure, quinolines binding 2596. 
Differential scanning calorimetry, 
chromatin conformation transitions, ionic strength 3959. 
chromatin thermodynamics, cell cycle 3960. 
melting temperature, DNA base composition, bacteria 591. 
Differentiation-stimulating factor, 
Fe expression, cDNA cloning, Ehrlich ascites cells, mice 10814. 
a-Difluoromethylornithine, 
treatments, c-myc gene, myb gene, protein p53, transcription, cells, mice 7155. 
itaria sanguinalis, ‘ 
igitaria streak virus infectivity, DNA clones nucleotide sequence, Agrobacterium 
tumefaciens plasmids 2776. 
Digitaria streak virus, 
INA clones nucleotide sequence, Agrobacterium tumefaciens plasmids, infectivity 
ae sanguinalis 2776. 
i s 
labelling, oli xyribonucleotides, specificity, repetitive sequences, 
fingerprinting, in situ, hybridization 10653. 
2,3-Dihydro-2,3-dihydroxybenzoate dehydrogenase, 
purification, entA gene, enterobactin, Escherichia coli 9407. 
1,25-Dihydrocholecalciferol ors, 
Fapboos cDNA nucleotide sequence, rats 4318. 
ydrodiol dehydrogenase, e , 
bphB gene, role, tetrahydroxybipheny! production, cloning, Pseudomonas aeruginosa 
7836. 


nye reductase, 


DFR gene nucleotide sequence, Saccharomyces cerevisiae 9508. 

DFR1 gene nucleotide sequence, Saccharomyces cerevisiae 9507. 

dhfr gene, gene expression, mice 10808. 

dhfr gene promoters, deletion analysis, hamsters 10529. ; : 

gene expression, termini nucleotide sequence requirements, amino acids 
deprivation, man 5646. Lg kee ‘ 

genes, amplicon, oars ipa attachment regions, replication initiation sites, 
CHO cells, hamsters E : f 

genes, containing Moloney leukemia virus cloning vectors, construction 5818. 

genes, integration, gene expression, Bacillus subtilis 4713. 4 

genes, mice, gene transfer, adenovirus (human) cloning vectors, gene expression, 
cell lines, man 1768. “is conan isis BAS 
Nes, upstream transcripts cl nue! je sequence, mai 5 

‘i genes, use gene amplification cloning vectors, plasminogen activator, CHO cells 
2. 


+hydroxymethyiglutaryl-CoA reductase genes, hybrids, expression+regulation, 
transfection, cells, hamsters 6745. ‘ 

methotrexate resistance, use cloning vectors, mammalian cells 843. ; 

mRNA, translation arrest, oligodeoxyribonucleotides, oligodeoxyribonucleoside 
methylphosphonate, reticulocytes, rabbits 3041. pre 

+thymidylate synthase, clonal selection, gene expression, Escherichia coli, 

haromyces cerevisiae, Leishmania major 1771. ; : 

+thymidylate synthase genes, nucleotide sequence, polymerase chain reaction, 
pyrimethamine drug resistance, Plasmodium falciparum 2357. ; 

+thymidylate synthase genes, point mutation, pyrimethamine drug resistance, 
Plasmodium falciparum 2360. 


Dihydrofolate synthase, 


folylpolyglutamate synthase, transcription, folC gene, promoters, Escherichia 


101 


Subject Index 


Dihydrofolate synthase, (continued) 
Dihydre focal Ide acetyltransfe 
rolipoam ansferase, 
isa pyruvate dehydrogenase, isolation, CDNA, liver, man 392. 
identification, mitochondria autoantigens, nucleotide sequence, primary biliary 
cirrhosis, man 5493. 
Dihydrolipoamide dehydrogenase, 


pence, CDNA nucleotide sequence, amino acid sequence predictions, man 8338. 


ipdV gene, nucleotide sequence, Pseudomonas putida 8299. 
Dihydrolipoamide succinyltransferase, 3 
citM gene, Bacillus subtilis, cloning, Escherichia coli gene expression 3482. 
Dihydroorotase, 
carbamoyl-phosphate synthase (glutamine-hydrolysing), aspartate 
carbamoyltransferase, genes, posttranscriptional regulation CAD gene gene 
expression, differentiation F9 cells 7194. 
PYR3 gene, cloning, use, DNA transformation, Ustilago maydis 3802. 
Dihydropteridine reductase, 


genes, cDNA nucleotide sequence, amino acid sequence predictions, man 10457. 


genes, cDNA restriction fragment length polymorphism, man 10598. 
nes, nucleotide sequence, amino acid sequence predictions, liver, rats 8318. 
Dihydropyridine, 
sensitive, calcium channels, cDNA nucleotide sequence, rabbits skeletal muscle 


4459, 
ee ee dio: 


genase, 
cloning, cosmids, PCB bi Sorecated genes, Escherichia coli 5877. ’ 
Nes nucleotide sequence, PCB biodegradation, Pseudomonas paucimobilis 1336. 


,4-Dihydroxybutyl)guanine, : 
antiviral activity, inhibition DNA-directed DNA polymerase, DNA biosynthesis, 
herpes simplex virus 1, herpes simplex virus 2 960. 
1,25-Dihydroxycholecalciferol, 
activity, osteocalcin genes transcription, rats 9143. 
gene regulation, calcium-binding protein mRNA levels, chickens 1594. 
tegulation, calcium-binding protein gene expression, duodenum, rats 6735. 
1,25-Dihydroxycholecaiciferol re, 
DNA, binding, activation, salt, varied sources 2977. 


Dimerization, 
pyrimidines, U.V. radiation induction, frameshift mutant, Escherichia coli 9209. 
mers, 
1,1'-trimethylene-bis-(5-fluoro)uracil derivatives, photoinduction 3012. 
Dimethy! sulfate, 


effects on c-H-ras gene, oncogenes, replication, adducts formation, man 10220. 
Dimethy! sulfoxide, 

effects on DNA conformation, transcription enhancement, Escherichia coli 3278. 

tole DNA isolation methodology, plasmids, bacteria 7225. 

role DNA nucleotide sequence 

products 7232. 

treatments, c-myc gene, myb gene, protein p53, transcription, cells, mice 7155. 

9,10-Dimethyi-1,2-benzanthracene, 


carcinogenesis, induction c-Ha-ras gene, c-erbB gene gene expression, oral cavity 


ithelium, hamsters 6119. 


+DNA adducts, phosphate-32 radioactive labelling analysis, high-pressure liquid 


chromatography 4230. 

metabolism, DNA binding, carcinogenesis, mammary gland, rats 4253. 
N-[2-(Dimethylamino)ethy! jacridine-4-carboxamide, 

antitumor 
4,5’-Dimeth icin, 

effects on RNA biosynthesis, in vitro 4186. 
7,12-Dimethylbenz(a)anthracene, 

binding DNA, preparation, characterization C.D. 1476. 
1,2-Dimethythydrazine, 

DNA damage, tissues, mice 3695. 


Dimsthylmaleic anhydride, 

treatment, ribosomal subunit 60S assembly, liver, rats 1106. 
Dimethylsulfate, 
cee modification, RecA protein role, Escherichia coli 1964. 

in 

nifD gene, nitk jene, nucleotide sequence, Thiobacillus ferrooxidans 3419. 


2,4-Dinltrophenyi, 
lens, photoactivation probes, DNA labelling, methodology 10180. 


1,8-Din' yen 

+DNA adducts identification, metabolism, Salmonella typhimurium 3289. 
Dinucleotides, 

mass spectroscopy, bonds 4024, 

r inition sites, immunoglobulins genes promoters 10697. 
Dipeptidy! carboxypeptidase |, 

genes, cDNA nucleotide sequence, kidney, man 3546. 

isolation CDNA clones, mRNA expression, kidney, mice 678. 
Di idy! peptidase, 

'V, CDNA nucleotide sequence, membrane-anchoring domains, liver, rats 5251. 
Diphenylamine, 

role colorimetry, DNA quantitation methodology 7251. 


2,3-Diphos: lyceric acid, 
Pa set oa ny increase, erythrocytes, rats 2052. 
imide, 


iosynthesis, translation modification, trimethylation, CHO cells 2114, 
Diphtheria, 
toxins, promoters, cloning, iron effects on, Escherichia coli 9824. 
Diploids, 
clones, protoplast fusion, transformation, recombination, Bacillus subtilis 3782. 
histones variants production, man 1921. 
Dipioldy, 
genes, DNA recombination, prokaryotes 817. 
nucleus, oa enhancers, embryogenesis, mice 1625. 
ys ordil, 
NA, repeated sequence, nucleotide sequence 10584. 
Dipyridamole, 
deoxyuridine, interactions, cell lines, man 8021. 
Dirofilaria Imitis, 
DNA base composition 2574, 
Disease resistance, 
pr families, CDNA nucleotide sequence, Pisum sativum 3597. 


icotiana tabacum, hypersensitive response, genes cloning, Pseudomonas syringae 


syringae, Pseudomonas fluorescens 7835. 
Disease transmission, 
fetuses, hepatitis B virus, heterogeneity, nucleotide sequence, restriction 
endonuclease mapping, genomes 2374. 


termination methodology, polymerase chain reaction 


its, DNA damage, DNA topoisomerase (ATP-hydrolysing), cells 3294. 


Distamycin, ths 
analogs, conjugated N-methyipyrrole systems, DNA binding, C.D., U.V. spectros 
2238. 


DNA binding, footprinting 1270. 
DNA binding sites, footprinting 2231. 
interactions, DNA, ligands role 2225. 
Distamycin A, yan ; 36. i 
+derivatives, effects on DNA-binding protein OTF-1+NFE-1, inhibition 10978. 
Distemper virus, 5 ; 
comparison, rinderpest virus, genes, fusion gene, cloning, nucleotide sequence 


6295. 
Disulfide bonds, 
use ligation oligodeoxyribonucleotides+ proteins, methodology 1241. 
Disulfide isomerase, 
proteins, prolyl 4-hydroxylase, nucleotide sequence, man 2472. 
Ditercalinium, 
intercalation, DNA, N.M.R. 2043. 
Dithiothreltol, 
induction, oxidation damage, thymine, DNA 1277. 
Diurnal variations, 
vasopressin, arginine-+oxytocin mRNA, hypothalamus nuclei, rats 5195. 
DNA, 
abasic site, solution structure, N.M.R., molecular mechanics 3616. . 
accumulation, plasmid pGRB-1, DNA topoisomerase (ATP-hydrolysing), novobi 
Halobacterium 7925. 
a-acetoxy-N-nitrosopyrrolidine interaction, deoxyribonuclease sites 
recognition 4234. " 
acetylaminofluorene, adducts, enzymes-altered foci, carcinogenesis models, liv 
rats 3264. 
aclarubicin binding complex, ionic strength, comparison 3247. 
4'-(9-acridinylamino) methane-sulfon-m-ansidide, binding 5220. 
acrylonitrile, 3-(methyInitrosamino) propionitrile, reactions, kinetics 4256. 
+actinomycin D interaction, probes, photoaffinity labeling 7273. 
activation enhancer, thymocytes, T cell leukemia virus |, SV40, man 5164. 
adducts, alkylating agents, acylating agents 4240. 
adducts, aromatic amines, detection, mammalian cells, bacteria 3292. 
adducts, chromosome aberrations, correlation, organs, benzidine, mice 3235. 
adducts detection, 2-amino-3-methylimidazolo [4,5-flquinoline, monkeys 
8178. 
adducts, fibroblasts, dibenzo(a,e)fluoranthene, mice 1249. 
adducts formation, aristolochic acid |, aristolochic acid || 3239. 
adducts, N-ethyl-N-nitrosourea, DNA repair, tissue culture, man 4595. 
peer removal, nerve growth factor, differentiation, neuroblastoma cells, mai 
59. 
adducts, tumors initiation, trans-4-acetylaminostilbene, 2-acetylaminofluorene, 
liver, rats 3240. 
adducts, 1,N6-ethenoadenine, containing oli xyribonucleotides, synthesis, 
incorporation double-stranded DNA, genetic markers, codons, phage M13 1( 
pect 1,8-dinitropyrene metabolism, identification, Salmonella typhimurium 
adducts, 2-aminofluorene, 2-acetylaminofluorene, processing, CHO cells 3287. 
adducts, 3-methylcholanthrene derivatives, mechanisms 3234. 


adenovirus, binding nuclei matrix, transcription, RNA biosynthesis, HeLa cells 
7168. 
affinity chromatography, use isolation rubella virus RNA 7123. 


aflatoxin B1 binding, mathematical models 1260. 

alkaline elution, fraction collector, apparatus, cells 5215. 

alkylation, GC-rich regions, targets 8196. 

alkylation, guanine sites, mechlorethamine 4272. 

alkylation, mitomycin C interactions 2245. 

alkylation, N-methyl-N-nitrosourea, N-ethyl-N-nitrosourea, phage \ 4232. 

alkylation, nucleotide sequence specificity, antitumor antibiotics 3279. 

alkylation, proteins, haemoglobin, diethyinitrosamine, mice 5233. 

alphoid, repeated sequence, cisplatin resistance, cell lines, man 8625. 

alphoid satellite HaR! DNA, nu ide sequence heterogeneity, thermal 
stability, base pair mismatching, man 2599. | 

alphoid, transfection CHO cells, association chromosomes instability, man 462 

2-aminodipyrido[ 1 ,2-a:3',2'-d]-imidazole+ analogs, interactions, 
N.M.R. 5238, 

amplification, deamplification, colonial characteristics, carbon sources, 
m-chlorobenzoic acid, benzoic acid, Pseudomonas 4567. : 

amplification, in vitro, detection, human immuncdeficiency virus, infected : 
tissues 1223. 

amplification in vitro, polymerase chain reaction, methodology 1237. : 

amplification, Leishmania tarentolae 10149. 

amplification, nucleotide sequence, Streptomyces ambofaciens 9417. : 

amplification, orthogonal-field-alternation ge! electrophoresis, supercoiling, 
size, Leishmania 8680. 

amplification, SV40, N-methyl-N’-nitro-N-nitrosoguanidine induction, ethanol, : 
ethacridine inhibition, transformed cells, hamsters 9596. 

amsacrine analogs, binding, models 3276. 

analysis, deoxyribonuclease, Chlamydia trachomatis isolates 1357. 

analysis, plasmid pRt843a, clones, nitrogen fixation 6895. 

analysis, restriction endonuclease mapping, phage SAt1 mutants, Streptomyc¢ 
azureus 9271. 

a-anomers, B-anomers, conformation, N.M.R. 4145. 

+anthracycline derivatives abs | affinity, comparison 9220. 

anthracyclines, interaction, C.D., fluorescence 1266. 

antibodies, denatured DNA antibodies binding double-stranded DNA single-stra 
DNA, immunoglobulin G 7260. 

antigen T binding sites, mutation, oon. polyoma virus 9980. 

antisense, applications, reviews 1002. 

ers inhibition B-tubulin genes expression, oocytes, Xenopus laevis 

antisense naringenin-chalcone synthase genes, inhibition flowers pigmentatio 
transgenic Petunia hybrida 2813. 

antisense, pharmaceutical agents, reviews 3005. 

antitumor agents, complex, energetics, stereochemistry 3260. 

antitumor agents, recognition, cations environment 2221. 

AP-1 sites, binding, trans-activator protein, BZLF1 protein, Epstein-Barr virus, 
homology c-fos protein 6965. 


apurinic sites, conformational analysis, N.M.R. 1492. 

1-8-D-arabinofuranosyicytosine containing, methylation, cells, mice 4613, 

assays, doxorubicin, spectroscopy, fluorescence 1233. 

attachment GC-clamp nucleotide sequence, polymerase chain reaction, de’ 
single base pairs mutations, sickle cell disease, man 4532. 


Biochemistry Abstracts 2 vol. 19 
aa TOE PE 


DNA, (continued) DNA, (continued) 


attachment proteins, identification, CHO cells 3984. 

autoantibodies, binding nucleosomes, autoimmunity, mice 10957. 

autoantibodies, immunoglobulin G identification, mice 10945. 

autoantibodies, immunoglobulins light chains variable region genes, mice 1313. 

autoantibodies, immunoglobulins variable region genes, mice 9449. 

autonomously replicating sequence, binding specificity, DNA-binding protein, 
purification, characterization, Saccharomyces cerevisiae 2968. 

bacteria, X radiation analysis 7259. 

base composition, Aspergillus nuclease S1 hydrolysates, analysis 3593. 

base composition, Brugia malayi, Brugia pahangi, Dirofilaria imitis, 
Caenorhabditis elegans 2574. 

base composition, Campylobacter pylori, taxonomic significance 4462. 

Pee roseo determination methodology, role Hoechst 33258, fluorescent dyes 

base composition, melting temperature, classification, phylogeny, zooxanthellae, 
Symbiodinium 585. 

base composition, melting temperature, differential scanning calorimetry, 
bacteria 591. 

base cea restriction endonuclease mapping, genetic variance, adenovirus 
(human) 4, isolates, man, Pan troglodytes 2273. 

base composition, Rhodococcus classification 4450. 

base composition, thermal denaturation, evolution, Teleostei 8229. 

base substitutions rates, sequence context, Mammalia nuclear 4278. 

bases composition, C.D. 4550. 

bending angles estimations, phage site-specific recombination 5541. 

bending, binding factors, 8-actin promoters, man 10979. 

bending conformational analysis, comparison models 1465. 

bending, FLP recombinase induction, 2 circle, Saccharomyces cerevisiae 7975. 

bending, mitochondria promoters, DNA-directed RNA polymerase, induction, 

Ces cerevisiae 2870. 

bending, models 2650. 

bending, psoraien cross-linking, ge! electrophoresis 8193. 

bending, role electrophoretic mobility, Leishmania tarentolae 1464. 

bending, superhelix, nucleosomes, nucleotide sequence 4917. 

bending, synthetic fragment, thymine dimers, conformation 1508. 

bending, synthetic ne: spermine, binding modes, base composition, 
U.V. spectroscopy, C.D. 1514. 

bent, N.M.R. 2049. 

bent, recognition, Crithidia fasciculata, replication origins association, 
Crithidia fasciculata 7872. 

bent, role replication enhancers, Saccharomyces cerevisiae 9626. 

"bent structure, cloning, Saccharomyces cerevisiae 7610. 

benzidine diimine, reactivity 3237. 

benzo(a)pyrene diol epoxide adducts, detection, placenta, man 2254. 

Bencatal pyrene diol epoxide, antibodies binding, modification, adducts 3238. 

benzo(a)pyrene diol epoxide | binding, replication forks, cells, mice 1279. 

benzo(a)pyrene metabolites adducts, instability, cell culture, rats 8182. 

eee wrnsrene-ciot-epoxide |, modifications, antisera, immunoassays, comparison 

79. 


binding activity, even-skipped gene gene products, role homeobox, transcription 


factors, D ila melanogaster 5967. 

binding Sass barbs simplex virus 1 infected Vero cells 9566. 

binding, avian myeloblastosis virus v-myb gene gene products, DNA-binding 
protein, role transformation 4945. 

binding, benzidine oxidation, adducts formation 4236. 

binding, benzo(a)pyrene diol epoxides, binding geometry 1250. 

binding, c-myc gene proteins production, man 4971. 

ing, caffeine +derivatives, unwinding, intercalation 8191. 

binding, cyclic AMP dependent protein kinase, fluorescence 10198. 
inding, DNA-binding protein, TATA box-binding protein, initiation factor IID 
activity, RNA biosynthesis, Saccharomyces cerevisiae 10970. 

binding, DNA-directed DNA polymerase |, active sites, nucleotide sequence, 
phenyiglyoxal, trypsin, V-8 proteinase, Escherichia coli 957. 

binding, ONA-directed RNA polymerase, transcription initiation, mcrB gene, 
Methanococcus vannielii 4851. wat & 

binding domains, B chain insulin+ glucocorticoids receptors, antigenic 
determinants identification 7971. 

binding domains, DNA-binding protein, nucleotide sequence, Krox-20 gene, Krox-24 
gene, mice 334. 
inding, drugs, solvation 4247. : : 

binding factors, ES gore. identification, ethylene-responsive, Lycopersicon 
esculentum 1 - . 

binding factors, PGK gene promoters, X chromosome sex linkage, man 8986, 

binding finger, coding, transposons, Trypanosoma brucei 7968. 

binding, gene expression, recognition role, transposon Ty1, Saccharomyces 
cerevisiae 5759, : oP hse 

binding, gene products, nahR gene, nucleotide sequence, plasmids, Escherichia 
coli 4406. 


binding, heat shock factors, Saccharomyces cerevisiae5230. 
binding, Hin recombinase structure-activity relationship, characterization, 
Biieirg, tnerogen bonds molecular recognition, reviews 2010 

ing, n 5 ular recognition, reviews 2010. . 
binding, Nocons host factor, insertion sequences, Escherichia coli 998. 
binding, lexitropsin, netropsin, sequence recognition 2627, 
binding, N-nitrosobenzyl-methylamine metabolism, ellagic acid, inhibition, 

IS, rats 3269. 

binding, netropsin, distamycin, footprinting 1270. : 
Ibinding festeksleton, involvement transcription, A431 cells, man 2752. 


nucleotide sequence, antigenT, E: ichia coli, SV40 5282. 


binding, PK gene, pyruvate kinase, proteins, extracts, Neurospora crassa 8975. 
binding rone receptors, progesterone binding progesterone receptors 
acceleration kinetics, rats 5985. 


binding properties, adenovirus E1A proteins, Escherichia coli 7952. 
binding proteins, cyclic AMP responsive elements, phorbol 12-myristate 13-acetate 
diester, transcription stimulation 7640. ‘ La ; 
para led enhancers regulation, proenkephalin transcription, cyclic AMP, 
} ls 7634. 
binding proteins mutants, adenovirus (human) type 5, analysis 5950. 
binding, proteins, promoters, transcription, adenovirus, E1a protein 6708. 
ing proteins, replication, early proteins, herpes simplex virus 1 9599. 
binding, proteins role, insertion sequence !S1 transposition, bacteria 4732. 
binding proteins, transposon P, identification, purification, Drosophila 
melanogaster 9974. 
binding proteins, yolk protein factor |, purification, properties, Drosophila 
melanogaster 6953. 


binding, psoralen, photoreactivation 4248. 

binding, quinones activity mechanisms 4244. 

binding, radiosensitizers, hypoxia, nitracrine+ glutathione 10213. 

binding, receptors mediation, cell death, hepatocytes, mice 2982. 

binding regions, secretory proteins, Balbiani rings, Chironomus tentans 3976. 
binding, RepA protein, plasmid Rts1 9968. 

binding, repressors + diethyl! pyrocarbonate, Escherichia goli 9691. 

ga role E2 gene, transcription, gene regulation, papilloma virus (bovine) 1 


binding, sequence-directed, plasmid pLS1 3615. 

binding sites, berenil, netropsin, distamycin, comparison, footprinting 2231. 

binding sites, cloning, protein p53 dependent replication origin, DNA 
biosynthesis, man 6951. 

binding sites, Epstein-Barr nuclear antigen, interaction, lymphocytes B 9977. 

binding sites LexA protein arginine, Escherichia coli 7983. 

binding sites, nucleotide sequences, information content, Escherichia coli 2560. 

binding sites, regulatory proteins, reviews 2006. 

bas Le kanal activation, ompF gene, envZ gene mutation, Escherichia 
coli A 

binding, transcription factor Sp1, zinc requirements, HeLa cells 5075. 

binding, unwinding, recA gene, RecA protein, Escherichia coli 602. 

binding, zinc binding, activation, transcription factor ADR1, Saccharomyces 
cerevisiae 8292, 

binding 2-methoxy-6-chloro-9-aminoacridine, conformations 1489. 

binding [2,5-14C]N-nitrosopyrrolidine, repair, adducts formation, 
Salmonella 7270. 

binding 7,12-dimethylbenz(a)anthracene, preparation, characterization C.D. 1476. 

binding, 9,10-dimethyl-1,2-benzanthracene metabolism, carcinogenesis, mammary 
gland, rats 4253. 

binding-activity, amino acid sequence, immunoblotting, hepatitis B core antigen, 
hepatitis B e antigon, hepatitis B virus 6952. 

biotin labelling 10212. 

biotinylation reagents, p-diazobenzoyl-biocytin 1225. 

bisbenzimide binding, minor groove, fluorescence, characterization 2253. 

BK virus, replication origin analysis, antigen T binding sites, man 6623. 

a molecules, synthetic four-way junction, geometry, gel electrophoresis 
10738. 

breaks, y radiation, neutron radiation 1245. 

breaks, CHO cells radiosensitivity 1242. 

breaks, DNA topoisomerase inhibition, camptothecin, replication forks, cells, 
kidney 2905. 

breaks, intercalating agents activity 2222. 

breaks, methylated-DNA-protein-cysteine methyltransferase deficiency mutants, 
methylguanine, HeLa cells 7928. 

breaks, N-nitroso-N-ethylurea, cell cycle, Pisum sativum 2213. 

breaks, radiation, methodology, dose-response effects, reviews 1246. 

breaks, superoxide anion induction, vanadic acid effects on, leukocytes, man 
2244 


bromodeoxyuridine incorporation localization, electron microscopy, nucleolus, 
Ehrlich ascites tumor cells 9191. 
rae toa containing, site-directed mutagenesis, DNA repair 2688. 
-D. 9540. 
cai gene, caa-cal operon, gene mapping, MRNA, transcription termination 5068. 
eo receptors binding, vitamin D-dependent rickets, fibroblasts, man 
10: 


Seabees photolesions, detection, diastereoisomers, thymidine, 

hamsters, Saccharomyces cerevisiae 6673. 

carbon tetrachloride interactions, liver, mice 7265. 

carcinogens adducts, comparative recovery, ~““P-adduct assays, methodology 
2701. 

carcinogens amplification, kinetics, SV40, adeno-associated virus, cells, 
hamsters 7577. 

cassette mutagenesis, informational content probes, proteins amino acid sequence, 
phage \ repressors 8430, 

changes, 5'-bromodeoxy uridine substitution chromosomes, U.V. radiation, man 
8194. 

characterization phage T7 concatamers, packaging, rotating gel electrophoresis 
6170. 

characterization, segmented arrangement, antigens genes, Borrelia duttonii 9528. 

charges, polarization, conformation, nucleic acids binding drugs 1524. 7 

chemical modification, denaturation, renaturation, benzo(a)pyrene metabolites 
1290. 

chemical reactions, cyanogen bromide 4250. 

chromatin, C.D., nuclei, Prorocentrum micans 6617. 

chromatin, polyamines, condensation 1945, ifunive: 

chromatin,*psoralen cross-linking patterns, analysis, exonuclease digestion 5231. 

+chromomycin complex, structure 9538. 

Y chromosome, chromosome 4, nucleotide sequence homology, heterochromatin, 
Drosophila melanogaster 7421. 

chromosomes integration, pE194 plasmid, Bacillus subtilis 9536. 

chromosomes rearrangements, role homologous nucleotide sequence, phage T4 4591. 

chromosomes, telomeres, enzymes treatment, hybridization analysis, nucleotide 
sequence, Oxytricha 1772. : 1 , 

chromosomes, tetracycline, antibiotic resistance, cloning, loci, plasmid pCIS7, 
Bacillus subtilis 9826. ' 

circular, conformational analysis, exclusion volume, effects on topological 
properties, mathematical models 1482. = 

circular form, deletion T-cell receptor genes, nucleotide sequence, thymocytes, 
lymphocytes T, mice 5364. 

circular form, deletion T-cell receptor genes, nucleotide sequence, thymocytes, 
lymphocytes T, mice 5365. 

circular, isolation methodology, phage ©X174 10145. 

circularization, virD locus, Ti plasmid 601. ; 

cis-diamminedichloro-platinum(|!), cross-linking, bends, major groove, gel 
electrophoresis 1562. ; ; 

+cisplatin+intercalating agents interaction 1247. 

cisplatin adducts, excretion kinetics, urine, rats 7271. 

cisplatin adducts, V.prtnaealid hae Hie Gat hae 

cleavage, bis(1,10-phenanthroline)copper(!) specifici ) 

Gentine! oll febnicotinohydrazice. earaction. C.D., N.M.R., thymus, cattle 
3682 


cleavage, deoxyribonuciease activity, apurinic/apyrimidinic specificity, cells, 
mice 9881. 

cleavage, high voltage, E.S.R. 3625. 

cleavage, nitrobenzamide ligands, irradiation 1303. 


103 


Subject Index 


ONA, (continued) 
cleavage, nuclease activity, Phaseolus aureus 2849. 
cleavage, oligodeoxyribonucleotides + intercalating agents linkage 5228. 
cleavage, photocross-linking, sequence-specific recognition, 
oligo-[a]-thymidylate, azidoproflavine derivative 3243. hoes: ; 
cleavage, pulsed-field Ca electrophoresis methodology, Escherichia coli, 
Bacillus subtilis 78 f 
cleavage, Rh(DIP)3°", irradiation, cruciforms 1282. 
Cleavage specificity, deoxyribonuclease PaeA1, deoxyribonuclease CfrA41, 
sips aba characterization, Citrobacter freundii, Pseudomonas aeruginosa 
4841. 
clones, characterization, hybridization analysis, specificity, restriction 
endonuclease mapping, malignant catarrhal fever virus 2376. 
cloning, centromeres, chromosome 1, chromosome 3, artificial minichromosomes 
construction, Schizosaccharomyces pombe 4795. aan 
bare gene expression, antigens, Bacteroides gingivalis, Escherichia coli 


cloning, hemolysins genes, Listeria monocytogenes 926. 

cloning, hybridization analysis, pBR322 plasmid 7767. ; 

cloning large fragments, controlled ligation, incorporation plasmids 7766. 

cloning, methylation, repeated sequence effects on, Chlorella fusca 2823. 

cloning, nucleotide sequence, restriction endonuclease mapping, Clinical 
isolates, proviruses, human immunodeficiency virus 2 7547. 

cloning, polymerase chain reaction, mitochondria, paleontology, Mylodon, 
Thylacinus cynocephalus 10711. 

cloning, proteins, gel electrophoresis, conjugation regulation, Tetrahymena 9793. 

cloning, restriction endonuclease mapping, adenovirus (canine) 2 6557. 

cloning, restriction endonuclease mapping, African swine fever virus 250. 

cloning, transformation, electroporation, pNZ12 plasmid, Leuconostoc 
paramesenteroides 9750. 

closed circular, early transitions supercoiling, density gradients labelled DNA, 
SV40 7558. 

closed circular, isolation, restriction endonuclease mapping, hybridization 
analysis, nucleotide sequence, mitochondria, Plasmodium falciparum 2284. 

closed-circulation, large-scale isolation methodology, gel-filtration 
chromatography 7252. 

coat protein, interaction, C.D., phage Pf1, virions, metals, effect on 4551. 

codons distribution, nucleotide sequence, genes, Plasmodium falciparum 6182. 

codons use patterns, Escherichia coli, Bacillus subtilis, Saccharomyces 
cerevisiae, Schizosaccharomyces pombe, Drosophila melanogaster, man 5380. 

coiling, recA gene proteins effects on, Escherichia coli 7376. 

competitive nodulation blocking phenotypes, gene expression, cloning, plasmid 
pSD2, Rhizobium leguminosarum 5866. 

complementary DNA, cloning, hybridization analysis, restriction endonuclease 
mapping, potato leaf roll virus 1163. 

complex assembly, cytosol, chick embryos 1304. 

composition, restriction endonuclease mapping, Cajunus cajun 10492. 

concentration, Anaplasma marginale, erythrocytes, cattle anaplasmosis 1220. 

conformation, Adh gene, torsion stress, Drosophila melanogaster 9531. 

bay antitumor antibiotics binding, diethylpyrocarbonate, permanganate 

conformation, asymmetric effect, CC-1065, deoxyribonuclease Alul, 
deoxyribonuclease | 1571. 

conformation, base pairs coupling, energetics 1527. 

conformation, crystal structure, deoxyribonuclease EcoRI sites methylation 3580. 

conformation, dimethyl sulfoxide effects on, transcription enhancement, 
Escherichia coli 3278. 

conformation equilibrium, plasmids, Escherichia coli 1530. 

conformation, Hoogsteen base pairs, echinomycin, chemical probes 4560. 

conformation, metal-induced sequential transition 2653. 


conformation mutations detection, nucleotide sequence, mitochondria, man 10384. 


conformation, pone ee) hydration, Monte-Carlo simulations 3637. 

conformation, probes, cisplatin 8679. 

conformation, proteins films 3557. 

conformation, spermine, interaction, molecular model 1521. 

conformation, supercoiling, integration host factor, transcription, phage Mu, 
Escherichia coli 9537. 

conformation, superhelical stress, acidity 1495. 

conformation, thermodynamics 1517. 

conformation transitions, adenine, guanine 2585. 

conformation, z-form, base-sequence dependence, rules 1504. 

conformational analysis, cruciform structure extrusion 1477. 

conformational analysis, hydrogen-tritium exchanges, N.M.R. 1467. 

conformational analysis, mathematics methodology classification topological state 
knots catenanes 592. 

conformational analysis, 5-bromouracil adenine base pairs, N.M.R. 1483. 

conservation, restriction endonuclease mapping, cloning, replication termination, 
strains, Bacillus subtilis 9548. 

Containing liposomes development, transformation, animal cells 8805. 

containing pyrimidines dimers, damage, DNA repair, U.V. radiation 8719. 

containing solutions, hybridization analysis, mRNA levels, reviews 9019. 

content, cell cycle, prostaglandin E1, prostaglandin E2, cells 2703. 

content, DNA biosynthesis, gametocytes, Plasmodium falciparum 594. 

content, fluorochrome specificity, fertilization, oocytes, man 5214. 

content, nuclei, endothelium, cornea, man 8173. 

control region, affinity, antigen T, SV40 1960. 

control replication, replication origin, silencers RNA comparison activators, 
tole initiator protein, plasmid R6, models, Escherichia coli 9543. 

cooperative binding DNA-binding protein, histones like, Spisula solidissima 6948. 

core particles, histones oligomers, association, nucleosomes 4926. 

cosmids, cloning, recombination, Escherichia coli 9782. 

covalent binding magnetic beads, use hybridization analysis 7262. 

covalent modifications, 5-methylcytosine, carcinogens, | compounds, comparison, 
liver, rats 8181. 

+Cro protein complex, X-ray crystallography, hyde 434, Escherichia coli 6985. 

Cro repressor operators interaction, oe d 1347. 

cross-linkage, Bete ereresne) bys zidine alkaloids 3283, 

cross-linkage intermediates, chloroethyinitrosoureas 1255. 

cross-linkage, psoralen, effects on integration, plasmids transformation, plasmid 
pSV2-gpt, man 10223, 

she agents, 5-(aziridin-1-yl)-4-hydroxylamino-2-nitrobenzamide, tumor 
cells i 

cross-linking, psoralen, reversion 2235. 


cross-linking, 8-methoxypsoralen photoinduction, Saccharomyces cerevisiae 6180. 


CRP protein cries! sites, consensus sequence, Escherichia coli 2988. 
cruciform, DNA-binding protein, interaction, nuclei, liver, rats 4941. 


DNA, (continued) ’ 

cruciform structure, conformation changes, pH, stress, plasmids 10731. 

cruciform structure, high mobility group protein 1, interactions 5944. ; 

cruciform structure, monocional antibodies, binding specificity, characteristics 
4266. 

cruciform structure, proteins binding, lymphoblasts, man 2573. 

cruciform structure, torsion induction, interaction 8676. ‘ 

cruciforms, regulations transcription, promoters, Escherichia coli 7698. 

crystal structure, X-ray crystallography 3612. 

crystals packing, effects on structure, X-ray crystallography 1484. 

curvature effects, deoxyribonuclease EcoRI recognition sites, cleavage 3892. 

curvature, solution, electrophoretic mobility 3627. . ; 

curved, kinetoplasts, rotational relaxation time, electro-optical analysis, 
electric dichroism 5542. t hay 

cutting large segments, phage A repressors protection operators restriction 
endonucleases sites methylation 2847. i 

cyanonaphthridinomycin, binding, structure, conformation 3630. _ ’ 

cyclic AMP receptors binding, characterization bead model simulations rotation 
diffusion 1513. : 

cyclization, recombination, plasmids, Escherichia coli 4499. ‘ 

cytomegalovirus (human), detection, hybridization analysis, comparison, 
methodology 5204. : 

cytomegalovirus (human), identification, polymerase chain reaction, assays, bo 
marrow transplantation, man 8689. ‘ Coheed 

cytomegalovirus (rat), cloning, restriction endonuclease mapping, hybridization 
analysis 6294. 

cytosine +guanine tailing, use tailing adaptors, CDNA cloning methodology 456% 

damage, U.V. radiation induction, enzyme-linked immunosorbent assay 7267. 

damage, U.V. radiation induction, pyrimidines dimers formation, Dictyostelium 
discoideum 10199. 

damage, y radiation induction, solcoseryl protection, V79 cell lines, 
hamsters 1567. 

damage, U.V. radiation mutation, strands specificity, hprt mutants, mammalian 
cells 8711. 

bi e, iy phosphate-ended DNA, antibiotic-induced, nitroxy! radical 
adduct 1 f 

damage, y-irradiation, osmium tetroxide, methoxyamine, characterization 3252. 

ar agents, unscheduled DNA biosynthesis, mutants, Drosophila melanog: 

165. 

damage, apurinic sites induction, hyperthermic temperature, CHO cells 8199. 

damage, ascorbate induction, supercoiled DNA, linear restriction fragments, 
cupric ions, sequence specificity 1271. 

damage, assessment, viscosity, ammonia vapor diffusion, protective alkalinizat 
1235. 

damage, benzo(a)pyrene, DNA-directed DNA polymerase « activation, 
fibroblasts, man 2670. 

damage, bipyrimidine photoproducts, U.V. radiation, spermatocytes, Onchorync 
4252. 


damage, bleomycin, deoxyribonuclease, DNA repair, cells, mice 7876. 
damage, bleomycin, nucleotide sequence ificity, «RI clones, man 2691. 
damage, chromatin folding, U.V. irradiation, trimethylpsoralen 1913. 

damage, cigarettes tar, distribution, tissues, mice 3670. 

damage, cis-thymine glycol lesions, radiation, molecular mechanics, models 32 
damage, cleavage, neocarzinostatin, oxidation 3273. 

damage, coal-tar, creosote, bitumen, binding, tissues, mice 3681. 

cange: cyclobutane thymine dimers, detection, monoclonal antibodies, methodc 


damage detection, carcinogenesis, radioactive labelling 1257. 

bari detection, 1,2-dibromo-3-chloropropane, alkaline elution, methodology 
7243. 

damage, DNA biosynthesis inhibition, thymine DNA, base pairing 4614. 

damage, DNA repair, radiation induction, tumor cells, man 7600. 

damage, DNA repair, radiosensitizers, Escherichia coli 10763. 

damage, DNA repair rates, U.V. radiation, cells, man 3668. 

damage, DNA repair, RSU-1069, 2-nitroimidazoleaziridine, transformation 
Escherichia coli 10762. 

damage, DNA topoisomerase (ATP-hydi ing), 
N-(2-(dimethylamino)ethy!Jacridine-4-carboxamide, cells 3294. 

damage, double-strand breaks, deoxyribonucleoside-triphosphate imbalance, 
death, cells, mice 3284. 

damage, doxorubicin+ DNA, cell lines 10202. 

damage, doxorubicin, drug resistance, cells, man 8188. 

beg ts enhancement, nitroimidazole-aziridines RSU-1069 RSU-1131, mammali 


damage, ethidium bromide staining, U.V. radiation exposure 2698. 

damage, gliotoxin, oxidation, plasmids, mice 3214. | 

damage, lipid peroxidation role, liver, rats 8180. 

damage measurements, enzyme immunoassay, meth 8189. 

damage, neocarzinostatin action, epoxides role 10210. 

damage, nitrosourea compounds derivatives, use nucleotide sequence determi 
detection, HeLa cells 4615. 

damage, oligodeoxynucleotides probes, reviews 1258. 

damage, oxidative metabolism, neutrophils 7272. 

damage probes, oligodeoxynucleotides, site-directed mutagenesis, reviews 2 

damage, reactive oxygen species, benzo(a)pyrene, thymine glycol, mammary 
epithelium, man 1566. 

damage, repair, U.V.-induced, cells, plants 2219. 

damage, repair, ascorbate copper induction, Escherichia coli 3291. 

cane air, methyimethanesulfonate induction, xeroderma pigmentosum, 
man i 

damage, repair, N-methyl-N'-nitro-N-nitrosoguanidine, alkaline elution, 
Alzheimer's disease, fibroblasts, man 3281. 

damage, repair, radiation-induced 2 arrest, modulators, CHO cells 3675. 

damage, repair, short-wave U.V., caffeine, Nicotiana tobacum, Mordeum vulg 
reviews 2693. 6 

aes gpa O-alkylguanine-DNA alkyltransferase, transfection, C’ 
cells Q 

damage, sodium azide metabolites, mutagenesis, embryos, Hordeum vulgare 

damage, strand breaks, hypoxia, radiosensitization, SR 4233, ’ 
3-amino-1,2,4-benzotriazine 1,4-dioxide 10215. 

damage structure, U.V. radiation, psoralen 4242. 

damage, testes necrosis, 1,2-dibromo-3-chloropropane, rats 1243. 

damage tests evaluation 1256. 

damage, turmeric effects on, lipid peroxidation 1276. 

damage, X-ray sensitive mutants, isolation, CHO cells 2692. 

damage, 1,2-dimethylhydrazine, tissues, mice 3695. 


DNA, (continued) 
damage, 5,6-dichloro-1-8-O-ribofuranosylbenzimidazole, DNA topoisomerase 
‘ATP-hydrolysing), cell lines, man 3241. 
+daunomycin complex, mobility, X-ray diffraction 1570. 
daunomycin interactions, dynamics, fluorescence 8195. 
decatenization enzymes purification, characterization, Escherichia coli 9879. 
dedecamer, Hoechst 33258, complex, molecular structure 3250. 
_ degradation, bleomycin activity 2228. 
ee atation, kinetics, effects on bleomycin 9204. 
deletion, chloramphenicol antibiotic resistance mutants, Streptomyces coelicolor, 
Streptomyces lividans 1704. 
deletion junctions, nucleotide sequence, Tetrahymena thermophila 7434. 
deletion, nucleotide sequence, plasmid pBR322, amp gene, transposon Tn5, 
Escherichia coli 831. 
Beearcrticne incorporation, phospholipids precursors, tonsil, lymphocytes, man 


(deoxyguanosin-8-yl)-2-aminofluorene adducts formation, tumor, 
N-hydroxy-2- laminofluorene, deactylase activity, liver, mice 3265. 
deoxyribonuciease EcoRI, methylation, mechanisms 4905. 
deoxyribonuclease profiles, restriction endonuclease mapping, serotypes, 
Legionella pneumophila isolates 9382. 
deoxyribon se V, affinity, reaction, phage T4 9223. 
deoxyribonucleotides mixtures, low temperature heat capacity 2652. 
deoxyribonucleotides, non-radioactive nucleotide sequence determination 
’ , fluorescence, chemical degradation, automated methods 3598. 
deoxyribose oxidation, neocarzinostatin, bleomycin mutagenesis 1269. 
dependent adenosinetriphosphatase activity, transcription factors, role RNA 
biosynthesis, early region , vaccinia virus 977. 
detection, fluorometry, europium chelating agents probes 1307. 
detection, hepatitis 8 virus, amplification, bead capture, hybridization 
synthetic probes, serum, man 2203. 
Getection, luminescence, glucose oxidase, horseradish peroxidase containing 
sensors, electrodes 182. 
detection methodology, autoradiography, nitrocellulose membranes, mineral oil 
enhancement 1231. 
detection T ceil leukemia virus | proviruses, polymerase chain reaction, 
hybridization probes, lymphocytes 7207. 
determination conditions ligation, methodology, mathematical models 1215. 
determination nucleotide sequence, automated methods, fluorescent probes 5409. 
determination nucleotide sequence, ienase, DNA-directed DNA polymerase 7227. 
diagnosis diseases, automated met! . reviews 7016. 
- +4-6-diamidino-2-phenylindole interactions, linear dichroism, C.D. 1288. 
igh leg cleavage, deoxyribonuclease, site-specificity, 


phage S-2L 

Sichlorobenzidine binding, Salmonella typhimurium 6173. 

1,25-dihydroxycholecalcifero! receptors, binding, activation, salt, varied 
sources 2977. 

9,10-dimethyl-1,2-benzanthracene, adducts, p! te-32 radioactive labelling, 
high-pressure liquid Sreommoperty, analysis 3 

dissolved, DNA probes, tection, methodology, gene transfer potential, 
aquatic environment 10150. 

distamycin eee eee: conjugated N-methylpyrrole systems, C.D., U.V. 


roscopy : 
peeryon interactions, ligands role 2225. 
inium intercalation, N.M.R. 2043. 
DNA bi is origin, DNA-binding protein binding, UL9 gene coding, herpes 
simplex virus 1 ® 
T-DNA organization, nucleotide sequence, inverted repeat, plants 1455. 
T-DNA, structure, gene expression, transformation, nos gene, Petunia, 
‘Obacterium tumefaciens cena sities 
topoisomerase interaction, in, i 
DNA topoisomerase recognition sites, camptothecin, HeLa cells, man 4888. 
DNA-binding protein affinity, tetramers negative cooperativity, Escherichia coli 


DNA-binding protein, histones, thermal denaturation protection, Sulfolobus 
DNAcbinding protein, 1 host factor bination, phage 
inding protein, integration , recombination, phage A, 
Escherichia coli 1957. 
DNA-binding protein, phage Mu tr: deletion 3793. , 
DNA-protein crosslinks, fragmentation, hydrogen peroxide, alkaline elution, 
1284. 
dodecamer, thermodynamics, N.M.R. 9541. 
double helix, bending, psoralen, cross-links 1274. 
double helix, hydrogen-bonding effects, N.M.R. 2255. ’ 
ae Hoes sugar-phosphate backbone ethylation, stability, conformation, 
double recombinants, construction vaccinia virus promoters plasmids vectors 9610. 
double strands, structure, energy, O6-guanine methylation ethylation 2241. 
double-strand breaks, analysis, elution solution, cells, hamsters 3215. 
double-stranded, C.D., adsorption eee ee 2623. 
double-stranded, binding, deoxyadenylate, antibodies 4277. 
double-stranded, chemical ification, alkylation 2242. ¥ 
double-stranded, chemical modification, use, oligodeoxyribonucleotides alkylation 
double-stranded cleavage sites 7564. 
double-stranded, determination nucleotide sequence, methodology 6324. 
double-stranded, determination nucleotide sequence methodology, phage T7 
DNA-directed DNA rase 6534. Spee 
Gouble-stranded, DNA nucleotidylexotransferase, binding, initiators, 
double-stranded, fragments formation, use single-stranded DNA, DNA-directed DNA 
polymerase, deoxyribonuclease Fok | cleavage 17. ey f 
double-stranded, gene conversion, DNA repair, plasmids, Escherichia coli 605. 
double-stranded, genomes, electrophoresis, viruses, Chlorella 5546. _ 
double-stranded, Fyodization analysis, restriction endonuclease mapping, 
nuclear (apple virus, Anticarsia gemmatalis isolates 10345. 
double-str. , nucleotide sequence determination, Sequenase, methodology 8595. 
double-stranded, oli xyribonucieotides synthesis methodology, role 
DNA-directed DN. erase Klenow fragment 5206. ; 
double-stranded, purification, agarose gel chromatography, plasmids 10177. 
double-stranded, single-stranded, protein p53 binding, in vitro, mice 6947. 
double-stranded, single-stranded size, cellulose gel chromatography 3222. 
double-stranded, structure, ionic strength, N.M.R. 1044. 
double-stranded, structure, thymidine residues stability 3592. 
doxorubicin association, spectrofluorometry, quantitation 2217. 
drug interaction, methyl green displacement, mechanisms 3230. 


Biochemistry Abstracts 2 vol. 19 


ONA, (continued) 
drugs binding, DNA, crystal structure 2223. 
drugs binding sites, micrococcal nuclease probes 1264. 
drugs interactions, phosphorus-31 N.M.R. 1262. 
drugs, recognition, minor groove ligands, vinylexins 4262. 
D16S10 probes, mapping, restriction fragment length polymorphism, chromosome 16, 
man 10599. 
duck Sg em virus, soning, gene expression, Escherichia coli 9800, 
duplex, B-form, inosine +adenine base pairs, X-ray crystallography 3610, 
duplex, homopyrimidine oligomers, complex formation, plasmids 2247. 
duplex, mismatched, analogues, structure, X-ray crystallography 3263. 
duplex, thymidine, stacking, N.M.R. 3268. 
dyes binding, alcohols, amides effects on 4233. 
eet eae genes, DNA-binding protein binding sites, adenovirus (human) 12 


early region, nucleotide sequence, transcription maps, exons mapping, adenovirus 
(murine) 1 10231, 

bee ig er transcription 
¢29, Bacillus subtilis 76: 

EBP1 binding proteins, nucleotide sequence requirements 9975. 

effects on thymocytes, lymphocytes T, transcription, Moloney sarcoma virus, 
Moloney isukemia virus, enhancers, Friend leukemia virus, mice 5569, 

elasticity, melting patterns 4558. 

electrodialysis purification methodology, electroelution, gels 7250. 

electroelution methodology, agarose gels 179. 

electron microscopy, X radiation analysis, bacteria 9535. 

electron transfer, proteins, chromatin, radiation 4264. 

electroporation methodology, chloramphenicol acetyltransferase, protoplasts, 
Lycopersicon esculentum 10166. 

electroporation methodology, myeloid, lymphoid tissue cell lines, man 10864. 

electroporation methodology, optimization, hematopoietic cell lines, man 1697. 

electrostatic potentials, Monte Carlo estimation 3271, 

ellipticine derivatives, 1-(alkylamino)-9-methoxyellipticine, binding 4260. 

ellipticinium, interaction, dynamics, temperature jump studies 3280, 

elution patterns, neutron radiation, mammalian cells 1244. 

endogenous retrovirus like, cloning, nucleotide sequence, hybridization analysis, 
gene expression, tissues, mice 3076. 

enterobactin regions, transcripts, gene mapping, nucleotide sequence, fes gene, 
fep gene, Escherichia coli 3415. 

sone synthesis, antigen T, replication origin, SV40 7566. 

Escherichia coli electroporation methodology, Escherichia coli 10860. 

estimation, mitochondria, mammalian cells, methodology 10172. 

estrogen-responsive element, binding estrogens receptors, estradiol induction 
homodimer formation, man 1992. 

re electrophores 3270. 
logy 10183. 


ethidium bromide binding kinetics, conformation, agarose 
ethyiguanine removal, ethyithymine stability, N-ethyl-N-nitrosourea, cell lines 


"pe regulation, promoters gene mapping, phage 


ethidium bromide staining visibility enhancement methodo! 


ga ia dimethyInitrosamine, pyrimidines, purines, alkylation, liver, 

rats 3255. 

excision, bglF gene activation, Escherichia coli 809. 

— repair, mutants, uvrC gene, U.V. radiation, UvrC protein, Escherichia 
coli 611. 

exons binding, electrophoretic mobility assays, factors, Trypanosoma brucei 4956. 

extrachromosomal rDNA, nucleoproteins structure, micrococcal nuclease cleavage, 
Physarum polycephalum 5931. 

extraction, hair shafts, man, methodology 3218. 

extraction, hybridization analysis, biopsy tissues, man 184. 

extraction methodology, histology, tissues, frozen products 8174. 

fibres, A-form, B-form, C-form, mechanical tension 4561. 

finger proteins, classes, binding, nucleotide sequence, evolution, reviews 2991. 

fingerprinting, hybridization analysis, phage M13 probes 7261. 

fingerprinting, informative oligonucleotides probes, (CAC)s5, man 2206. 

fingerprinting methodology, ge! electrophoresis optimization 5213. 

fingerprinting methodology, use small samples peripheral blood 5212. 

fingerprinting, non-radioactive oligonucleotides probes, simple repeats 2211. 

fingerprinting, phage M13, non-isotopic rice 10255. 

fingerprinting, restriction fragment length career ism mapping, hybridization 
analysis, alkaline phosphatase probes 7464. 

flexibility, density distributions, nucleotide sequence effects, Monte Carlo 
simulations 3606. — 

fluorescence, smooth muscle, cell culture 1486. 

fluorescent labelling methodology, DNA nucleotidylexotransferase 10167. 

5-fluorocytosine, inhibition, DNA methylase Hhal activity 2913. " 

footprinting, DNA+proteins interaction, role hydroxy! radicals protection 9198. 

footprinting methodology, role methidiumpropyl-EDTA+iron(Il) 10192. 
-form, N.M.R. assignments 10205. 
form, +aflatoxin B1 interaction, plasmid pBR322 9219. pole 

B-form, antibiotics, sequence-specific recognition, energy partitioning 9621. 

Z-form, antibodies probes, nucleosides specificity 2591. 

Z form, B form, ions effects on, theoretical study 1529. , 

Z-form, B-form, aggregation, poly[d(G-C)], chaotropic salts, Micrococcus 
lysodekticus 5544. ‘ ee 

A-form, B-form, base inclinations, oriented films, infrared linear dichroism 
2629. 

D-form, B-form, TATA moiety, solution structure, nuclear Overhauser effect 2628. 

Z-form, binding proteins, detection, assays, cell culture, methodology 3210. 

Z-form, binding, yon proteins, varied sources 2989. 

z-form, biological properties, reviews 3007. 

A-form characterization, X-ray diffraction 10735. 

A-torm, cleavage, chiral probe 1522. ; 

B-form, dam methylase, sequence, base-pair lifetimes, N.M.R. 7279. : 

A-form, diol epoxides adducts, polycyclic aromatic hydrocarbons, side-stacking 
mode binding 1485. Pigew 

B-form, ethidium intercalation kinetics, viscosity dependence 3282. 

Z-form formation, nucleotide sequence requirements 10742. 

B-form, hairpins, thermodynamics, loop size, oligonucleotides folding 1038. 

Z-form hexamer, AT base pairs, structure 3614. 

O-form, hydration, Monte Carlo simulations 9215. _ 

Z-torm, identification metallothionein | promoters, mice 299. ‘ 

Z-form, immunogenicity, terminal differentiation, myoblasts nuclei, rats 4279. 

B-form, minor groove, Hoechst 33258, binding 3258. 

Z-form, mehoctyen C, interaction 3286. : 

B-form, phosphate methylation, molecular mechanics 2230. , 

Z-form, poly(dA-dT) insertion, supercoiling, nickel induction, plasmid pAT32 
10377. 


105 


Subject Index 


Pa a ha ee ee 


DNA, (continued) os 

Z-form, polyamines, determinants, recognition 4960. 

X-form, polydeoxyribonucleotides, aliphatic substituents, 
poly(dA-gT ) po\y(dA-dT) backbone, C.D., N.M.R. 4044. 

B-form, proteins interactions, theories 4999. _ 

H form requirements homopurine-homopyrimidine palindromes 1493. 

B-form, sodium cations, c n t 

B-form, structure, adenine-cytosine mismatch pair, double helix, nuclear 
Overhauser effect 2646. 

Z-form, structure, stability, electron microscopy, sh feted 1471. 

A-form variants, conformational analysis, X-ray crystallography 1473. 

Z-form, X-ray crystal structure, A-form 3640. 

B-form, Z-form, conformation, plasmids, filter-binding assay 1497. 

B-form, Z-form, electrolytes, counterion size 9530. 

B-form, Z-form, histones interaction, C.D., nucleosomes 4934. t 

B-form, Z-form, hydration structure, counterions, molecular dynamics simulations 
2639. 


B-form, Z-form, immobilization, detection, enzyme immunoassay 1496. 

B-form, Z-form, junctions, bending, flexibility, Escherichia coli 2636. 

X-form, Z-form, poly(amino-2-dA-dT), poly(dG-methyl-5-dC), isomerization 3272. 

B-form Z-form transitions, potential energy, kinetics, conformational analysis 

1498. 

B-form, Z-form, X-ray alee de ab 

formation synapses intermediates, 

forms conformation, N.M.R. 2595. 

forms, nuclear Overhauser effect 4548. 

forms re nition, anti RNA antibodies 1903. 

forms transitions origin, fibers, films 2597. 

four-arm junctions, ligation, flexibility 3622. 

fragile sites, X chromosome, late replicating, man, reviews 583. , 

Lp geste gal fragmentation nucleotide sequence, chromosomes, macronuclei, 
uplotes crassus, Oxytricha nova 10342. 

fragmentation, radiation, thymocytes, rats 10219. 

fragmentation, tumor necrosis factor induction, HL-60 cells 4275. 

fragments, N.M.R. 7246. 

fragments, 3'-terminus radioactive labelling methodology, use RNA-directed DNA 


lymerase 176. 
fragments, arabinocytidine containing, DNA-RNA hybrids 3266. 
fragments, Candida albicans, Candida stellatoidea, cloning, gene expression, 
scherichia coli, use hybridization analysis probes 865. 
fragments, cleavage sites, autoradiography, densitometry, data analysis, computer 
applications 471. 
fragments conformation, N.M.R. 2576. 
fragments, coupling constants, N.M.R. 1531. 
fragments, deoxyri ranose conformation, nuclear Overhauser effect 3244. 
fragments, deoxyribonuclease Hpall cleavage, repeated sequence, rRNA genes, 
genomes, Physarum polycephalum 287. 
fragments, enhancers, hepatitis B virus, DNA-binding protein binding, activation 
gene expression, globin genes promoters 7969. 
fragments, images, scanning tunneling 2642. 
fragments, mobility, gel electrophoresis methodology, identification 1519. 
fragments, nucleotide sequence analysis, primers, oligodeoxyribonucleotides 
synthesis, phosphotriester method, solid phase methods 13. 
fragments, open reading frames, capsid protein coding, common antigen domains, 
papilloma virus Saebton 6b, maya gene expression, Escherichia coli 6901. 
fragments, open reading frames, cauliflower mosaic virus, cloning, gene 
expression, Escherichia coli 4805. 
fragments, open reading frames, nuclei antigens coding, Epstein-Barr virus, 
production, transfection, BHK cells 248. 
fragments, open reading frames, nucleotide sequence, nuclear polyhedrosis virus, 
gyia pseudotsugata isolates 10233, 
fragments recovery, agarose gels, electroelution methodology 4206. 
cero) restriction endonuclease mapping, Bordetella pertussis, identification 


algorithms 1481. 
cA protein, Escherichia coli 7965. 


fragments, ho ego techniques, chromosomes 10195. 

fragments, solution structure, neutron scattering 1516. 

fragments templates, filtration priming, radioactive labelling 10016. 

B-from, Z-form, junctions, stiff polymer lengths 2645. 

B-from, Z-form, A:T base pairs effects 2654. 

fungi, transformation, reviews 6788. 

gel electrophoresis, hybridization analysis, automated methods 7239. 

gel electrophoresis, pulsed-field electric fields, apparatus 1239, 

geminivirus, potato yellow mosaic virus, characterization subgenomic clones, host 
range, symptoms, Petunia hybrida 5584. 

gene amplification, nucleotide sequence, trimethoprim, methotrexate resistance, 
Halobacterium volcanii 193. 

gene amplification, polymerase chain reaction equipment 10165, 

gene expression, fre tegulation, phage ®H, Halobacterium salinarium 9169. 

aa mapping, cell surface proteins, characterization, minute virus of mice, mice 


gene mapping, restriction endonuclease mapping, Epstein-Barr virus, nasopharynx 
carcinoma isolates 8273. 

gene regulation, herpes simplex virus 1, genes, ICP 27 gene, deletion mutant, 
characterization, transcription 3175. 

gene transfer, electroporation, eukaryotic cells, reviews 1€99. 

generation single-stranded templates, 4 aes chain reaction nucleotide 
sequence methodology, histocompatibil 
man 1218. 

genes pie hacia histones genes, hexamer motif, transcription, Triticum 
aestivum 3963. 

genomes, U.V. radiation, digestion, restriction enzymes, motores 
identification, restriction fragment length polymorphism, man 8910. 

genomes, characterization, Neocallimastix 8481. 

genomes fragments, complementation, mRNA hybridization analysis, comparison 
leader sequence, Trypanosoma cruzi 10355. 


genonies, restriction endonuclease mapping, gene mapping, mitochondria, Agaricus 


brunnescens 244. 

genomes, restriction endonuclease mapping, granulosis virus variants, Artogeia 
rapae isolates 252. 

genomes, restriction endonuclease mapping, hybridization analysis, nucleotide 
sequence, subtypes, herpesvirus (equine) 1 251. 

geometry, twist difference, structural analysis 1525. 

glucocorticoids receptors, cross-linked complex, in vivo 2990. 

glucose-6-phosphate, lysine, reactive intermediates 4268. 

griseofulvin mixtures, energy transfer, photosensitization 8190, 

guanine methylation, hydrazine, formaldehyde hydrazone, catalase 3254. 


alt hexaammine, competitive interactions, N.M.R. 2240. 


ity locus HLA DQA locus nucleotide sequence, 


DNA, (continued) 

guanine-cytosine content, C.D., methodology 1431. 
juanosine residues, alkylation, mutagenesis 3290. 

Rairpin, mismatched duplex, stability, motion, N.M.R. 3633. _ 

hairy roots induction, plasmid Ri, T-DNA, auxins, Agrobacterium rhizogenes & 

helicase, nucleoside triphosphates binding motif, replication, recombination, 
ATP-binding core, amino acid sequence 3931. ty q 

helicase, primosome protein n’ characterization, Escherichia coli 1874. 

helix+ stability, methylation, cruciform structure 9513. 

helix parameters, nomenclature 3635. ; ; 

a-helix proteins interaction, mathematical models potential energy function 
1995. 

helix stability, base modifications, methylation, evaluation, denaturing gradien 

e! electrophoresis 10739. 

helix stability, promoters regions, prokaryotes 9696. 

helix, structure deformation, psoralen diadducts 3621. ; 

helix structure, electrophoretic mobility, repeated sequence, Plasmodium berc 
3479. 

helix-destabilizing protein DNA-binding protein effects on transcription, cells, 
Chironomus 7160. ‘ 2 

hepatitis B virus, cytomegalovirus (human), liver, probes, comparison labelling 
detection liver in situ hybridization 8172. - ve : 

hepatitis B virus, detection methodology, non-isotopic hybridization analysis, 
serum, man 10152. KEE 

hepatitis B virus, detection, polymerase chain reaction, serum clinical isolates 
4205. 

hepatitis B virus, integration, nucleotide sequence, mechanisms 8691. 

hepatitis B virus, integration process, microdeletions 4594. Bor 

herpes simplex virus 1, nucleotide sequence sites specificity, DNA-binding 
protein binding, isolation, placenta, man 6969. 

herpes simplex virus 2, neoplasia induction, cervix, mice 9564. 

herpesvirus, insertion sequences, transposition, computer applications, 
tumorigenesis 4463. 

ir, kidney cells 4597. 


heteroduplex, mutagenesis, DNA ri 

heterogeneous, Epstein-Barr virus defective genomes, nucleotide sequence 
polymorphism regions latency disruption, man 6528. 

hexamers, N.M.R. 1499. 

hexamethonium interactions, N.M.R., relaxation rates, ion exchange 3231. 

hexamine cobalt(III) binding, equilibrium dialysis 3228. 

high melting structure, cell cycle phases, CHO cells 2632. 

high molecular weight, genomic library, isolation methodology, Drosophila 915 

high molecular weight, isolation frozen tissues, methodology 7228. 

high molecular weight, isolation methodology, use guanidinium isothiocyanate 
guanidine hydrochloride 1217. 

high-performance liquid chromatography, DNA binding proteins, RNA, 

igh-performance liquid chromatography, reviews 1234. 

histones dimers interactions, spectroscopy 3232. 

histones interaction, spectroscopy, nucleosomes transitions 2955. 

histones interactions, structure, C.D., various sources 9936. 

histones, poly(ADP-ribose) polymerase, molecular interactions, nitrocellulose 
filter binding 1928. 

homology, clones, monoclonal antibodies, adhesins detection, Mycoplasma 
pneumoniae, Mycoplasma genitalium 7371. 

homology, genes cloning, B-lactamase, plasmids, gene mapping 1362. 

homology, herpesvirus (human) 6, cytomegalovirus (human) 6159. 

homology, nucleotide sequence, membrane proteins, immunity, babesiosis, B: 
rodhaini 4291. 

homology, phage K, phage o, restriction endonuclease mapping, Bacillus 
licheniformis 9598. 

human immunodeficiency virus 1, hybridization analysis, methodol 

hybridization analysis, autoradiography, transformation cell culture, 

hybridization analysis, Bacillus megaterium taxonomy 4204. 

ee analysis, cosmids cloning, gene mapping, Halobacterium volcan 


7244, 
‘40 458 


9326. 

hybridization analysis, Epstein-Barr virus, papilloma virus (human), 
leukokeratosis, human immunodeficiency virus, man 3206. 

hybridization analysis, gene mapping, early region antigens expression, 
Epstein-Barr virus, nasopharynx carcinoma isolates 6479. 

pe mad analysis, genetic markers, cosmids construction, Escherichia co 


hybridization analysis, histocompatibility locus HLA-B27, arthritis, Yersinia 
enterocolitica 7369. 
hybridization analysis, IncFIV plasmid maintenance, bacteria 9419. 
hybridization analysis, methodology, comparison, enzyme-linked immunosort 
assay, electrophoresis, rotavirus, detection 4219. 
hybridization analysis, monoclonal antibodies, immunoassays, cytomegalovin 
(human), detection 4218. 
hybridization analysis, nucleotide sequence, plasmids, effects on roots, 
Agrobacterium rhizogenes 542. 
hybridization analysis, phenotyping, Vibrio metschnikovii, Vibrio gazogenes 6 
hybridization analysis, plasmids transfer, transformation, Agrobacterium 
tumefaciens, transgenic plants, Petunia 1672. 
hybridization analysis, taxonomy, Haloferax 9211. 
hybridization analysis, taxonomy, reference strains, Bacillus circulans 8651. 
hybridization analysis, theories 10478. 
hybridization, biotinylation, colloidal gold, nonradioactive detection, 
methodology 1228. 
eee ee mole, restriction fragment length polymorphism methodology, m 
164. 
N-hydroxy-6-aminochrysene, reaction, adducts, products, hepatocytes, rats < 
+hydroxy! radicals combination, hypotheses 1248. 
4'-hydroxymethy!-4.5'.8-trimethylpsoralen adducts, damage, mutagenesis, 
transfection, Escherichia coli 4263. 
ype ed op transient, relationship, erythroid cells differentiation, mice 
hypoxanthine phosphoribosyltransterase, gene expression, antisense DNA 
inhibition, preimplantation embryos, mice 7636. 
identification Z-form, trimethylpsoralen photoreactivity 1503. 
illegitimate recombination induction, benzo(a)pyrene, M13 phage transfectior 
scherichia coli 1254. 
immobile junction, melting behavior, calorimetry, spectroscopy 3631. 
immobilization, nicking translation, nylon membranes 10207. 
immobilized, microdetermination, adoptive transfer stripping voltammetry 12: 
in vitro amplification, human immunodeficiency virus 1, CDNA biosynthesis, | 
__ DNA-directed RNA polymerase, phage T7 5083. : 
in vitro gene amplification, polymerase chain reaction equipment 4208. | 


106 


NA, (continued) 
in vitro mutation, genes replacement, Streptomyces hygroscopicus 832. 
incision, maha preteen sites, 
9-[10( n-9-yl)-4,8-diazadecyl)amino]-6-chloro-2-methoxy-acridine 3211. 
, Plasmids, multimers formation, Bacillus subtilis, Staphylococcus 
aureus 1737. 
insertion sequences nucleotide sequence, characterization, Bordetella pertussis 


5264. 

instability, eedaomen! 4 ne amplification, Streptomyces ambofaciens 4426. 

integration, conjugation, RP4 plasmid transfer, Stigmatella aurantiaca 3779. 

integration genomes, role ADP-ribosylation Mammalia 7759. 

integration, role nucleoproteins complex, murine leukemia virus 8994. 

interaction chromomycin A3, binding, N.M.R. 1564. 

interaction ethidium bromide, propidium iodide, thermodynamics 1511. 

oe psoralen derivatives, psoralen derivatives synthesis, properties 

interactions, bleomycin, neocarzinostatin, endonuclease effects on 4830. 

interactions, ethyinitrosourea 3262. 

interactions, nucleic acids bases conformation, spectroscopy 2233. 

interactions, platinum derivatives 4231. 

intercalating agents binding avidity, role structure, role side chains 
Orientation 1501. 

intercalating agents, cytotoxins, NLP-1, nitroimidazole + phenanthridine, 
fadiosensitizers, hypoxia 10203. 

intermediate early proteins Vmw175, binding, transcription regulation, herpes 
Simplex virus 1 9982. 

introns localization, phage T2, phage T4, phage T6 6592. 

inversion, gin gene probes, nucleotide sequence, 8-fructofuranosidase, 
Bscn, chage Me 

inversion, p! lu, Gin protein, sites specificity recombination, supercoiling, 
Escherichia coli 5776. ae sh 

inversion, sites specificity, mechanisms, regulation gene expression, bacteria, 
reviews 7036. 

inversion, 2, circle, role copy number control, gene amplification, 
recombination, Saccharomyces cerevisiae, reviews 7037. 

inverted repeat, termini, hairpin structure, DNA-binding protein binding, 
adeno-associated virus 2 9959. 

5'-iodo-2' uridine incorporation, effects on sensitivity, U.V. radiation 
tee simplex virus 1 8184. ~ 

lonizing radiation damage, 8,5-cyclo-2-deoxyguanosine identification, 

_ Epstein-Barr virus transformed ceils 2237. 

‘imeversible fragmentation, DNA topoisomerase (ATP-hydrolysing) inhibitors, 
concanavalin A-stimulated , mice 3930. 

isolation, cloning, hybridization, Pneumocystis carinii 8870. 

isolation isolation, tangential flow ultrafiltration, phage \ 7229. 

isolation methodology, agarose gels, mammalian cells 10158. 

isolation methodology, Candida utilis, Saccharomyces cerevisiae, 

a methodology, Cyanoph 2 4215 

i , Cy ta 4215. 

isolation methodology, plasmids mini-preps 10171. 

isolation , role dimethy! sulfoxide, plasmids, bacteria 7225. 

— methodology, role guanidine hydrochloride + ultracentrifugation, phage 
» ‘ 

isolation methodology, role sucrose mediated lysis, plasmids, Escherichia coli, 
Staphylococcus aureus 7226. 

isolation methodology, use benchtop ultracentrifugation, phage A 4211. 

isolation methodology, use filters, phage \ 4210. 

isolation, methodology, viruses, Chlorella isolates 192. 

isolation, physicochemical properties, thermal denaturation, Woloszynskia 

bostoniensis 584. 


isolation, restriction endonuclease mapping, phages, Anabaena, Nostoc 5209. 
isolation, separation techniques, uttracentrifugation, cesium chloride + Hoechst 
33258, Plasmodium falciparum 173. ; 

kinetoplasts, fragments hybridization analysis, transcripts, Crithidia oncopelti 
4110. 

kinetopiasts, minicircles, nucleotide sequence, diversity, evolution, Leishmania 
Mexicana amazonensis 4507. 2 ; 

kKinetoplasts, nucleotide sequence, minicircles, Trypanosoma cruzi 4503. 

kinetoplasts, replication, minicircle H strand, Okazaki fragments loci, 
Trypanosoma equiperdum 8687. ung 

kinetoplasts, restriction endonuclease mapping, Trypanosoma cruzi, Chile isolates 
247. 


, Variable region nucleotide , hybridization analysis, 
aren inheritance, T ma brucei 4386. 
knotted minicircle structure, kinetoplasts, Trypanosoma equiperdum 293. 
eT; mary regions, nucleotide sequence, rats 2534. 
labelling me’ logy, photoactivation probes, 2,4-dinitrophenyl, haptens 10180. 
laccaic acid interactions, spectroscopy 5234. 
" @lactalbumin genes promoters, proteins binding sites, mammary gland, rats 


4970. 
ee oobuln, nucleotide sequence, sheep 10683. _ 
gene, chloroacetaldehyde, mutagenesis mechanisms, phage M13 5224. 
ee wagments, aligning, methodology 10144. : 2 
“ek Z form, A:T pairs, supercoiling, energetics, recombinant plasmids 
1 


, condensation, spermine induction 1510. 

, arabinos ine interactions 3236. 5 ‘ 
lesions, DNA isomerase (ATP-hydrolysing) mediation, epipodophyllotoxin 
derivatives on 2226. 
lesions, N-acetoxy-N-2-acetylaminofluorene, SV40 198. 
lesions, o-phenanthroline binding 10209. ' a 
levels, cores, DNA biosynthesis, interferon inhibition, transfection, hepatitis B 

virus 9562 


levels, Paramecium call division, nutrients effects on 8176. 
,"' -antitrypsin deficiency diagnosis, gene amplification methodology 


ligation, chemica! modification 2239. 

linear and supercoiled, chloroquine, torsion elastic constant, fluorescence 
polarization anisotropy 1267. , 

linear circular, collective motion, drug intercalation 3626. P 

linear, plasmids isolation, characterization, Streptomyces clavuligerus 5291. 

linear, Score: transcription preinitiation complex, Ehrlich ascites tumor 
cells 7163. 


‘tinear, transformation recD strains Escherichia coli 8800. 
linked biotin, automated methods synthesis, use hybridization analysis 6181. 
lithium molecules, static disorder, motions, purines bases 3285. 


Biochemistry Abstracts 2 vol. 19 


DNA, (continued) 
liver nuclear proteins binding regions, transferrin genes, man 9976. 
local angular motion amplitude, bases, intercalated dyes 2647. 
localization, mitosis, electron microscopy, chromatin, nucleoli, Ehrlich ascites 

tumor cells 6167. 
long terminal repeat cloning, DNA-binding protein binding sites, intracisternal 
A-particles 2965. 

loop energy, recombinant homopoly(A:T)n inserts, plasmid pBRS22 2651. 
D-loop, nucleotide sequence comparison, mitochondria, man, Primates 6602. 
looping, detection, replication initiator proteins, plasmids R6K 2584, 
loops, gene regulation, arabinose operon, models, Escherichia coli 9727. 

pee scaffolds, attachment, chromosomes, cells, Drosophila 3987. 

loxP sites recombination, Cre protein promotion, cell lines, mice 8821. 

luzopeptin, sequence-specific binding 3229. 

mammary tumor virus, glucocorticoids, progesterone, receptors, binding, hydroxy 
fadical footprinting 9986. 

Mapping, vaccinia virus, methodology agarose field inversion gel electrophoresis, 
effects on mobility 9273. 

mediation, electron transfer, metals complex 2250. 

megabase, separation methodology, pulsed-field gel electrophoresis, reviews 7253. 

melting temperatures, bleomycin activity 4258. 

melting thermodynamics, DNA-directed DNA polymerase fidelity 3914. 

methyl specificity, restriction systems, Streptomyces avermitilis 3790. 

4'-methylangelicin, thymine, photocycloadducts 8197. 

methylated, cloning hosts, Escherichia coli strain C 3921. 

methylation, aliphatic nitrosamines, tissues, rats 4280. 

methylation, blocking binding HeLa cells transcription factors, requirements 
expression adenovirus (human) late region promoters 1605. 

methylation, c-myc gene, cytosine, tissues, chickens 3566. 

methylation changes, differentiation, cells, man 2589. 

methylation, deoxycytidines, CpG nucleotides, quantitation, spleen, man 2509. 

methylation, detection, nucleotide sequence, mutants, Escherichia coli 9356. 

methylation, effects on B-globin gene expression, man 685, 

methylation, Pratt promoters, transformation Agrobacterium tumefaciens, Nicotiana 
tabacum 10222. 

methylation, hemoglobin genes, expressian, development, erythroleukemia cell 
lines, man 5709. ‘ 

methylation, hepatocytes neoplasia, rats 3253. 

methylation, identification GATC, Arthrobacter viscosus 8205. 

methylation, methylation free CpG islands, Zea mays 5235. 

methylation, O°-alkylguanine-DNA alkyltransferase inactivation, liver, rats 
3948. 


methylation patterns, hemophilia, X chromosome, females, man 8248. 

methylation, phosphoenolpyruvate carboxylase + pyruvate, orthophosphate 
dikinase+ribulose-bisphosphate carboxylase gene expression, Zea mays 8662. 

be rp plastids, gene expression, development, Lycopersicon esculentum 
1 a 

methylation, prolactin, growth hormone effects on, brain, rats 2174. 

methylation, replication origin binding cell membranes, requirements 
hemimethylated, Escherichia coli 6179. 

methylation, role differentiation, development, Mucor rouxii 2339. 

methylation, role lymphocytes T differentiation, thymocytes, cattle 7556. 

methylation, sinigrin, indole-3-carbinol, effects on DNA methyitransferase, rats 
8217. 

methylation, Sp1 protein binding sites, no blocking Sp1 protein activation 
transcription 1986. 

methylation, taurocholate, N-methyI-N'-nitro-N-nitrosoguanidine, effects on, 
stomach, duodenum, rats 7524. 

methylation, transformation, 5-aza-2'deoxycytidine, characterization, cells 2695. 

methylation, transposon Ac, transposons, Zea mays 3167. 

methylation, type lI site-specific deoxyribonuclease use localization bases, DNA 
methyltransferase M-FokiA 1236. 

methylation, 5-methyicytosine products, U.V. 3581. 

5-methylchrysene-1 ,2-dihydrodiol-3,4-epoxide, adducts, characterization 3277. 

5-methylcytosine, acid hydrolysis, hydrofluoric acid, determination 1229. 

5-methylcytosine, high-pressure liquid chromatography, determination, Bombyx 
mori, Drosophila melanogaster 1240. 

microinjection, eggs, transgenic mice, reviews 1694. rie 

microinjection, transformation, gene expression, A gene replication, telomeres, 
Paramecium tetraurelia 5774. F 

microinjection, transformation, ova, Aedes triseriatus 9762. ex 

microwave absorption, aqueous solutions, erythrocytes, chickens, Escherichia coli 
2648. 


migration, interference, hemoglobin, agarose gels 3246. 
mini-scale cetyltrimethylammonium bromide precipitation methodology 10188, _ 
minicircles cleavage, DNA topoisomerase (ATP-hydrolysing) activity, mitochondria, 
Trypanosoma equiperdum 8943. ; ; 
minicircles, replication, centromeres, structure, Crithidia fasciculata 5566. 
minisatellite, probes, detection restriction fragment length polymorphism Oryza 
sativa Oryza glaberrima, man 1446. 
minor groove, decapeptides motif, binding 4554. 
mismatching, mutS gene, DNA repair, Escherichia coli 7590. : 
mitochondria, analysis, telomeres repeated sequence, Tetrahymena melaccensis 
3699. 
mitochondria, binding, metabolites hexachlorobutadiene, mice 10201. 
mitochondria, deletion mechanisms, Schizosaccharomyces pombe 10259. 
mitochondria, intergenic regions, cleavage, nuclease, single-stranded DNA 
specificity, Saccharomyces cerevisiae, Torulopsis glabrata 10285. 
mitochondria, maintenance, base pairs, Saccharomyces cerevisiae 8486. 
mitochondria, nucleotide sequence, inversion, evolution, Pisaster ochraceus 9435. 
mitochondria, nucleotide sequence, Kluyveromyces marxianus 2391. 
mitochondria, nucleotide sequence, Paracentrotus lividus 10312. _ 
mitochondria, nucleotide sequence, restriction endonuclease mapping, taxonomy, 
Vahikampfia, Naegleria 1367. , 
mitochondria, plastids, synthesis, visual perception, bromodeoxyuridine 
immunohistochemistry, Funaria hygrometrica 5606. 
mitochondria, poxvirus DNA, association 5205. ooh ‘ 
mitochondria, restriction endonuclease mapping. hybridization analysis, 
classification, soil isolates, clinical isolates, Histoplasma capsulatum 8484. 
mitochondria, restriction endonuclease mapping, olt1 gene, oxi2 gene role, 
flocculation, Saccharomyces cerevisiae 5295. : aig 
mitochondria, lee Ldap mapping, taxonomy, identification, 
Candida, Candida parapsilosis i ; 4 
mitochondria, rRNA 18S genes, nucleotide sequence, species specificity, 
Cucurbitaceae 6475. ios 
mitoxantrone, antitumor agents, fluorescence, characterization 1565. 


107 


Subject Index 


Sei ee rn ge a ao ee Nel ed ee eer 


DNA, (continued) DNA, (continued) 


i ion i i | electrophoresis, Saccharomyces vitro gene amplification, diagnosis «1-antitrypsin deficiency, man 4315. 
Pe Caet PTR Oe Te ine : eclectae pti determination methodology, polymerase chain reaction 
products, role dimethy! sulfoxide 7232. ‘ E 
nucleotide sequence determination methodology, subcloning improvements 4: 
nucleotide sequence determination methodology, unidirectional deletion 
mutagenesis methodology 4209. pias en ‘ 
nucleotide sequence determination methodology, use avidin+biotin, solid pha: 
systems 4312. 4 
nucleotide sequence determination methodology, use pyrophosphate generati 
measurements, absence gel electrophoresis 4310. ’ 
nucleotide sequence determination methodology, use RNA-directed DNA polym 
286. 
nucleotide sequence determination, optimization methodology, radioactive 
labelling, fluorescence labelling 562. : Loy One 
nucleotide sequence determination, phage M13 deletion mutant identification 
methodology 1420. 
nucleotide sequence determination, plasmids, use Sequenase 1419. 
nucleotide sequence determination, Thermus aquaticus DNA-directed DNA polyn 
7223 


cerevisiae 6621. oy’ . 
modification, dimethylsulfate, role RecA protein, Escherichia coli 1964. 
modification system, Campylobacter 854. 
molecules migration, gel electrophoresis, models 7565. 


molluscum contagiosum virus, epidemiology, restriction endonuclease mapping 7308. 


Moloney leukemia virus, retrovirus, integration intermediates structure, linear 
forms 5583. 

MT families, structure analysis, mice 2578. 

multiply-charged heterocycles, interaction 2251. 


mutants, nucleotide sequence, araBAD operon promoters, AraC protein, activation, 


Escherichia coli 829. 

mutation titration, dot-blots, hybridization analysis methodology 10590. 

myosin heavy chain, RNA, hybridization analysis, heart, man 3191. 

N.M.R., conformational analysis, statistical analysis 1475. 

N.M.R., protons analysis 1472. 

N.M.R. studies, reviews 4007. ; 

NADH dehydrogenase, nucleotide sequence, initiator codon, mitochondria, rats 
6462. 

natural, synthetic polymers, Hoechst 33258, binding, C.D., fluorescence 1291. 

N4-behenoyl-1-B-D-arabinofuranosylcytosine incorporation, 
1-B-D-arabinofuranosylcytosine forms, leukemia, man 7056. 

negative supercoiling, alternating A-T nucleotide sequence, two state 
conformation equilibrium 593. ; 

negative supercoiling, phage 74 transcription, plasmids templates, Escherichia 
coli 5578. 

+netropsin interaction, thermodynamics, minor groove penetration 1563. 

bet lexitropsin binding polydeoxyribonucleotides, N.M.R. 1294. 

NH-N protons, exchange rates, phosphate 4255. 

nicking, lymphocytes T, DNA repair, man 7595. 

Hyer ict ela dy! activation, trypsinization, vaccinia virus 9918. 

3-nitrobenzothiazolo(3,2-a)quinolinium chloride interaction, eye lens 
regeneration, Notophthalmus viridescens 3693. 

nitrocellulose membranes transfer methodology, role hydroxyapatite 10155. 

3-nitrofluoranthene characterization, adducts formation 8198. 

1-nitrosoindole-3-acetonitrile adducts, analysis, stomach, rats 7269. 

nitrosourea, interactions, degradation products, high-performance liquid 
chromatography 3242. 

nodD gene gene products binding, role nod gene gene regulation, Rhizobium 
meliloti 5961. 


non-B structure, chemical cleavage, magnesium ion-dependent triple helix, plasmid 


pC5104 1478. 

non-B-form, homopurine:homopyrimidine sequence, immunoglobulin C2 switch 
fegions, conformation, mice 4555. 

non-radioactive probes, biotin labelling, polymerase chain reaction, 
histocompatibility antigen HLA typing methodology, prenatal diagnosis, forensic 
medicine, man 4207. 

noncanonical structure, formation, negative superhelical stress 4556. 

nonradioactive probes, chemical synthesis, hybridization analysis 10405. 


Notl fragments, cloning, transformation, genomes, mammalian cells, methodology 


9192. 
nuclei, topoisomerase Il, amsacrine, 
4-(4,6-0-ethylidene-B-D-glucopyranoside), tumor cells, man 4235. 
nucleic acids bases, base pairing, partial atomic charges 3251. 
+nucleoproteins complex, gene transfer, liver, rats 4749. 
eae complex, nick-trarisiation, radioactive labelling, phosphorus-32 
nucleosides, high-pressure liquid chromatography, Trypanosoma equiperdum, 
T a brucei 2020. 
nucleotide sequence, actin genes, evolution, Plasmodium falciparum 5267. 
nucleotide sequence, alignment algorithms, amino acid sequence alignment, use 
hierarchical clusters, mathematical models 7468. 
nucleotide sequence, alternating purines pyrimidines sites, chromosomes, 
Saccharomyces cerevisiae 8504. 
nucleotide sequence, amino acid sequence predictions, M6 protein genes, 
Streptococcus pyogenes 1341. 
nucleotide sequence analysis, methodology, biotechnol 
nucleotide sequence, binding sites, enhancers, DNA-bi 
gene products, papilloma virus (bovine) 1 981. 
ide sequence, biotin labelling 10206. 


ly applications 10418. 
ing protein, early region 


nucleotide sequence determination, use deoxyribonuclease restriction 7874. 

nucleotide sequence, DNA biosynthesis, proteinase mutants, cloning, polioviru 
4590. 

nucleotide sequence, early region, adenovirus (murine) 1 4349. 

nucleotide sequence effects on potential energy 1466. 

nucleotide sequence, gene amplification, fluorescence 10555. f _ 

nucleotide sequence, genes, teichoic acids, gene expression, Bacillus subtilis 
1705. 

nucleotide sequence, genetic variance, Epstein-Barr virus, restriction 
endonuclease mapping 4354. 

nucleotide sequence, herpes simplex virus 1, genomes, repeated sequence, ¢ 
mapping 4385. 

nucleotide sequence, homology search, methodology 4229. : 

nucleotide sequence, Le raha radical footprints, DNA-binding protein, Cro 
protein, bacteria 1959. 

nucleotide sequence, insertion, Vero cells host range, adenovirus (human) 12 
adaptations, growth, Vero cells 8275. 

nucleotide sequence, kinetoplasts, membrane composition, comparison, 
leishmaniasis, Leishmania 3494. 

nucleotide sequence, ligninase genes, cloning, Phanerochaete chrysosporium 

nucleotide sequence, long unique region, genomes, herpes simplex virus 1 24 

nucleotide sequence, males specificity, pigs 8667. 

nucleotide sequence, Marek’s disease virus, herpesvirus (turkey), cloning, 
comparison, Epstein-Barr virus, varicella-zoster virus 1763. 

nucleotide sequence, netropsin+stallimycin binding 9221. 

nucleotide sequence, nucleotide runs, statistical analysis, different species 
4516. 

nucleotide sequence, Oli2 gene, Oss1 gene, mitochondria, Saccharomyces cere 
8294 


nucleotide sequence, papilloma virus (human), herpes simplex virus 2, man 9 

nucleotide sequence, pili genes, Bacteroides nodosus 468. 

nucleotide sequence, plasmid RSF1010 mobilization 1442. 

nucleotide sequence, porins, primary structure, protein P2, Haemophilus 
influenzae 7373. 

nucleotide sequence, promoters, DNA-directed RNA polymerase binding, 
Methanococcus vannielii 9327. 

nucleotide sequence recognition, oligodeoxyribonucleotides, major groove 10¢ 

nucleotide sequence recognition specificity, cleavage, deoxyribonuciease, dat: 
banks 10930. 

nucleotide sequence relationship, three-dimensional graphic, isolates, human 
immunodeficiency virus 1151. 

nucleotide sequence, repeated sequence, regulatory regions, BK virus, JC vir 
SV40, human immunodeficiency virus 1 9234. 

nucleotide sequence, replication forks arrest, terC gene, Bacillus subtilis 9376 

nucleotide sequence, ribosomal protein A genes, Halobacterium salinarium 4£ 

nucleotide sequence, ribosomal proteins, amino acid sequence, evolution, 
Halobacterium marismortui 9070. 

nucleotide sequence role, TCM1 i transcription, ribosomal proteins, 
Saccharomyces cerevisiae 5057. 

nucleotide sequence, petit Ht Ma carisbergensis LEU2 gene, cloning, comp 
Saccharomyces cerevisiae 1368. 

nucleotide sequence, Shine-Dalgarno regions, initiation codons, gene woe | 


nucleotide sequence, Campylobacter coli, antigenic variants, genes rearrangement 
555. growth hormone 9093. 

nucleotide sequence changes, glyU gene, U.V. radiation mutagenicity, anticodons —_ nucleotide sequence specificity, quanine N7-alkylation, triazenes 3591. 
5227. xe nucleotide sequence transfer, nuclear, plastid, mitochondria, plants, reviews 

nucleotide sequence characterization, repeated sequence, Rhizobium, Agrobacterium 2015. 

1345. area sequence, transposon Tn7 insertion sites, attTn7, Escherichia coli, 


j 
q 


nucleotide sequence, clones, retroposon L1Md association, proviruses, mammary 


tumor virus, mammary gland tumors, mice 5570. nucleotide sequence, tRNA Ala genes, spacer region, ribosomes, Therm 


mucrecace sequence, one, he Crabel flagellin, rhs laan be sth 9379. Archaeglobus 9328. 
nucleotide sequence, codons determination, computer programs, data banks 10391. nucleotide sequence, 1-nitro: rene, 1-nitropyrene mutagenicity, Escherichi 
nucleotide sequence, codons determination, genetic code, data banks, data coli 1702, oon na s : ‘ 


processing 10393. octopine synthase activator sequence structure, ocs gene, Agrobacterium 


nucleotide sequence comparison, Spiroplasma species, plasmids, viruses 5283. 

nucleotide sequence, computer programs, data processing 270. 

nucleotide sequence, conserved sequence, variant surface glycoproteins genes, 
Trypanosoma brucei 8282. 

nucleotide sequence data, data processing, data acquisition 10361. 

nucleotide sequence data, procedure submission GenBank, data banks 5428. 

nucleotide sequence, denaturation mapping, superhelical turn counts, electron 


tumefaciens 5066. 
O6-(2-hydroxyethy!)-2'-deoxyguanosine formation, 
N-nitroso-N-(2-hydroxyethyl)urea, tissues, rats 3256. 
oligo(dA)oligo(dT) tracts-containing, conformation, N.M.R. 3613. 
oligoacridines interactions, gel el horesis 1299. 
oligodeoxyribonucleotides probes design, reviews 8010. 
oligodeoxyribonucleotides separation, purification, high-performance capilla 


microscopy, genomes, bacteria 495. 
nucleotide sequence dependent conformation, X-ray crystallography 1488. 
nucleotide sequence detection, U.V. radiation labelling, antibodies 9490. 
nucleotide sequence determinants, catabolite activator protein bending, 
Escherichia coli 1965. 
nucleotide sequence determination, automated methods, methodology 408. 
nucleotide sequence determination, automated methods, use phage T7 DNA-directed 
DNA polymerase 2571. 
nucleotide sequence determination, vera templates isolation methodol 
nucleotide sequence determination met logy, automated methods, use r 
nucleotide sequence determination methodology, fluorescence detection 
improvements, automated methods 2605. 
nucleotide sequence determination methodology optimization, use Sequenase 1421. 
nucleotide sequence determination methodology, polymerase chain reaction, use 
Thermus aquaticus DNA-directed DNA polymerase 2606. 
nucleotide sequence determination methodology, polymerase chain reaction, in 


gel electrophoresis 3037. 
oligodeoxyribonucleotides synthesis improvements, susceptibility restriction 
‘endonuclease mapping 7071. 
oligodeoxyribonucleotides synthesis, solid-phase methods, use glass beads 
oligomers formation, deoxyribonuclease (pyrimidine dimer) promotion, U.V. 
tadiation induction, role DNA repair, phage T4 942. 
oligomers, hairpin structure, solution, nuclear Overhauser effect 2644. 
oligomers, nucleotide sequence, conformation, eukaryotes 3595. 
oligonucleotide complex, conformation, supercoiling, left-handed strands 5 
oligonucleotides, duplexes, structure, resonance assignments, N.M.R. 1049. 
oligonucleotides, tetranucleotides models, nogalamycin, binding 3049. 
oligopurine-oligopyrimidine sequence, triple-helix formation, 
photocrosslinking reagent 1285. 
open reading frames, complementation 


1422. 
ts 407. 


Ine products effects on infectivity, 


deletion mutant cassava latent virus 9544. 
open reading frames, early transcription region, nucleotide sequence, adet 


Biochemistry Abstracts 2 vol. 19 


ee 


INA, (continued) — 

(human) 35, clinical isolates, acquired immune deficiency syndrome 2272. 

orientation, gel electrophoresis, linear dichroism, methodology 1518. 

Origin regions, antigen T dimers bestia SV40 9958. 

overlapping fragments, toxin A genes, Clostridium difficile, cloning, gene 
expression, Escherichia coli 9799. 

Oxidation damage, dithiothreitol induction 1277. 

oxidation damage, Seer quanceinn, mutations, liver, rats 2232. 

Packaging, energy, A dependent pumps, osmoregulation, phages 3992. 

Packaging, pac site nucleotide sequence, phage CP-T1, Vibrio cholerae 5271. 

Packaging, spermatocytes maturation, pi : 

Packaging, spermatozoa, Gryllus bimaculatus 6665. 

packaging, terminase mutants, integration host factor, phage \ 9560. 

Packaging, transduction, phage P1, quantitative Southern hybridization, 
Escherichia coli 9729. 

pancreatic ribonuclease complex, propidium iodide binding, X-ray, fluorescence 


papilloma virus (human), cloning, restriction endonuclease mapping, condylomata 
acuminatum, cervix rp are 10226. 

papilloma virus (human). detection, spot hybridization technique, in situ, 
tissues samples, man 4216. 

papilloma virus (human), transformation, genes, oncogenes, Ha-ras gene, 
glucocorticoids, on nesis 3650. 

Parvovirus (bovine) replication models, end labelling, restriction endonuclease 
Mapping, terminal sequence orientation 7559. 

Phage \, injection kinetics, fluorescence measurement, LamB protein 
containing liposomes, reconstitution 3991. 

phage , liposomes encapsulation, gene transfer, transduction, 
protoplasts, Lactobacillus bulgaricus 3776. 

phage Mu, Mud transposon, transduction, bacteria 1686. 

phage ®PLS27 characterization, Pseudomonas aeruginosa bacteriophages 8707. 

phage T4, hydroxymethyicytosine interaction recA protein, Escherichia coli 5574. 

+2-phen yl radicals interaction, changes, oxidation 9218. 

phosphorothiorate containing repeated sequence, triplex formation, 
deoxyribonuclease | sensitivity 10217. 

photochemistry, psoralen derivatives interactions 2227. 
x avage, uranyl salts, proteins contact, \-repressor/OR1 operator 3209. 

Photoinactivation, superoxide dismutase, catalase, mannitol densensitization, 
2-thiouracil enhancement, Bacillus subtilis 9205. 

photoreactivation, thymine dimers, N.M.R. spectroscopy, Anacystis nidulans 5222. 

plasmid pJM1, vedo Neen Tn3 insertion, siderophores biosynthesis, 

Vibrio uillarum * 

plasmid pLP01, plasmid pLP02 isolation, Pleurotus ostreatus 8170. 

plasmid cca supercoiling, B-form Z-form junctions, conformational 
analysis 1 P 

oan sete methodclogy, centrifugation, use commercially available pZ523 

lumns 178. 

Plasmids, isolation methodology, PZ523 spin columns 1216. 

plasmids isolation ee: use agarose gel electrophoresis 1226. 

plasmids, killer factor plasmids, homidium bromide effects on, Kluyveromyces 


plasmids purification methodology, high-performance liquid chromatography 10174. 


plasmids, recombination, genes, Saccharomyces cerevisiae 8824. 
Plasmids, sequence-directed bending, cationic metals, kinetoplasts, Crithidia 
fasciculata 2624. 
plasmids, SOS repair, transformation, U.V. radiation effects on, RecA protein, 
Escherichia coli 778. 
plasmids, transformation, electroporation, Erwinia carotovora 4735. 
plasmids, uptake, transformation, electric fields treatment, protoplasts, 
nic formation, Lactuca sativa 10844. 
point mutation detection, solutions melting methodol 10741. 
point mutation, gene amplification mutation systems 10586. ; 
polarity, effects on uptake, transformation, Streptococcus pneumoniae 7735. 
Poly(dA-dT)-poly(dA-dT), B-form, X-form, cations, methanol-water mixtures, 
varied sources 10737. 
Poly(dG-dC) complex sodium nitrate cadmium silver structure, |.R. spectroscopy 
1502. 
ine) asialoorosomucoid conjugate, binding asialoorosomucoid receptors, 


poiy(L- 
; transfer, targeting, hepatoma cell lines 807. 
Poly d(A-IU), profiavin binding, fluorescence, triple-delayed emission 


“gpa 8201. 
Poly (dGdC), B-from, Z-form, thermodynamics 3620. _ 
ines, association, fluorescence cytochemistry, liver, rats 4967. 
polyamines complex, effects on iron autoxidation 5962. 
polyamines, spermidine, complex, biochemical properties, electron microscopy 


2635. 
PoG-C)), B-form, Z-form, reversal, magnesium, hydrostatic pressure 


Polymecystic fibrosistion, ic fibrosis prenatal diagnosis, KM-19 
phism, man g 
‘ase chain reaction, in vitro mie oa cellular DNA adjacent 
integrated iruses, methodology 9193. , 
Saiinarace Ard teaction, in vitro gene amplification methodology, nucleotide 


NZ23 1309. 
polymorphism, osmium tetroxide probes 3586. 
polymorphism, taxonomy Brucella 1458. 


polynucleotides, el structure, crystals, characterization 10023. _ 
ucleotides, B-form Z-form transitions, thermodynamics, tie calorimetry 
10012. 


polyoma virus, antigen T, binding, replication, plasmids 4592. 

+ in complex, linear dichroism 1268. ; 

potassium bromate, 8-hydroxydeoxyguanosine formation, organs, rats 3021. 

premeiotic ents, induction, nucleotide sequence duplications, 
transformation, Neurospora crassa 1709. 

Preparation, ase size, separation, restriction fragments, megabase gel 
electrophoresis, Lyropersicon esculentum 10185. 

Preparation methodology, eukaryotes 10179. ; 

Preparation methodology, pulsed-field gel electrophoresis, plants 8175. 

Primary hydration shell, coupling, Brillouin scattering 2600. 

Probes, African trypanosomiasis, vectors, Trypanosoma 1725. 

antibiotic resistance genes detection, reviews 4298. 


probes, 
Probes, biotinylation methodology, forensic science 566. 


DNA, (continued) 

probes, carbapenem genes, cloning, hybridization analysis, Streptomyces 
fulvoviridis 9837. 

probes, Chlamydia psittaci isolates comparison 535. 

probes, clones, use, sex identification, Schistosoma mansoni 2517. 

probes, construction, DNA fragments, hybridization, detection, Clavibaater 
michiganense michiganense 7311. 

probes, data, genomes, data banks, man 10368. 

probes, detection, rRNA 16S nucleotide sequence, hybridization analysie, 
eubacteria 7116. 

probes, diagnosis applications, diseases, man, reviews 10181. 

probes, hairpins methodology improvements, hairpins extension 7230. 

probes, hybridization analysis, nitrogen fixation nif gene, Cyanophyta 4347. 

probes, hybridization analysis, protein G, structure, immunoglobulin G, albumin, 
binding domains, Streptococcus group G, Streptococcus group C 7368. 

probes, hybridization analysis, SerH3 gene, macronuclei development, Tetrahymena 
thermophila 5842. 

probes, hybridization, detection Escherichia coli strains, Shigella, feces 
samples, man 4224. 

probes, hybridization, detection N-acetyimuramoyl-L-alanine amidase lytA gene, 
identification, Streptococcus pneumoniae 4225. 

probes, hydrazide + oligodeoxyribonucleotides oligodeoxyribonucleotides 
preparation, hybridization analysis methodology 10176. 

probes, in situ hybridization, use cDNA, cloning, bovine diarrhea-mucosal disease 
virus 6892. 

probes, nucleotide sequence, aacC1 gene, antibiotic resistance, clinical isolates 
hybridization analysis, gram-negative bacteria 7208. 

ee nucleotide sequence, hybridization analysis, phage M13, Escherichia coli 


probes nucleotide sequence, models small molecules binding 1506. 

probes, plasmids, blight detection, Phaseolus vulgaris, Xanthomonas campestris 
pv.phaseoli 9780. 

probes production methodology, role polymerase chain reaction 10161. 

probes, promoters loci, cwp operon, Bacillus brevis 8596, 

probes, radioactive labelling methodology, polymerase chain reaction 7213. 

probes, RNA genes detection, Providencia stuartii 1716. 

probes, use, determination, larvae sex, Schistosoma mansoni 5610. 

proflavine, intercalation, molecular models 2249. 

promoters structure, function, Escherichia coli, reviews 265. 

protein complexes, chromate-induced, characterization, CHO cells 2243. 

+protein cross-linking, chloroaluminum phthalocyanine photosensitization, 
hamsters 7266. 

protein C/EBP binding sites, amino acid sequence similarity oncogenes gene 
Products, liver, rats 7964. 

O protein induction looping, pOri2 plasmid, phage \ 7927. 

protein interaction, IncP plasmid transfer, relaxation sites 9967. 

proteins binding constants, computer applications, gel chromatography 4948. 

+proteins binding, defects, ataxia telangiectasia, comparison, cells 8179. 

proteins binding, plasmid ColE1 9972. 

proteins binding, single-stranded, Escherichia coli 1962. 

proteins binding sites, azidoacridines footprinting 4249. 

proteins, binding sites, specificity, statistical selection theory 4257. 

+proteins complex, erythroleukemia tumor cells 1990. 

proteins complex, molecular weight, gel electrophoresis mobility, avian 
myeloblastosis virus myb proteins 7562. 

proteins cross-lin , fepair, cell cycle association, mammalian cells 5219. 

+proteins cross-linking methodology, U.V. radiation, role hybridization analysis 
7234. 

proteins DNA, Ibc3 gene, leghemoglobin, nucleotide sequence, Glycine max 10218. 

proteins handedness effects on asymmetry 8678. 

proteins interaction, chemical modification, effects on operators, repressors, 
phage i, proteins 6174. 

proteins interaction, chromatin replication sites, detection, methodology, 
nuclei, HeLa cells 10960. 

proteins interaction preservation, blotting methodology 2212. 

proteins interactions, a-amylase genes, gibberellin induction, Oryza sativa 
10806. 

protonated structure, supercoiling plasmids, chemicals probes 1494. 

proviruses, T cell leukemia virus |, nucleotide sequence, leukocytes 
(mononuclear), gene amplification, man 4443. 

psoralen cross-linkage, monoadduct lesion, alkali reversal 1300. 

psoralen cross-linking, measurements, hybridization, methodology 3248. 

psoralen derivatives, adducts, U.V. 3293. 

psoralen monoadducts, photoreactions, wavelength dependence 2252. 

psoralen monoadducts, photoreactions, wavelength dependence 3274. 

psoralen oligodeoxyribonucleoside methylphosphonates, interaction, phage 17 
ONA-directed RNA polymerase promoters 4261. 

pulsed-field ge! electrophoresis methodology 10178. _ , 

pulsed-field gel electrophoresis methodology, electric field gradients, 
electrophoretic bands width 3618. 

purification, blood, methodology 7215. ad = 

purification, immunoprecipitation, 5-bromodeoxyuridine monocional antibodies, 
mice 6048, 

purification methodology, chorion 4213. 

purification method: , Phage A 10184. ; 

4-(3-pyridyl)-4-oxobutylation, tobacco specific nitrosoamine, tissues, rats 3249. 

pyrimidine dimers, U.V. photoproduct formation, DNA-directed DNA polymerase, 
nucleosomes, thymus, cattle, cells, man 1292. 

pyrimidines, purines, nucleotide sequence determination methodology, 
hydrazinolysis, U.V. absorption spectra 8669. ; 

pyrrolo(1 folate - cya! alkylation, nucleotide sequence specificity, 
biological activity . 

quantition diphenylamine reaction, flow cytometry, Trypanosoma cruzi 7211. 

quantitation methodology, role diphenylamine, colorimetry 7251. 

radioiodination, 1,3,4,6-tetrachloro-3a,6a-diphenylglycoluril 4125. 

radiosensitizers interaction, intracellular uptake 10214. 

rearrangement, inversion, shufflon, Incl plasmid 811. 

rearrangement, mechanisms, immunoglobulins light chains genes, lymphocytes B 
7541. 

rearrangement, urease loci, Escherichia coli 1706. 

feck Gone proteins complex, structure, Escherichia coli 4952. 

+RecA protein complex, scanning tunneling microscopy 8968. : 

RecA protein, complexes, structure, polarity, strand-exchange reaction, 
Escherichia coli 3225. ‘ 

RecA protein, interaction, proteins self-association reaction 4890. 

reciprocal recombination, genetic analysis, Escherichia coli 7489. 


109 


Subject Index 


DNA, (continued) 

fecognition proteins, replication origin, SV40, HeLa cells 8982. : : 

recognition, role secondary structure, nucleotide sequence, DNA-binding protein 
binding repeated sequence, termini, adeno-associated virus 9957. __ 

recognition sites, Ah receptors TCDD complex, nucleotide sequence, mice 10497. 

recognition sites, restriction endonuclease mapping 2602. 

recombinants clones, nucleotide sequence, chromosome 22, centromeres, man 5255. 

recombinants, systems, cloning, Streptomyces, reviews 1784. 

recombinase, strand exchange, purification, embryos, Drosophila melanogaster 
1888. 

recombination, chromosome 4, nucleotide sequence, tumors, hepatitis B virus, man 
4576. 

recombination efficiency, chromosomes, Bacillus subtilis 9767. 

recombination, genetic engineering, cloning, methodology, books 10999. 

recombination, hepatitis B virus, human immunodeficiency virus, detection, 
hybridization analysis, restriction endonuclease mapping, leukocytes 
(mononuclear), acquired immune deficiency syndrome, man 1314. 

recombination models, RecBCD enzyme, genes, prokaryotes 817. 

recombination, nucleotide sequence analysis, fidelity, deoxyribonuclease 
protection 7552. b 

recombination, phage \ mediation, phage Mu gam gene effects on, bacteria 
9594, 


recombination, plasmid pE194 replication, repeated sequence, Bacillus subtilis 
816. 

recombination, plasmid R1162, transformation, Escherichia coli 8808. 

recombination, protein A effects on, chromosomes, nucleotide sequence, Bacillus 
subtilis 9210. 

recombination quantitation assays, gram-negative bacteria 194. 

recombination, RecA protein dependent, requirements rap gene, ninG gene, 
plasmids, phage \ 3703. 

recovery fragments, phage A cloning vectors 1055. s 

regions, enhancers, enhancer-binding protein binding, human immunodeficiency 
virus 1 4951. 

regulatory regions, BK virus, nuclear factor 1 binding, HeLa cells 982. 

regulatory regions, early region, promoters, enhancers, mapping, DNA-binding 
protein binding sites, linker scan analysis, BK virus 254. 

telaxation, repeated sequence, DNA topoisomerase 1507. 

release, cytosolic complex, embryos fibroblasts, chickens 3217. 

repeated sequence, Alu sequence, nuclear proteins binding, HeLa cells, man 4957. 

repeated sequence, cDNA nucleotide sequence, characterization, Vigna radiata 


repeated sequence, centromeres separation, cell cyce 1434. 
tepeated sequence, cloning, nucleotide sequence, hybridization analysis, 
uence, restriction endonuclease 


Onchocerca armillata 2292. 
repeated sequence, cloning, nucleotide bat 
mapping, hybridization analysis, Plasmodium falciparum 2281. 
repeated sequence, conformation, B-form, herpes simplex virus 1 8278. 
repeated sequence, duplication, tRNA Ser genes, phage T4 9500. 
tepeated sequence, genes rearrangement, effects on iron oxidation activity, 
iobacillus ferrooxidans 9479. 
repeated sequence, herpesvirus sylvilagus, genomes, nucleotide sequence 4346. 
repeated sequence, hybridization analysis, rats, hamsters, mice, man 10516. 
repeated sequence, male specificity, pigs 10667. 
repeated sequence, methylation, aging, brain, rats 8258. 
repeated sequence, micronuclei genomes, Euplotes crassus 1388. 
repeated sequence, nucleotide sequence, Dipodomys ordii 10584. 
repeated sequence organizatiori, properties, genomes, Oryza sativa 6470. 
repetitive, evolution, nucleotide sequence, Caenorhabditis elegans 2558. 
repetitive sequence, alphoid like, chromosome 21, man 10659. 
repetitive sequence clones, characterization, nucleotide sequence, Pyura 
stolonifera 503. 
repetitive sequence, role, anchorage, mice 2579. 
ee @ subsets, methylation detection, 5-methylcytosine monoclonal antibodies 


replication, BK virus, sequence requirements enhancers, deletion analysis, 
comparison transcription 6641. 

replication cells, bromodeoxyuridine detection, flow cytometry, methodology 3220. 

teplication control, inositol lipids 4566. 

replication, cruciforms, monoclonal antibodies, effects 3706. 

replication, DNA repair, thymidine incorporation, nick translation, germination, 
Zea mays 606. 

replication, enhancement, plasmids, nucleotide sequence elements, Staphylococcus 
aureus 3789. 

replication, factors, SV40 antigen T, plasmids 9601. 

replication, sad products, mitochondria 4564. 

replication, hypoxia, metastases, tumor cells, mice 3704. 

replication initiation, chromosomes, Saccharomyces cerevisiae 4565. 

Le initiation complex, formation, topology shift assay, antigenT, SV40 

replication, initiation origin, models, reviews 5006. 

feplication initiation, phage 4, DnaK protein, DnaJ protein, heat shock 
proteins, Escherichia coli 10754. 

replication initiation, SV40, identification RNA primed nascent DNA chains 5555. 

teplication, kinetoplasts, nucleotide sequence, reviews, Protozoa 5551. 

replication, ligation, minute virus of mice, parvovirus (murine) 4587. 

replication, mechanism, plasmid pT181, Staphylococcus aureus 4571, 

replication mechanisms, prokaryotes, reviews 4563. 

replication, methylation, Tetrahymena thermophila 6670. 

ronson, “brag ecg 2000. 

ication origin, adenovirus (human) 2, nucleotide sequence recognition, 

nuclear factor II! binding, HeLa Cole 980. me 

replication origin, antigen T binding, DNA helicase activity, SV40 6962. 

replication origin, bending, proteins induction, SV40, mammalian cells 7304. 

replication, orn, oriC region, Escherichia coli 600. 

replication origins, gene products UL9 binding, herpes simplex virus 1 7581. 

replication origins, transduction, plasmid pBR322, defective phage T4 5577. 

replication, phage ©X174, Escherichia coli gene products, in vitro 9592. 

replication requirements, herpes sieve virus 1 gene products, pol gene, dbp 
gene, recombinant baculovirus 6624. 

replication, role ori sequence flanking sequences, mitochondria, Saccharomyces 
cerevisiae 9633. 

replication, structure, plasmid NR1, bacteria 9553. 

replication, temperature-sensitive mutant, characterization, Saccharomyces 
cerevisiae 6669. : 

replication, transcription, nutrient deficiency effects on, histones 
phosphorylation, Physarum polycephalum 5936. 


110 


DNA, (continued) if : poten 
replication, vaccinia virus temperature-sensitive mutant identification 8692. 
replicative form, restriction endonuclease mapping, genetic variance, maize 

streak virus isolates 10237. + 
replicons, localization, pE194 plasmid, Bacillus subtilis 9392. 
reptation, gel electrophoresis, theories 3638. ative ; 
resolution, contour-clamped homogeneous electric fields gel electrophoresis, 
Saccharomyces cerevisiae, Candida albicans, Schizosaccharomyces pombs 
restriction digestion control, role DNA methyltransferase, restriction 
endonuclease mapping methodology 10164. ’ : 
restriction endonuclease mapping, adenovirus (bovine), serotyping 4440. 
restriction endonuclease mapping, base composition, pol rin genes, 
hybridization analysis, nuclear polyhedrosis virus, Bombyx mori isolates 34 
restriction endonuclease mapping, cloning, papilloma virus (human), clinical 
isolates, epidermodysplasia verruciformis 2276. 
restriction endonuclease mapping comparison, Entamoeba 3497. : 
restriction endonuclease mapping, deletion mutant identification, adenovirus 
(human) 31, clinical isolates, Sweden 10230. _ j 
restriction endonuclease mapping, pees strains, adenovirus (murine) 53 
restriction endonuclease mapping, herpesvirus (equine) 1, isolation, attenuat 
vaccines, horses 2373. 
restriction endonuclease mapping, heterocysts, vegetative cells, Anabaena 5 
restriction endonuclease mapping, hybridization analysis, photobiotin labellin 
10397. 
restriction endonuclease mapping, identification, Anopheles dirus 9472. 
restriction endonuclease mapping, methylation, dam gene, phage T2, phage T: 
restriction endonuclease mapping, nucleotide sequence divergence, evolutio! 
maize streak virus isolates 10238. 
aaah endonuclease mapping, restriction fragments labelling methodolog 
10187. 
restriction endonuclease mapping, rRNA 23S genes, repeated sequence, chlor 
genomes, Macrophytes integrifolia 6207. 
restriction endonuclease mapping, typing, adenovirus (human) 9280. 
restriction fragment length polymorphism, Naegleria, Acanthamoeba 258. 
restriction fragment length polymorphism, nuclei, mitochondria, Sclerotinia 14 
restriction fragments+ethidium bromide complex, C.D. 2638. 
restriction fragments, rotation, friction factor, fluorescence polarization 
anisotropy 2630. 
restriction fragments separation, liquid chromatography, reviews 7006. 
restriction, plasmid pFT180, transformation, conjugation, Neisseria gonorrhoe 
1667. 
retrovirus integration, IN protein role cleavage ends, circularization, 
recombination intermediates, Moloney leukemia virus 10752. 
retrovirus integration sites, characterization, insertion mutants, Moloney 
leukemia virus 5582. 
ribosomes, hybridization analysis, restriction endonuclease mapping, man 92 
ribosomes, replication forks, DNA biosynthesis, origin loci, replicons, 
Saccharomyces cerevisiae 5552. 
rings, chromatin reconstitution 3967. 
rings, Regal} chromatin reconstitution, nucleosomes 3966. 
+RNA complex, fibroblasts cytosol, chick embryos 9214. 
+RNA Lipa nucleotide sequence, Escherichia coli B 8212. 
+RNA hybrids detection methodology, nylon membranes 10175. 
+RNA hybrids, inhibition, ribonuclease H, Escherichia coli, Drosophila 5889. 
RNA primers, DNA biosynthesis, genomes, replication phage T7 1542. 
RNA, purines, pyrimidines biosynthesis, reviews, Entamoeba histolytica 800+ 
RNA transcription signals, Escherichia coli 54. 
RNA transition, evolution 10026. 
tRNA Asp genes, nucleotide sequence, mitochondria, en pee 6603. 
role water formation nucleotide mismatch, conformational analysis, N.M.R. 1 
—e buccal mucosa mouthwashes, gene amplification, genetic screenin 
sand adsorbed, transformation frequency, deoxyribonuciease | resistance, 
Escherichia coli 785. 
Satellite DNA, demethylation, Brassica juncea 8653. 
satellite, nucleotide uence, characterization, Notropis lutrensis 9471. 
scaffold-associated regions, interaction, nuclear scaffolds 3986. 
segments, transfection, Sendai virus envelopes, NEO gene, cytomegalovirus 
immediate early antigen gene 5734. 
selective regulation, early region, promoters, enhancers, SV40 2162. 
self-complementary, crystal forms, oligodeoxyribonucleotides analysis 3047. 
self-complementary duplex, stable mismatch purine-thymine, N.M.R. 2625. 
self-complementary minicircles, By N.M.R. 3617. 
separation, agarose gels orientation, electric fields 10163. 
separation, molecular weight, pulsed-field gel electrophoresis, methodology | 
== ah pulsed-field gel electrophoresis, reptation theories, methodology 
separation techniques, asymmetric field inversion gel electrophoresis 7212. 
separation techniques, chromosomes, ort! nal field alternation gel 
electrophoresis, gene mapping, hybridization analysis, Candida maltosa 1 
sequence, blot hybridization, sulfonated probes, detection, non-isotopic 
methodology 4227. 
juence homology, dependence, Holliday junctions, resolution, deoxyribont 
iccharomyces cerevisiae 7264. 
sequence, non-B form, oligopurine-oligopyrimidine inserts, recombinants, 
plasmids 5543. 
sequence, transposon Tn4351, insertion sequences, Bacteroides 1687. 
silver staining methodology, agarose gels 10156. 
single-strand breaks, measurements, cells, reviews 3006. 
single-stranded, alkylation, oligonucleotides derivatives, phage M13 9216. 
tif pea binding polystyrene, autoantibodies, New Zealand White mi 
single-stranded breaks, hydroxy! radicals, light scattering 3671. 
single-stranded, DNA production, polymerase chain reaction role nucleotide 
sequence determination genomes 10160. 
si ago pene DNA-binding protein, denaturation, zinc removal, gene 32, | 
si ayer leet DNA-binding protein denaturation, zinc removal, gene 32, f 
single-stranded, + DNA-directed DNA polymerase, deo 

use double-stranded DNA fragments 17. 
le-stranded, double-stranded, cleavage, deoxyribonuclease, fruit bodies 
prinus cinereus 944. 

single-stranded gaps, DNA biosynthesis, U.V. radiation effects on, SV40 15 

bi Aci generation, Ti plasmid, vir operon, Agrobacterium tumefacie 


xyribonuclease Fok | cl 


si 


Biochemistry Abstracts 2 vol. 19 


a 


INA, (continued) 
single-stranded, helix destabilizing, single-stranded DNA-binding protein, SSB 
_ Protein, Escherichia coli, reviews 10972. 
single-stranded, oligodeoxyribonucleoside methylphosphonates interactions 2248, 
single-stranded phasge m13 restriction, type I site-specific deoxyribonuclease, 
_ Structural requirements, synthetic oligonucleotides 2858. 
5 ppaagpaet probes not equivalent, hybridization analysis, Arabidopsis 
aliana 4035. 
single-stranded, production, exodeo: 
_treatments, in situ hybridization 7869. 
Single-stranded, protein UvsX binding, protein UvsY, gene 32 gene products 
stimulation, role recombination, phage T4 8969. 


a ae lll, comparison heat 


Single-stranded, recombination, illegimate recombination, chromosomes, plasmids, 


_transposon Tn5 excision, Bacillus subtilis 812. 
single-stranded, replication origin, plasmid pUB110 9558. 
Single-stranded, site-specific cleavage, copper dependent redox reaction 2214. 
ces, SSB protein effects on RecA protein binding, Escherichia coli 
Single-stranded, transfer, Ti plasmid, T region, virD gene, Agrobacterium 
_ tumefaciens 5260. 
size, organization, gene expression, archebacteria 9381. 
sodium, lithium, films, hydration, Brillouin roscopy 2633. 
on conduction, solitons, Ostr 
Specificity, autoantibodies detection, enzyme-linked immunosorbent assay 
atho , Systemic lupus erythematosus, man 10947. 
Specificity, autoantibodies response, systemic lupus erythematosus, man 10946. 
Specificity, chromatin SG dead reviews 7005. 
» Monoclonal antibodies reactivity, cell membranes receptors targets, 
systemic lupus erythematosus, man 7930. 
Spermine crystallization systems, phase diagrams 1487. 
+spermine+ polyamines interaction, aggregation, melting temperature 9961. 
‘Spin labeling oligodeoxyribonucleotides, binding, mapping, two-dimensional 
difference N.M.R. 8192. 
Splicing overlapping open reading frames, localization, sequence analysis, 
Es ia Coli expression vectors 6852. 
Stability, fingerprinting, autopsy, man 9539. 
stability, thermodynamics 3611. 


Stable unwinding, enzymes hypersensitivity, regulatory sequences, plasmid pBR322 


Stands assimilation, recA gene proteins, structure-activity relationships, 
"stem ap each ch ii 07. 
ture, oligopurines oligopyrimidines triplex 10744. 
Steroid hormones, base sequence recognition, mechanism 3985. 
strand breaks, benzoyl peroxide, tumors promotion, keratinocytes, mice 3673. 
Strand breaks, calculation, iodine-125 decay, 2246. 
Strand breaks, free radicals, detection, Escherichia coli 2218. 
strand breaks, N-ni 
Strand breaks, NAD* ADP- 
carcinogens, ceils 3677. 
Strand breaks, reduced nitroimidazole 2696. 
Strand breaks, repair, radioresistance, tumor cells, man 4604. 
strand breaks, 6-thioguanine, cell cycle, CHO cells 2694. 
strand exc ° proteins, identification, RecA protein similarity, Saccharomyces 
cerevisiae 
Strand transfer, B protein structure-function relationships, transposition, phage 
Mu, Escherichia coli 10197. 
Strands breaks assays, radiation 7255. 
Strands breaks, intercalating its 1251. 
Strands breaks localization, nicking, DNA repair 3669. 
Strands breaks measurements, data analysis, methodology 8163. 
strands exchange, melting activity, HeLa cells, Drosophila melanogaster 6177. 
Strands exchange, RecA gene proteins, ATP hydrolysis 1574. 
Structure, N.M.R. 1505. 
oo =. C.D., lac gene, repressors interaction, artificial polynucleotides 
Structure a-form poly A-poly T, X-ray crystallography 590. 
structure alterations, deoxyribonuclease | cleavage rates, actinomycin D 10745. 
Structure, B-form, Z-form, cruciform, perfect inverted repeat inserts, plasmids 


Structure, base pairs, description 3632. 

Structure, DNA proteins complexes, hydroxy! radicals 2631. ; 

Structure, function, sites specificity genetics recombination reaction, 
Saccharomyces cerevisiae 7506. 

Structure, intercalating agents modification 4246. ; 

structure, nuclease, sensitivity, Moloney leukemia virus, long terminal repeat, 
enhancers 3452. ; ; 

structure, nucleotide sequence, effects on, Holliday junction resolution, 
endonuclease, Saccharomyces cerevisiae 7877. 

Structure, nucleotide sequence, repeated sequence termini, Epstein-Barr virus, 
Carcinoma, monocional cell lines comparison polyclonal cell lines, man 202. 

Structure observation, scanning tunneling electron microscopy 5216. 

Structure, quinolines binding, yl pyrocarbonate reactivity 2596. 

Structure, replication cycle, simian mavirus, man 9523. 


‘ansferase, relationships, transformation, 


‘Structure, oe conformation, nuclear Overhauser effect, computer 


simulation 
Structure stability, salt dependent, analysis 3636. 
Migration, commences tacity 4ar 0 

ism, mi 1437. 

Bneture, Storm, caulimovirus genomes comparison geminivirus 10732. 
Structure, Z-form, “caer cat Me supercoiling, base-pairing, plasmids 1470. 
Styrene oxide, adducts, detection 3288. 
Styrene oxide, interaction, binding 4237. ee 
Sulfone-labeled probes, TEM- B-lactamase gene, dot-hybridization, 

gram- tive bacteria, 4228. ; 
supercoiled. B-form, Z-form, energetics, competing transitions, statistical 

mechanics 1520. . 
supercoiled, binding sites, proteins factors, nuclear scaffold, plasmid pBR322, 

Plasmids 4964. 
supercoiled, linear, orientation, electric fields effects on 1480. 
Supercoiled, plasmids, B-form, carcinogens, detection, chloroacetaldehyde 4267. 
oe B-form, Z-form, junctions, chemical modification, plasmid pPK2 

59. 


ing, branch migration cruciform, mapping, Holliday junctions, plasmids 
supercoiling, catabolite repression, effects on gene expression, tetA gene, 


~—_——.. 


ii-Sutin equation, mathematical models 


lamine metabolism, thiocompounds, hepatocytes 3676. 


DNA, (continued) 


Escherichia coli 4662. 
supercoiling, charge modification 3629, 
is ah cruciform structure, activation energy, AT-rich nucleotide sequence 
supercoiling, cytosine methylation 4269. 
supercoiling, DNA topoisomerase (ATP-hydrolysing), DNA topoisomerase, oxygen, 
potassium effects on, bacteroids, Bradyrhizobium 10940. 
supercoiling, DNA topoisomerase, in vitro, Desulfurococcus amylolyticus 7924. 
sipercouna: DNA-directed RNA polymerase, rpoB gene mutation, Escherichia coli 


supercoiling domains characterization, adenovirus 10733. 
bent aly drugs effects on plasmids relaxation, DNA repair, Bacillus subtilis 


oS effects on, site-specific recombination, transposon Tn21 resolvase 


Supercoiling handedness, actinomycin D specificity 4611. 
supercoiling, homopurines+homopyrimidines tracts, nucleotides resolution 3624. 
pen in vitro, role transcription factor IIIA, 5S plasmid, Xenopus laevis 
supercoiling, lac operator conformation 1424. 
supercoiling, light scattering, rotational diffusion 4559, 
supercoiling, melting 3619. 
supercoiling, melting curve, statistical mechanics 3623. 
supercoiling phage M13, synthesis, psoralen, replication 2224. 
supercoiling, positive, My re transcription generation, DNA topoisomerase 
(ATP-hydrolysing), DNA topoisomerase 4552. 
supercoiling, repeated sequence, cruciform structure transition 1436. 
supercoiling, restriction fragment length polymorphism 4544. 
supercoiling, role regulation transcription, prokaryotes, reviews 10794. 
supercoiling, sequence, structure communication, analysis, Drosophila 2543. 
Ly SoNerenet transcriotion effects on, DNA topoisomerase deficient mutant, 
haromyces cerevisiae 7563. 
supercoiling, transcription initiation complex formation, fibroin genes 
promoters, Bombyx mori 9160. 
remieckatr tyrocidine, gramicidin effects on, plasmid pBR322, Escherichia coli 


nec Z-form, antibodies complex, hysteresis, plasmids plasmid pFP332 

superhelicity, transcription termination, leu operon, Escherichia coli 1573. 

$V40 condensates, transfection by liposomes into eukaryotes, effects on 
infectivity 2767. 

SV40, DNA topoisomerase sites, mapping 7307. 

SV40, fragments bent DNA, electrophoretic mobility, site-directed mutagenesis, 
mapping 6828. 

synthesis, automated methods 10018. 

synthesis, azidouracil, photochemical cross-linking, lac operator, ODNA-directed 
DNA polymerase |, Escherichia coli 1297. 

ppt Oligonucleotides sites directed mutagenesis, analysis, eggs, Xenopus 

synthesis, polymerase chain reaction, biotin+ streptavidin use 10017. 

synthesis reactions, nucleotide sequence methodology 6204. 

synthesis, stimulation, pokeweed mitogen, Carcinoscorpius rotundicauda 9624, 

synthetic, (E)-5-(2-bromovinyl)-2'-deoxyuridine si pa 
einem DNA biosynthesis, DNA-directed DNA polymerase, Escherichia coli 

synthetic alternating, daunomycin, interactions, sequence specificity, 
polyelectrolyte effects 3227. 

synthetic oligopeptides, complexes, binding specificity 4265. 

synthetic sequence, Z-form, cruciforms, recombinants plasmids 4557. 

synthetic tDNA, aminoacylation, aminoacyl-tRNA synthase, tRNA Lys, tRNA Phe, 

ae se eel ‘“ . : 

region, enhancers, long terminal repeat, human yen pperreT virus 1, 

binding specificity, purification, DNA-binding protein, HeLa cells 4950, 

target size models, ionizing radiation cytotoxicity 199. q 

telomeres, processing reaction, characterization, Saccharomyces cerevisiae 3697. 

templates, competition, micro Mia les, Xenopus laevis 8815. 

templates, DNA biosynthesis fidelity, RNA-directed DNA polymerase, human 
immunodeficiency virus 1 7915. 

tension relaxation, in vivo, bacteria 4289. 

terminal proteins binding, nucleoproteins, minute virus of mice 7933. 

termini, nucleotide sequence, repeated sequence, fowl pox virus 6585. A 

termini, nucleotide sequence structure requirements, encapsidation, parvovirus 
(human) Lulll 9987, : 

termini repeated sequence, restriction endonuclease mapping, adeno-associated 
virus proviruses, infected cell lines 10236. ; 

31-terminus, nucleotide sequence, restriction endonuclease mapping, evolution, 
aos formation, clinical isolates comparison, human immunodeficiency virus 1 
7303. 

thalassemia, ATA box, mutation, man 10651. 

thymine, tyrosine, hydroxy! radical-induced cross-linkage, structure 1263. 

topography, Spa gene, chromatin domains, man 9532. _ 

topology, curved helix segments, supercoiling, Crithidia fasciculata 3609 

topology, energy structure correlation, plasmids 10740. 

trans-(Pt(NH3)2Clo] adducts, synthesis, characterization, N.M.R. 
2216. 


transcription factor IIIA recognition fragments, B-form, solution 3121. 

transcription factors, HiNF-B protein, histone H1 genes promoters, mosaics 
factors, man 10963. ee 

transcription factors, nuclear factor 1, «2(I) collagen, binding sites, NIH 
3T3 cells, mice 9953. es 

transcription, promoters, nucleotide sequence, prokaryotes homology, Escherichia 
coli 7647. 

transfection, electroporation, comparison osmotic shock, Escherichia coli 5737. 

transfection, plasmids, expression vectors, Mammalia 1669. 

transfection, ora shaped electric impulsions, electroporation, cell lines, 
man, methodology 3219. : ; 

transfer, cloning vectors, phages transfection, plasmids transformation, 
protoplasts, Mycobacterium 10879. / ‘ 

transter, Cyanophyta, conjugation, Escherichia coli 4709. 

transfer, membranes isolation, gonorrhea, Neisseria gonorrhoeae 10151. 

transfer, transformation, Cyanophyta 4720. 

transfer, transformation, Synechocystis 4721. 

transformation, electrostimulation, Escherichia coli 9747. _ - 

transformation, hybridization analysis, APHII gene, neomycin, antibiotic 
resistance, Achlya ambisexualis 1679. 


111 


Subject Index 


I SRCN SSR a ee eee 


DNA, (continued) DNA biosynthesis, (continued) ; : 
transformation, Methanobacterium thermoautotrophicum 1681. DNA content, gametocytes, Plasmodium falciparum 594. _ ‘ 
transformation methodology, use wheat bran, Escherichia coli 2779. DNA levels, cores, interferon inhibition, transfection, hepatitis B virus 9562. 
transformation, protoplasts, uracil requirements, aflatoxins biosynthesis, DNA nucleotide sequence, proteinase mutants, cloning, poliovirus 4590. 

Aspergillus flavus 4801. DNA replication, kinetopiasts, nucleotide sequence, Protozoa, reviews 5551. 
transformation, spheroplasts formation methodology, Gluconobacter oxydans, DNA-binding protein, replication forks, phage T7, Escherichia coli 1543. 

Acetobacter melanogenus, Erwinia herbicola, Brevibacterium ketosoreductum 10846. DNA-binding protein, replication origin, purification, characterization, SV40 
transformation, spheroplasts, plasmids, phages, Halobacterium volcanii, 10967. er, 3 

Halobacterium salinarium 9746. DNA-directed DNA polymerase a, characterization, thymus, cattle 4864. 
transitions, intercalation, dynamics 2592. DNA-directed DNA polymerase activity, thymus, cattle 4878. ‘ ; 
translocations, chromosomes rearrangement, Saccharomyces cerevisiae 5938. DNA-directed DNA polymerase III, proliferating cell nuclear antigen, interaction, 
transposition, MAT gene, mating types conversion, Saccharomyces cerevisiae, various sources 5907. a. ea . ; 

reviews 7038. DNA-directed DNA polymerase, inhibition, antiviral activity, guanosine analogs, 
transposition, phage Mu 5758. herpes simplex virus 1, herpes simplex virus 2 960. Pie 
transposon jockey nucleotide sequence, LINES, proteins homology, Drosophila DNA-directed DNA polymerase pol gene, deletion mutation effects on, in vitro, 

melanogaster 9474. herpes simplex virus 1 958. ; 
transposons, transposition, books 7999. DNA-directed DNA polymerase, reviews 3918. _ 
tridecamers, inserted adenosine, energy minimization, molecular dynamics, kinked | DNA-directed DNA polymerase role, mitochondria, man 1867. _ 

models 10736. DNA-directed RNA. polymerase translocation, lymphocytes B, mice 7891. 
+6,4,4'-trimethylangelicin adducts formation, monoclonal antibodies production DnaA gene, function, transcription, Escherichia coli 9549. 

9217. dnaA gene proteins, purification, characterization 997. ; 
4,5',8-trimethyipsoralen adducts, cross-linkage removal, fibroblasts, man 5237. domains, plasmid R1162 replication, maintenance, Escherichia coli 598. 
4,5',8-trimethylpsoralen, cross-linkage, chromatin structure, transcription, E6 gene gene products enhancement, papilloma virus (bovine) 1 plasmids, egg 

Drosophila 9212. Xenopus laevis 6642. ; : 
triostin A, complex, base pairs, molecular mechanics 2234. effects on transcription, adenovirus (human) major late promoter, SV40 2723. 
triple-stranded H-form, topoiogy, formation 8677. elongation, inhibitors, proliferating cell nuclear antigen, SV40 7608. 
tryptophan intercalation, adenine+thymine sequence 1296. endoplasmic reticulum+DNA-directed DNA polymerase complex, eggs, 
B-tubulin genes, nucleotide sequence, Leishmania mexicana amazonensis 2336. Strongylocentrotus 1872. 
tumors, man, transfection, BK virus genomes absence, tumorigenesis, endothelin stimulation, smooth muscle, vascular system, rats 8681. 

transformation induction, hamsters 9735. enhancers activation, polyoma virus, DNA binding, activator protein 1, 

TVRI-6 fragments, nucleotide sequence, homology, man 8588. DNA-binding protein, mice 1969. ‘ 
U.V. radiation shadowing methodology, nylon membranes 10170. enhancers effects on, SV40 core enhancer, plasmids, COS cells 5604. 
unidirectional deletion methodology generation clones, determination nucleotide epinephrine stimulation, liver, rats 7615. r 

sequence 559. , ‘ gee limes feng ne structure, micrococcal nuclease cleave 
unique lot uence fragments, repeated uence, nucleotide sequence, herpes sarum polycephalum 5 

shapiex ania. 1 6509. : ni oe ee fidelity, avian myeloblastosis virus+Moloney leukemia virus RNA-directed DNA 
unusual structures, biochemical-genetic analyses, cruciforms, reviews 1003. polymerase 7908. f ’ ¢ 
unwinding, bleomycin mediation, copper(|!), plasmids 2634. fidelity, DNA templates, RNA-directed DNA polymerase, human immunodeficier 
unwinding, phage T4 DNA ligase activity, anthracyclines effects on 2914. virus 1 7915. > 
unwinding proteins, plasmin, semen, cattle 4887. fidelity, DNA-directed DNA polymerase |, X-ray crystallography, Escherichia col 
unwinding, RecA protein, torsional stress 7920. 1857. 
unwinding, recombination, RecA protein effects on, bacteria 9916. fidelity, reviews 7044. 
uptake+ activity, gene transfer, electroporation, mammalian cells 7772. fidelity, RNA-directed DNA polymerase, cell-free system, human immunodeficie 
uptake, protoplasts, transformation, efficacy, heat shock stimulation, Podospora virus 962. 

anserina 10843. fidelity, RNA-directed DNA merase, human immunodeficiency virus 1 3916. 
use 1 microgram, genomes gene libraries construction methodology 7240. fidelity, SV40, shuttle vector pZ189, replication systems, mammalian celis 2655 
vaccinia virus, requirements for resolution concatamers, late region expression, c-fos gene gene expression, 3T3 cells, stimulation, cytomegalovirus (murine) 

analysis mutants 6640. early region gene products 124. 
variation, pap gene, homology, gene transfer, Escherichia coli 10147. gene amplification, Epstein-Barr virus, Raji cells, stimulation, superinfection, 
visualization improvements, restriction endonuclease mapping methodology, role Epstein-Barr virus, nasopharynx carcinoma isolates 1544. 

sulfonation 7221. gene amplification, mitochondria DNA levels, mice 6633. . 
water-soluble metalloporphyrins, interaction, Raman spectroscopy 4254. gene amplification, satellite DNA, fibroblasts transformed cells, mice 8686. 

X radiation, LET radiation effects on 9634. gene expression, early region, MRNA, adenovirus (human) 2 7573. 
eo crystallography, conformational analysis, hydration, base pairs mismatch gene expression genetic control, embryos, Caenorhabditis elegans 6631. 
1479. gene products, mitochondria DNA, replication 4564. 
T-DNA, gonadotropins induction, spermatogonia, man 8723. 
genomes junctions, nucleotide sequence, Agrobacterium rhizogenes transformation, growth factors, phorbol 12-myristate 13-acetate diester, effects on cardiac 
Convolvulus arvensis 10269. muscle morphology cells, rats 619. 
ipt gene gene expression, deoxyribonuclease | sensitivity 9751. guanine incorporation, ribonucleoside-diphosphate reductase, cell culture, mice 
|A adenine methylase, 5561, 
NM gene, dpnA gene, nucleotide sequence, Streptococcus pneumoniae 1766. heat shock sigma factor, gene expression, phage T4, Escherichia coli 5571. 
DNA (adenine-N6 yitransferase, hepatitis B virus genomes, integration, transgenic mice 2656. 
lps nucleotide sequence, phage T4 7317. herpes simplex virus, RNA biosynthesis, transcripts, characterization, 
|A amplification, replication, origin 2659. 
polymerase chain reaction, detection Pseudomonas cepacia recombinants, herpes simplex virus 1, A tess UL8 gene, mutants, characterization 4586. 

environmental studies 186. herpes simplex virus 1 UL5 gene nucleotide sequence 8277. 

DNA binding proteins, : (S)-9-(3-hydroxy-2-phosphonylmethoxypropyl)adenine inhibition, African swine 
DNA RNA high-performance liquid chromatography, reviews 1234. ver virus 1572. 

DNA blosynthesis, hydroxyurea inhibition, chromatin assembly, lymphoblastoid cell lines, chickens 
activity, insertion mutagenesis, RNA-directed DNA polymerase, domains structure 1944, 

analysis, human immunodeficiency virus 8933. IncQ plasmid, gram-negative bacteria, reviews 9009. 
activity, RNA-directed DNA polymerase, insertion mutation effects on, human independent replication nuclei, cell-free system, flow cytometry, Xenopus laevis 

immunodeficiency virus 1 r 1534. 
activity, RNA-directed DNA polymerase multiple forms, purification, gel induction, carci Ns, xenograft systems, epithelium, trachea, man, rats 1076 

electrophoresis, human immunodeficiency virus 1 1850. induction, cyclic AMP, phorbol 12-myristate 13-acetate diester, polyoma virus 
activity, RNA-directed DNA polymerase, oo 5'-phosphate binding, lysine 9623, 

residues, substrates binding domains, human immunodeficiency virus 8932. induction, fibroblast growth factor+ insulin, cell proliferation, phorbol 
adenovirus, SV40 replication, cell-free system 4579. 12-myristate 13-acetate diester inhibition, NIH/3TS cells 4617. 


amplification, polymerase chain reaction reaction, DNA-directed DNA polymerase, _inhibition, U.V. irradiation, hydroxyurea, aphidicolin, over-replication, S 
in vitro, temperature changes, in vitro, computer applications, automated methods phase, CHO cells 4612. 


187. : inhibition, acetaminophen, cell lines, hamsters 8720. 
a1-antichymotrypsin effects on, cell permeability, man 1259. inhibition, antibodies reactivity, DNA-directed DNA polymerase domains, herpe 
antigen T dependent, polyoma virus, role transformation, cell lines, rats 6651. simplex virus 1 959, 
antigen T, proteins requirements, SV40 10748. inhibition, azapyrimidine analogs, SV40, cells 8703. 
ant T site-directed mutagenesis, SV40 10114. inhibition, ColE1, chromosomes termination sites, Escherichia coli S556. 
1-B-D-arabinofuranosyl-5-aza-cytosine, DNA-directed DNA polymerase, inhibition, (dT-dC)n+(dG-dA)n tracts 9557. 

sequence-specitic effects, chain elongation, lymphoblasts, man 3690. inhibition, microcin B17, immunity role, Enterobacteriaceae 9351. 
baboon e nous virus, replication, role chromosome 6, integration sites, cell inhibition, N-acetoxy-N-2-acetylaminofluorene, SV40 198. 

lines, man 8702. inhibition, orotic acid, hepatocytes 3694. 
base pairs formation, 5-bromouracil effects on 1302. inhibition, selenite, serine, methionine, epithelium cells, mice 7607. 
base pairs interaction, adeno-associated virus 8693. inhibition, selenoproteins, correlation, epithelium celis, mice 7606. 
benzene metabolites, bone marrow, mice 7604. inhibition, stimulation, U.V. radiation, epidermis, guinea-pigs 7603, 
benzo(a)pyrene diol epoxide treatment, CHO cells 1536, , inhibition, supercoiling sites, nucleotide sequence 1435. 
chromatin assembly, spacing, oocytes extracts, Xeno us laevis 4920. inhibition tests, carcinogens screening, fibroblasts, man, methodology 2220. 
chromosomes replication, dnaK gene, Escherichia coli 1540. inhibition, thymine DNA damage, base pairing 4614. 


chromosomes replication origin, autonomously replicating sequence, Saccharomyces _ inhibition, transforming growth factor-B, growth factors, mitogenicity, 
cerevisiae 6689. : fibroblasts, hamsters 10767. 

cis-thymine A an lesions, DNA-directed DNA polymerase, radiation, functional inhibition, 5-fluorodeoxyuridine, dihydrofolate reductase expression, 
effects 3261. ; methotrexate resistance, cells, mice 4616. 

complex, fidelity, DNA-directed DNA polymerase activity, SV40 replication, HeLa inhibition, 7-methylguanine residues, phage M13 10747. 


cells 1855, ; ‘ inhibitors, caffeine, acetaldehyde, roots, Allium cepa 2950. 
cytochalasin D inhibition, cell cycle, mRNA accumulation, mammalian cells 617. inhibitors effects on histone H4 MRNA levels, Strongylocentrotus purpuratus 8 
he apelebee et oe ba a (ATP hydrolysing), inhibitors, embryo inhibitors ont fibroblasts, liver 5563. 

cells, lung, cell culture, replication 2662. initiation, CDC7 gene characterization, protein kinase, Saccharomyce: i 
dactinomycin inhibition, rubella virus infected Vero cells 30. 6625. vis 7 a 
diadenosine tetraphosphate increase, liver regeneration, rats 3648. initiation, chromosomes, Escherichia coli 4570. 


112 


DNA biosynthesis, (continued) 
__ initiation control, cde gene, Schizosaccharomyces pombe 4622. 
__ initiation, DNA-binding protein recognition, adenovirus, papovavirus, infected 
animal cells, reviews 7001. 
| initiation, dnaA gene alleles, Escherichia coli 1541. 
| initiation, Escherichia coli replication proteins, phage \ 9589. 
initiation, lysates systems, chloroplasts, Petunia hybrida 597. 
d pits phage \ replication, templates supercooling, Escherichia coli 


initiation, primers analysis, phage ©29, Escherichia coli, reviews 9577. 
initiation, replication origin, enzymology, reviews 4006. 
initiation, replication origin unwinding activity regulation initiation, cell 
cycle 1532. 
initiation repression, DNA-binding protein, membrane proteins, Bacillus subtilis 


y-interferon inhibition, adenovirus (human) 5 infected cells 10753. 

intermediates, chromatin, progression, cells, man 4573. 

inverted repeat effects on plasmids stability, Bacillus subtilis 5572. 

kinetics, RNA-directed DNA polymerase, poly(rC) inhibition, human 
immunodeficiency virus 4868. 


ocpess. minicircle H strand, Okazaki fragments loci, Trypanosoma equiperdum 


measurements, kerati les, mice, methodology 3705. 

mechanisms, papilloma virus (bovine) 1 8700. 

Mediation replication forks in vitro, specificity timing assembly replication 
in vivo, nucleus 1539. 


mismatched double-stranded RNA inhibition, proviruses, human immunodeficiency 


virus 1 7571. 
mispairs formation, tautomeric forms, Klenow fragment DNA-directed DNA 
| . Escherichia coli 10746. 
mit Nndria, inhibition, 3'-azido-3'-deoxythymidine, dideoxynucleosides, human 
immu i virus antiviral agents 9622. 
Modulation, antimetabolites, HeLa cells 6028. 
mutagenesis, books 2000. 
MutT gene, mutation, Escherichia coli 596. 
Nafenopin stimulation, hepatocytes, monkeys 8688. 
nucleotide sequence, mispairing, phage 4 M13mp9 3647. 
Okazaki fragments loss, chromosomes, SV40 9563. 
' oligodeo nucleotides priming, base pairs 10867. 
|) origin, binding, DNA-binding protein, man 4962. 
i ee eating protein binding, UL9 gene coding, herpes simplex virus 1 
origin, onC region, Escherichia coli 600. 
Origin, sag structure role, phage G4, Escherichia coli 4593. 
|| Papilioma virus (human) 16 E7 gene expression, rats 6647. 
‘R Papillomavirus (bovine), growth inhibition, cell lines 8696. 
pathways, pcbA1 gene, DNA-directed DNA polymerase |, Escherichia coli 9551. 
Periodicity, cell-free system, oocytes, Xenopus laevis 1533. 
phage \ genomes replication origins, Escherichia coli 6636. 
phage 17, replication analysis 1542. 
phage ©X174, gene A proteins mutation, replication origin 4577. 
X174, gene A proteins mutation, replication 4578. 
phage ©X174 replication origins, gene A proteins, genes 3654. 
phage ©X174 replication pathways, Escherichia coli 3656. 
- phage ©X174 replication, site-directed mutagenesis, Escherichia coli 9578. 
a3, mutants, DNA nucleotide sequence, analysis, Escherichia coli 8690. 
plasmid pT181 replication, atria aureus 9550. 
plasmid pUB110 replication, 3642. : 
;}) Platelet-activating factor a ion, bone marrow, guinea-pigs 4575. 
Platelet-derived growth factor binding, suramin, osteosarcoma cells, man 7601. 
polyoma virus, antigen T, mutation, characterization, nucleotide sequence 4585. 
| polyoma virus, nitropyrenes induction, transformed cells, fibroblasts, rats 603. 
alageeeld epidermal growth factor, c-myc gene electroporation, hepatocytes, 
Tats ® 
Preprimosomes, DNA helicase, replication forks, Escherichia coli 595. ‘ 
primers function, oligodeoxynucleotide phosphorothioates, reaction mechanisms, 
human immunodeficiency virus, RNA-directed DNA polymerase 7901. 
Primosome protein n' characterization, Escherichia coli 1874. 
4 proliferation, cyclic AMP, phorbol 12-myristate 13-acetate diester, 
adrenocorticotrophic hormone, cells, rabbits 2690. , 
| prootreading, DNA-directed DNA polymerase enhancement, chick embryos 1858. 
sh protein p3 N-terminus mutants initiation, terminal protein, phage ©29 7580. 
J Protein p53 replication origin, cloning, DNA binding sites, man 6951. 
«gf Proteins priming, DNA-directed DNA merase, phage ©29 10751. 
proteins requirements, identification, SV40, HeLa cells 9603. 
a protoplasts, osmotic shock, permeability, Bromus intermus 5562. : 
fadioactive labelling, thymidine incorporation, marine environment, bacteria 
; 5559 


recovery, ribonuclease H production, U.V. radiation damage, Escherichia coli 
9870. 


fegulation, adeno-associated virus 9597. 
\.4 fegulation, embryos cleavage, Hemicentrotus pulcherrimus 142. 
‘fepair, inhibitors, chromosomes damage, X-rays, roots, Vicia faba 2697. 
) replication, analysis, use cDNA, cloning, hepatitis A virus 7583. 
€ ion forks, 4 proteins, helicase, primase, phage T7 10755. 
 feplication forks, inhibition sites, Escherichia coli 9556. 
feplication forks, ribosomes DNA, origin loci, replicons, Saccharomyces 
“cerevisiae 5552. : 
feplication, her simplex virus 1, promyeloid leukemia cell lines, man 10756. 
| replication, incP plasmid, gram-negative bacteria, reviews 9007. 
re ion, IncQ plasmid, plasmid RSF1010, role DNA-binding protein, 
Purification, gram-negative bacteria, reviews 9010. , 
| replication initiation complex, formation, topology shift assay, antigenT, SV40 
8706. 
\ | replication intermediates, Bacillus subtilis 9554. 
Teplication mechanisms, reviews, prokaryotes 4563. ; 
Teplication models, DNA nucleotidylexotransferase activity, telomeres, Oxytricha 
» nova 7911. 


8") xeroderma pigmentosum, man 750. 
i ication, SV40, polyoma virus origin, cell-free system 4580. 
teplicons initiation, cross-linkage, kinetics, sphase, CHO cells 1538. 
‘eviews 1007. 


Blochemistry Abstracts 2 vol. 19 


DNA biosynthesis, (continued) 
R6K plasmid, copy number control, protein m role, nucleotide sequence, 
bacteria 7569. 
RNA-directed DNA polymerase activity, retrovirus, virus-like particles, cell 
culture, Drosophila melanogaster 8931. 

SSF Spa DNA polymerase fidelity, accuracy, human immunodeficiency virus 1 
RNA-directed DNA polymerase, kinetics, Michaelis-Menten paramaters, nucleosides 
inhibition, human immunodeficiency virus, simian immunodeficiency virus 3913. 

RNA-directed DNA polymerase, Moloney leukemia virus pal gene, cloning, gene 
expression, cell lines, man 7852. 
pi polymerase, templates binding, switching, human immunodeficiency 
virus . 
role cyclin, proliferating cell nuclear antigen, oocytes, Xenopus laevis 5605. 
role isotypes switching, immunoglobulins heavy chains genes switch region 
mutations, lymphocytes B, mice 7436. 
selenite inhibition, sulfhydryl groups role, HeLa cells 5560. 
sex hormones stimulation, bone, rats 9625. 
single-strand initiation signals, seers RSF 1010, oriV 
single-stranded, DNA-directed DN, 
8, circovirus (porcine) 9606. 
single-stranded, panhandle structure, adenovirus 10750, 
stimulation, cyclic CMP, mammary gland, cattle 3691. 
stimulation, propionate, butyrate, primary culture, hepatocytes, rats 2689. 
H strands replication, mitochondria, oocytes, Xenopus laevis 3649. 
SV40, U.V. radiation inhibition, U.V. radiation pretreatment effects on, cell 
lines, monkeys 614. 
SV40, chromosomes, replication, sere 2661, 
SV40, (dG-dA):(dT-dC) containing DNA 5589. 
S$V40, initiation, replication origin 8708. 
$V40 large T antigen structure, function 4581. 
S$V40, replication factors RE-C purification 7575. 
SV40, replication, models, reviews 2665. 
synthetic DNA, (E)-5-(2-bromoviny|)-2'-deoxyuridine 5'-triphosphate analogs 
incorporation, DNA-directed DNA polymerase, Escherichia coli 12. 
templates microinjection, embryos, Xenopus laevis 1537, 
termination factors, tus gene, loci, nucleotide sequence, Escherichia coli 6956. 
termination requirements cell division, Escherichia coli 7570. 
thymidine uptake, nafenopin, clofibrate, effects on, liver, kidney, rats 3692. 
thyroid adenoma, case reports, man 7616. 
transcriptional stimulation initiation replication, DNA-directed RNA polymerase, 
oriC origins replication, Escherichia coli 1535. 
tumor necrosis factor stimulation, liver, rats 8683. 
tumor necrosis factor-a, y-interteron inhibition, osteosarcoma cell 
lines, rats 8724. 
U.V. radiation inhibition, DNA ie pore intermediates conversion, replication 
forks blocking, single-stranded DNA gaps, SV40 1560. 
unscheduled, DNA repair, U.V. irradiation defects, keratinocytes, xeroderma 
pigmentosum 2681. 
unscheduled, sensitivity DNA repair assa’ 
vasoactive intestinal peptide stimulation, fibroblasts cell lines, mice 1576. 
wings development, Drosophila 7568. 
ONA (cytosine-5-)-methyltransferase, 
activity, cytosine sites, man 1895. 
gonadotropic hormones, regeneration, testes, rats 2915. 
methylation, purification, properties, Triticum aestivum 1898. 
structure, purification, cells, mice 3946. 
DONA diesterase, 
purification, characterization, DNA repair enzymes, deoxyribose, Saccharomyces 
cerevisiae 2667. 
substrate specificity, kinetics, DNA repair, enzymes 2851. 
DNA glycosylase, 
activity, anemia, gastritis, measurements, man 3943. 
activity, prevalence, differentiated function, varied sources 2907. 
activity, 5-hydroxymethyicytosine, distribution, mammaliancells tissues 2920. 
activity, 5-hydroxymethyluracil, prevalence, various spaces 4903. 
DNA repair, uracil, sister chromatid exchange, cells, higher plants 2912. 
fluorometric Been? quantitative 2917. 
DNA glycosylase Ii, Ae 
haloethyInitrosourea-treated DNA, 7-alkylguanine release, Escherichia coli 2922. 
DNA helicase, 
activity, antigen T, binding replication origin, DNA, SV40 6962. 
activity, DNA dependent, FM3A cells, mice 1886. : 
DNA-dependent adenosinetriphosphatase B, activity, cells, mice 1879. ey’ ' 
helD gene, nucleotide sequence, amino acid sequence predictions, Escherichia coli 
8389. 
herpes simplex virus 1, immunochemistry analysis polypeptides subunits, UL5 gene, 
Vero cells 9922. 
preprimosomes, replication forks, Escherichia coli 595. 
purification, characterization 9917. 
DNA invertase, aa ; 
Gin protein mutants, characterization, effects on recombination, Escherichia coli 


DNA ligase, 
activity, y-ray sensitive mutants CHO cells 2909. 
activity, blood cells, Bloom's syndrome, man 10944. 
activity, DNA repair, -y radiation sensitivity, hamsters 1548. 
activity, phage T4, DNA unwinding, anthracyclines effects on 2914. 
activity, substrate specificity, embryos, Drosophila melanogaster 9928. 
bleomycin induction DNA repair, CDC9 gene, Saccharomyces cerevisiae 7594. 
deoxyribonuclease Bill, apurinic and apyrimidinic sites excision, Escherichia 
coli 4843. . : 
mediation genes detection, pas mapping methodology, hybridization analysis 2204. 
mismatch, protruding-end blunt-end joining, erythrocytes, chickens, phage T4 
3941. 
multiple roles, replication forks, man, Escherichia coli 4901. 
repair, replication, embryos, Secale cereale 2916. 
role DNA repair, chromosomes, Escherichia coli 7588. 
structure-function relationships, liver, rats 1894. 


ion 9545, 
A polymerase a, DNA-directed DNA polymerase 


‘S, hepatocytes, rats 2671. 


DNA ligase |, 


detective, analysis, Bloom's syndrome, cells 2911. 
structural alteration, Bloom's syndrome, cell lines, man 1893. 


DNA methyltransferase, 


activity, acrolein, inhibition, liver, urinary bladder, rats 10943. 
activity, double-stranded DNA concentration, Micrococcus luteus 1899. 
activity, indole-3-carbinol, sinigrin, effects on, rats 8217. 


113 


Subject Index 


DNA methyitransferase, (continued) 
activity, Streptomyces antibioticus 4899. 
activity, targets recognition 1902. , . 
1-8-D-arabinofuranosyicytosine containing DNA, methylation, cells, mice 4613. 
DNA repair, Escherichia coli 5591. ; 
echinomycin, effects on methylation, cells, mice 4906. 


nes, cDNA nucleotide sequence, amino acid sequence predictions, mice 4363. 


localization, chromatin, placenta, man 7929. ; : 

methylation maintenance activity, purification, cell lines, mice 3949. 

nuclear, Pisum sativum 3942. ‘ 

06-methyiguanine, induction, X radiation, nitrogen inhibition, CH3 1071/2 cells 
3945. 

O6-methylguanine, methylating agents, resistance, clones, isolation, CHO cells 
3947, 


06-methylguanine, reactivity, polyvalent metal ions 3944. 
purification, activity, substrates, Bacillus stearothermophilus 5925. 
inition sites, hylococcus aureus genomes cleavage 4429. _ 
tole DNA restriction digestion control, restriction endonuclease mapping 
methodology 10164. 
DNA methyltransferase BsuE, 
purification, characterization, Bacillus subtilis 1891. 
purification, characterization, Bacillus subtilis 1891. 
DONA methyltransferase EcoRV, 
cloning, purification, characterization, Escherichia coli 2918. 
DNA methyitransferase M-FokiA, ; 
use ype ll site-specific deoxyribonuclease localization methylation bases DNA 
1236. 


DNA nucleotidylexotransferase, d 
8-azido-2’-deoxyadenosine 5'-triphospate photoaffinity labelling, active sites 
9883. 


8-azido-2’-deoxyadenosine 5’-triphosphate photoaffinity labelling, binding sites 
identification 9884. 

biochemistry, cross-linking reactions 1859. 

DNA fluorescent labelling methodology 10167. 


DNA-directed DNA polymerase 8, somatic mutagenesis, base substitutions 4876. 


double-stranded DNA, binding, initiators, polymerization 3895. 

gene expression, baculovirus ODI NCOs man 2908. 

genes, cDNA nucleotide sequence, D 

genes, regulation transcription, role initiator motif, mice 10782. 

replication models, DNA biosynthesis, telomeres, Oxytricha nova 7911. 
DNA ase, 

chromophores, DNA repair, Escherichia coli 1889. 

pterin derivatives identification, Escherichia coli 1890. 
DNA primase, 

activity, bran A ad dl stomach cells, man 2895. 

activity, DI 

activity, stimulation, proteins factors, man 2893. 

activity, subunits interactions, Drosophila melanogaster 6922. 

activity, thymus, cattle 1861. 

cell ident expression, fibroblasts, mice 2897. 

DNA biosynthesis, nuclear matrix, regenerating liver, rats 1852. 

DNA replication, site recognition, eukaryotes, reviews 1006. 

DNA-directed DNA polymerase a, complex, structure, thymus, cattle 4881. 

+ 8 Oia ip) 

i : 


Cy enieiey DNA polymerase, complex, genes, proteins, Saccharomyces cerevisiae 


DNA-directed DNA polymerase complex, high fidelity, isolation, varied sources 


+DNA-directed DNA polymerase complex, identification, nuclei matrix, liver, rats 


DNA-directed DNA polymerase complex, mitochondria, Saccharomyces cerevisiae 9888. 


DNA-directed DNA po! rase, exonuclease activity, Drosophila melanogaster 1869. 
DNA-directed DNA polymerase, exonuclease proofreading specificity, Drosophila 
melanogaster 4867 


DNA-directed DNA polymerase |, properties, cells, Oryza sativum 2884. 
DNA-directed DNA polymerase, structure-function relationships, mechanism, 
eukaryotes 1004. 


inhibition, Evans blue, aurintricarboxylic acid, varied sources 3919. 


isolation, DNA-directed DNA polymerase complex, immunoaffinity chromatography, 


Saccharomyces cerevisiae 8927. 


nucleotide sequence, eggs PRIi gene, Saccharomyces cerevisiae 9316. 


purification, lymphoblasts, man 4872. 
ribonucleoside triphosphate binding sites, affinity labelling, Saccharomyces 
cerevisiae 8924. 
separation DNA-directed DNA pores activity, subunits interactions, 
rosophila melanogaster 6923. 
subunits p49 cDNA nucleotide sequence, mice 6398. 
DNA repair, 
ada gene Ada protein, SOS repair inhibition, Escherichia coli 1549. 
ada gene protein activation, methylating agents, Escherichia coli 9616. 
adipocytes differentiation, mice 9. 
age-dependence, y-irradiation, Alzheimer's disease, lymphocytes, man 2678. 
a1-antitrypsin genes, mutation inheritance, man 6661. 
apurinic/apyrimidinic sites, formation, detection, methoxyamine, reviews 2005. 
apurinic/apyrimidinic sites, germination, Zea mays 2677. 
base pairs mismatch, transversion, transition, flanking region nucleotide 
sequence effects on, phage \ 3666. 
bisnucleosides polyphosphates, hepatocytes 2684. 
bleomycin induction, DNA ligase, CDC9 gene, Saccharom 
5-bromouracil containing DNA, site-directed mutagenesis = 
calmodulin antagonists, bleomycin treatment, tumor cells, man 2682. 
chromosomes, role DNA ligase, Escherichia coli 7588. 
chronic iron overload, lymp les, man, rats 2683. 
cisplatin resistance, tumor cells, man 9611. 
[2,5-14C]N-nitrosopyrrolidine, adducts formation, Salmonella 7270. 
damage, ascorbate copper induction, Escherichia coli 3291. 


damage, methyimethanesulfonate induction, xeroderma pigmentosum, cells, man 7599. 


damage, N-mi }-N'-nitro-N-nitrosoguanidine, alkaline elution, Alzheimer's 
disease, fibroblasts, man 3281. 


dem gene, cytosine methylase, EcoRi!! methylase plasmids, Escherichia coli 9613. 


defective, homocystinuria, lymphocytes, fibroblasts, man 4605. 
defects, Cockayne syndrome, U.V. radiation, fibroblasts, man 6664. 
deficiencies, complementation studies, CHO cells 4608. 

deficiency, filter elution, lymphoma, mice 1555. 


deficiency, lymphocytes, virus-like particles expression, immunodeficiency, mice 


|A-directed DNA polymerase subunits, Halobacterium salinarium 2882. 


ces cerevisiae 7594, 


DNA repair, (continued) 
6660. 


deficiency, 3-aminobenzamide, cytotoxicity, methylation, anti-neoplasia, tumor 
cells, man 3678. ¥ 

deoxynucleoside triphosphate pool sizes, fibroblasts, man 2672. 

deoxynucleoside triphosphates poo! size, fluctuations, fibroblasts, man 4599. 

deoxyribodipyrimidine endonucleosidase, phage T4, role exodeoxyribonucleas 
\ll+deoxyribonuclease IV (Phage T4-induced), Escherichia coli 8183. 

deoxyribonuclease (apurinic or apyrimidinic), antibodies cross-reactivity gene 
products AP3 gene, AP3 gene cDNA nucleotide sequence, Drosophila melanog 
10583. 

deoxyribonuclease, bleomycin damage, cells, mice 7876. ; 

deoxyribonuclease sensitivity, localized genomic repair, xeroderma pigmentosi 
fibroblasts, man 2669. ; : 

deoxyribonuclease V, site-directed mutagenesis, denV gene, lysine-130, phag 
cloning vectors, Escherichia coli 7776. ’ 

deoxyribonucleotides pools, hydroxyurea effects on, mammalian cells 1554. 

3'-deoxyribose fragments, Escherichia coli 6662. a 

DNA biosynthesis, inhibitors, chromosomes damage, X-rays, roots, Vicia faba ‘ 

DNA containing pyrimidines dimers, U.V. radiation 8719. 

DNA damage, radiation induction, tumor cells, man 7600. , ey 

DNA damage, RSU-1069, 2-nitroimidazoleaziridine, transformation Escherichie 
10762. 

DNA diesterase, substrate specificity, kinetics, Saccharomyces cerevisiae 285 

DNA homology, divergence chromosomes, sensitization, damage, Saccharom 
cerevisiae 8714. 

DNA ligase activity, y radiation sensitivity, hamsters 1548. 

DNA methyitransferase, Escherichia coli 5591. 

DNA nicking, lymphocytes T, man 7595. 

DNA photolyase chromophores, Escherichia coli 1889. 

DNA strands breaks localization, nicking 3669. 

DNA-directed DNA polymerase, benzo(a)pyrene, mechanisms, CHO cells 460 

DNA-directed DNA polymerase, dnaE gene, polC gene mutants, U.V. radiatior 
mutagenesis, Escherichia coli 609. 

DNA-directed DNA polymerase, fibroblasts, man 1556. 

double-strand breaks, a-particles, RBE value, Ehrlich ascites tumor cells 
3674, 


|A-directed DNA polymerase homology, man 10445. drugs effects on supercoiling, plasmids DNA, Bacillus subtilis 1557. 


effects on transitions frequency, O6-methylguanine, O6-n-butylguanine, phage 
©X174 7597. 

elimination reactions, mammalian cells 2687. 

endonuclease, analysis, plasmacytoma, mice 1819. 

enhancement, cisplatin resistance, L1210 cells, mice 3667. 

enzymatic ert Drosophila melanogaster 6658. 

enzymes, DNA diesterase, purification, characterization, deoxyribose, 
Saccharomyces cerevisiae 2667. 

enzymes, pyrimidine dimers, U.V. irradiation, chromatin, Drosophila 6943. 

epistasis, simultaneous replication, phage T4, Escherichia coli 1546. 

ERCC-1 gene, transfection, Na‘ /K "transporting ATPase, repair deficiency 
CHO cells 4601. 

Escherichia coli 3660. 

N-ethyl-N-nitrosourea, adducts, tissue culture, man 4595. 

evolution, transformation, role, induction repair, Bacillus subtilis 8713. 


polymerase complex, DNA biosynthesis, Saccharomyces cerevisiae excision defects, mutants, Drosophila hel gos complementation, der 


deoxyribonuclease (pyrimidine dimer), phage 14 8712. 
excision deficient mutant, Micrococcus luteus, nucleotide sequence, Escherict 
coli uvrB gene homology 6260. 
excision enzymes, cisplatin, mutation, Escherichia coli 9864. 
excision, exodeoxyribonuclease Ill, 3-methyladenine DNA glycosylase |}, 
deoxyribodipyrimidine endonucleosidase, effects on, U.V. radiation, methyl 
methanesulfonate, phage A, phage T4, Escherichia coli 5593. 
fragments, G.T. mismatches, binding proteins, man 3680. 
gene conversion, double-stranded DNA, plasmids, Escherichia coli 605. 
gene conversion, recF gene, Escherichia coli 9620. 
genes derepression, Escherichia coli, reviews 1558. 
genes, pyrimidine dimers, genomic sequences, CHO cells 3685. 
genes, transcription, chromatin structure, mammalian cells 10764. 
=— alkylation, nucleotide sequence specificity 4251. 
eat, effects on, U.V. radiation, Dictyostelium discoideum 7584. 
homologous flanking region recombination, Saccharomyces cerevisiae 7585. 
hydrogen peroxide effects on, DNA-directed DNA polymerase |, DNA-directed 
lymerase Ill, exodeoxyribonuclease Ill role, Escherichia coli 9617. 
induction, Escherichia coli recA gene RecA protein, Bacillus subtilis 612. 
induction, glutathione conjugation, 1,2-dibromoethane, hepatocytes, 
spermatocytes, rats 3683. 
induction, 2-nitrofluorene, mutagens metabolites excretion, correlation, rats 


inhibition, U.V. radiation damage, fibroblasts, man 2668. 

inhibition, genes, plasmids 7586. 

ionizing radiation effects on, gene transfer, CHO cells 5223. 

mammalian cells 8716. 

mechanism, sulfhydryl groups, AP sites 4609. 

mechanisms, brain, rats 5599. 

metallothionein gene families, man 3663. 

methylation effects on, U.V. radiation, CHO cells 8245. 

mismatch, mechanisms, Escherichia coli 3665. 

mismatch, transformation, site-directed mutagenesis analysis, Streptococcus 
pneumoniae 4238. 

misonidazole, DNA damage, Escherichia coli 10763. 

mutHLS gene, dam gene methylation, Escherichia coli 7591. 

mutL gene, mutS gene, dem gene, 5-methyicytosine sites, Escherichia coli 1 

mutS gene, DNA mismatching, Escherichia coli 7590. 

mutY gene, transversion, Escherichia coli 610. 

novobiocin effects on, U.V. radiation induction DNA lesions, oocytes, Xenop' 
laevis 607. 

nucleosomes migration, computer applications, man 10765. 

nucleotides excision, psoralen adducts substrates, Escherichia coli 2666. 
O®-alkylguanine, O*-alkyithymine, Escherichia coli 7596. 

oligonucleotides duplex, cis-syn thymine dimer, conformation, N.M.R. 3058. 

O6-methylguanine, induction, phenobarbital, hepatocytes, rats 4600. 


oxygen effects on mutation, lacZ gene, ph M13, nucleotide uence, 
scherichia coli 10760. ee 3 

oxygen effects on mutation, lacZ gene, phage M13, nucleotide sequence, 
scherichia coli 10760. 

phage M13 mp18 heteroduplex, mismatching base pairs 5594. 

phage T4 denV gene transfection, D cells, man 9610. 


DNA repair, (continued) 

] mpage formation, haloethyinitrosoureas, extracts, Escherichia coli 

' plasmids, plasmid CAM-OCT, effects on U.V. radiation response, Pseudomonas 9618. 

_ post-replication, point mutation, cat gene, Escherichia coli 3662. 

| probes, cisplatin, DNA cross-linkage, Xeroderma pigmentosum, plasmids 1553. 

» proofreading, DNA-directed DNA polymerase activity, Escherichia coli 964. 

» protein crosslinkage, cell cycle associated, mammalian cells cells 2676. 

Sher alkylation, mitochondria, nuclei, hepatocytes, rats 3672. 

1D18 gene, nucleotide sequence, Saccharomyces cerevisiae 8500, 

RAD4 gene, nucleotide sequence, Saccharomyces cerevisiae 8501. 

RAD1 gene, role recombination, Saccharomyces cerevisiae 9612. 

fates, damage, U.V. radiation, cells, man 3668. 

, feactions, duplex PM2 substrates, deoxyribonuclease |i, DNA-directed DNA 
polymerase, ionic strength 2686. 

recA gene RecA protein, DNA binding, mutagenesis, Escherichia coli 608. 

recombination, phage T4 genes, Saccharomyces cerevisiae gene RAD52 gene 
expression, nucleotide sequence 1551. 

fegions, double-stranded breaks, detection gene conversion, Saccharomyces 
Cerevisiae 3815. 

regulation, xeroderma pigmentosum, transformed cells 3687. 

aac DNA ligase, embryos, Secale cereale 2916. 

deoxyribonuclease (pyrimidine dimer) promotion DNA oligomers formation, U.V. 

tadiation induction, phage T4 942. 

ee ccnced DNA polymerase, U.V. radiation mutagenesis, phage T4, bacteria 


) role recD gene recA gene, recombination, Escherichia coli 7598. 
/ tuv ppsion Structure, cloning, gene regulation, Escherichia coli 7644. 
ces cerevisiae, redoxy: nuclease, comparison, deoxyribonuciease 
' — (pyrimidine dimer), Escherichia coli 945. 
Nin permeabilization, reparative strand incisions, fibroblasts, man 4606. 
tepair, DNA-binding protein levels, Escherichia coli 9568. 
SOS repair, lexA gene, recA gene, Escherichia coli, reviews 3003. 
SOS repair, uvrD gene mutants induction, Escherichia coli 7592. 
Bede DNA-binding protein overproduction, photoreactivation, Escherichia coli 


stimulation | NAD* ADP-ribosyitransferase, 3-aminobenzamide, lymphoid cells, 

man ; 

ane breaks, deoxyadenosine+deoxycoformycin, effects on, lymphoid cells, man 

7. 

strand breaks, radioresistance, tumor cells, man 4604. 

Stylonychia lemnae 1547. 

| Suppressor mutations, ethyl methanesulfonate, Escherichia coli B/r 2673. 

synthesis, benzy! adenine, ination, embryos, Zea mays 2679. 

synthesis, Ai sae 9 iA polymerase §, late times, U.V. irradiation, 

: , man 1 ! 

systems, chloroplasts, nuclear, Chlamydomonas reinhardtii 7589. 

thymidine bromohydrin, radicals, mechanisms 2674. 

| thymidine incorporation, nick translation, DNA replication, germination, Zea mays 
606. 


) thymine glycol lesions, nucleotide sequence, templates length, 
exodeoxyri lease | 9619. 
ine , urea residues, genetic analysis, Escherichia coli 5590. 

U.V. irradiation, intranuclear localization, VA13 cells, man 2675. 
} UV. irradiation, pollen, Petunia, reviews 4008. 
U.V. radiation, cDNA clones, transcripts, hybridization subtraction, mammalian 

cells 2685. 
U.V. radiation damage, mammalian cells 3686. 
| U.V. radiation, effects on survival rate, cholera, phage e5 infection, Vibrio 
' cholerae 4596. 
U.V. radiation mutation, strands specificity, hprt mutants, mammalian cells 8711. 
U.V. radiation, pBB29 plasmid, mutants, Escherichia coli 7587. 
U.V. radiation, 5-bromo-2'-deoxyuridine, kinetics, flow cytometry, fibroblasts, 

man 4602. 
unscheduled, U.V.-induced, defects, xeroderma pigmentosum, keratinocytes 4598. 
unscheduled DNA biosynthesis, U.V. irradiation, defects, xeroderma pigmentosum, 

Ni 


hechod led DNA biosynthesis tivity, hepatocyt ts 2671 
ju i , assays, sensitivity, hepa’ es, rai e 
uracil DNA glycosylase, sister chromatid exchange, cells, higher plants 2912. 
UvrB gene proteins, H” -transporting ATP synthase activity, Escherichia coli 
5597. 
Se rorerproduction, Escherichia coli 3657 
A, ove , Eschenchia i] 7 
' y, recombination deficient mutant, Escherichia coli 5581. 
topoisomerase, 
, y fadiation effects on, cortex, rats 6927. ; 
earn inhibition, resistant mutant, gene 39, phage T4, infected 
sonia ara lymphoblasts 3935. 
ivity, ataxia-telangiectasia, lymp! > 
an, ATP inhibition, mammalian cells 3933. 
|) activity, chromatin assembly, cell-free system, Xenopus 5923. 


‘activity, monoclonal re —— —. 

‘activity, phosphorylation, Xenopus laevis ff 

activity, resolvase, mutation, recombination 5922. a8 

acid sequence, rats, comparison Saccharomyces cerevisiae, 

. Schizosaccharamyces pombe 4894. / . 

antibodies, microinjection nuclei salivary gland cells, induction blockage 
transcription elongation, Chironomus tentans 140. F ; 

(ATP-hydrolyzing) enzymatic activity, nitrogen mustard resistance, cell lines, 
man 1882 


pombe 5919. 

dleavage, camptothecin, effects, man 3936. ‘ : f 

sleavage sites, identification, mapping, rRNA genes, Dictyostelium discoideum 
7921. 


age, tyrosine aminotransferase genes, camptothecin induction, rats 965. 
, nuclease sensitivity chromatin, rRNA genes, Dictyostelium 5785. : 
somparison, characterization, Thermoplasma acidophilum, Sulfolobus acidocaldarius 
9903 


eficient mutant, transcription effects on DNA supercoiling, Saccharomyces 
cerevisiae 7563. 

NA, cell cycle, prevention, nondisjunction, chromosomes breakage, Saccharomyces 
cerevisiae 5895. : 

-DNA complex, calcium ions effects on, Drosophila melanogaster 1875. 


in cytotoxicity, mutants, Saccharomyces cerevisiae, Schizosaccharomyces 


Biochemistry Abstracts 2 vol. 19 


DNA topoisomerase, (continued) 
ae spo pees enzymes purification, characterization, Escherichia coli 
DNA interaction, camptothecin, SV40 9921. 
ONA relaxation, repeated sequence 1507. 
DNA supercoiling, in vitro, Desulfurococcus amylolyticus 7924, 
DNA topoisomerase (ATP-hydrolysing), DNA supercoiling, oxygan, potassium effects 
on, bacteroids, Bradyrhizobium 10940. 
genes, promoters, transcription, DNA supercoiling, Escherichia coli 9149. 
genes, vaccinia virus, cloning, Escherichia coli gene expression 3934. 
inhibition, camptothecin, DNA breaks, replication forks, cells, kidney 2905. 
inhibitors, resistance, 
4'-dimethylepipodophyllotoxin-4-(4,6-O-ethylidine-8-D-glucopyranoside, VP-16, 
adriamycin, vinblastine, arabinocytidine, BHK cells 7923. 
inhibitors, reviews 2901. 
interaction sites, mapping, rRNA genes, chromatin, Xenopus laevis 4885. 
isolation, characterization, ATP, magnesium role, kinetoplasts, Leishmania 
_ donovani 8939. 
kinetics, oligodeoxyribonucleotides cleavage, Escherichia coli 9914. 
mediation, DNA cleavage, cell cycle, HeLa cells 1881. 
mutants, DNA supercoiling, Escherichia coli, Saccharomyces cerevisiae 6619. 
purification, characterization, acute lymphatic leukemia, man 1880. 
purification, characterization, chloroplasts, Pisum sativum 1877. 
reactions, supercoiling topology, eukaryotes 1878. 
recognition sites, DNA, camptothecin, HeLa cells, man 4888. 
sites, mapping, SV40 DNA 7307. 
suppression, mitosis recombination, rRNA genes, Saccharomyces cerevisiae 3698. 
SV40, association replicative intermediates helix unwinding, camptothecin 7917. 
targeting antitumor drugs, sensitivity, permeability mutants, Saccharomyces 
cerevisiae 7919. 
DNA topoisomerase (ATP h alae 
inhibitors, cytomegalovirus (human), DNA biosynthesis, embryo cells, lung, cell 
culture, replication 2662. 
DNA topoisomerase (ATP-hydrolysing), 
4'-(9-acridinylamino)methanesulfon-m-anisidide, relationships, cold sensitive 
mutants, mice 7922. 
action sites, phage T4 frameshift mutant hotspots sites, Escherichia coli 9913. 
activity, defects, ataxia-telangiectasia, lymphoblasts 3935. 
activity, DNA cleavage, chromosomes, Escherichia coli 7916. 
activity, DNA minicircles cleavage, mitochondria, Trypanosoma equiperdum 8943. 
activity, DNA supercoiling relaxation, Bombyx mori, HeLa cells 1876. 
activity independent deoxyribonuciease | hypersensitivity, differentiation 
rocytes, chickens 4886. 
activity reduction, ataxia telangiectasia, man 2904. 
activity, supercoiling, transcription regulation, Escherichia coli 3926. 
amiloride analogs, intercalation, structure-activity relationships, thymus, 
cattle 4892. 
amiloride, inhibition, intercalation mechanisms, thymus, cattle 4893. 
antitumor agents, N-[2-(dimethylamino)ethyl]acridine-4-carboxamide, cells 
3294. 
binding sites, partition loci, plasmid PSC 101, Escherichia coli 9915. 
cross-resistance, novobiocin resistance, BHK cells 8941. 
DONA, accumulation, plasmid pGRB-1, novobiocin, Halobacterium 7925. 
DNA complex, sequence recognition, antitumor drugs 2906. 
DNA damage, 5,6-dichloro-1-B-O-ribofuranosylbenzimidazole, cell lines, man 
3241. 
DNA topoisomerase, DNA supercoiling, oxygen, potassium effects on, bacteroids, 
Bradyrhizobium 10940. 
DNA topoisomerase, transcription generation positive negative DNA supercoiling, 
plasmids 4552. 
forms, detection, monoclonal antibodies, Drosophila 5921. 
genes, cDNA nucleotide sequence, Drosophila melanogaster 9436. : 
genes, Drosophila melanogaster, cloning, Saccharomyces cerevisiae gene expression 
6743. 
inhibition, effects on, novobiocin, SV40, enhancers, transcription 3925. 
inhibition, fostriecin, Ehrlich ascites tumor cells 9910. _ ' 
inhibitor, spirocyclopropyiquinolone derivatives, synthesis, properties 4889. 
inhibitors, DNA irreversible fragmentation, concanavalin A-stimulated 
lenocytes, mice 3930. 
inhibitors, reviews 2901. a 
levels, intercalating agents, epipodophyliotoxin, cells, hamsters 3932. 
magnesium, substrates, binding, kinetics, Drosophila melanogaster 3927. 
mediation, DNA lesions, epi hyllotoxin derivatives effects on 2226. 
nonhomologous recombination, phage 4 DNA, thymus, cattle 1883. 
phosphorylation, casein kinase II, cells, Drosophila melanogaster 3929. 
production, ataxia telangiectasia, mutants cells, hamsters 8942. 
purification, characterization, thymus, cattle 1885, 
luinolone inhibition, nortloxacin binding sites, plasmids 4895. 
K2 plasmid replication, Escherichia coli 7910. : , 
role, deletion mutant, nucleotide sequence, loci, plasmids, Dictyostelium, 
Escherichia coli 9426. 
role, phage \ formation, Escherichia coli 7579. a 
specificity, autoantibodies response, alveolitis, connective tissue diseases, man 
10949, 
stallimycin+ Hoechst 33258+4',6-diamidine-2-phenylindole effects on activity, 
cells 9919. s 
suppression, mitosis recombination, rRNA genes, Saccharomyces cerevisiae 3698. 
bi carcinoma chemotherapy 4891. 
VM26 inhibitors. chromatin replication, SV40 9951. 


inhibition, antifungal agents, Saccharomyces cerevisiae 9912. Aes 
purification, overexpression, sites mapping, Saccharomyces cerevisiae 9911. 


proteins TrfA, requirements, RK2 plasmid replication, Escherichia coli 5565. 
DNA tumor viruses, c 
iia a stor regulation gene expression, reviews 1001. 
DNA-binding protein, 
porte on a-interferon stimulation, cytoplasm, fibroblasts, man 5964. 
activator protein 1, mice, DNA binding, enhancers activation, effects on RNA 
biosynthesis, DNA biosynthesis, polyoma virus 1969. 
adenovirus, RNA, promoters, gene expression 5952, 
affinity, tetramers negative cooperativity, DNA, Escherichia coli 7962. 
igens, gene regulation, gene expression repression, early region genes, 
~epene 640. —- 
assays, enhancers f 
gusonondouely replicating sequence, puritication OBF1 protein, Saccharomyces 


115 


Subject Index 


DNA-binding protein, (continued) 
cerevisiae 10971. 

binding, DNA biosynthesis origin, man 4962. - ’ F 

binding, DNA, hairpin structure, inverted repeat, termini, adeno-associated virus 
2 9959. 

binding, early region promoters, RNA biosynthesis, mithramycin inhibition, SV40 
10116. 


binding enhancers, DNA fragments, hepatitis B virus, activation gene expression, 
globin genes promoters 7969. 

binding motif, helix-tum-helix, reviews 5008. ; 

binding nucleotide sequence, regulatory regions, transthyretin genes, 
a1-antitrypsin genes, liver, rats 983. 

binding, nucleotide 
human immunodeficiency virus 1 3436. 

binding regions, helix-tum-helix motif, prediction 1975. 

binding, repeated sequenee, termini, DNA recognition, role secondary structure, 
nucleotide sequence, adeno-associated virus 9957. 

binding sites, DNA, early region genes, adenovirus (human) 12 6961. 

binding sites, long terminal repeat, DNA cloning, intracisternal A-particles 
2965 


binding sites, mapping, linker scan analysis, promoters, enhancers, regulatory 
regions, early region, DNA, BK virus 254. BY 
binding thymidine rich sequence, DED1 gene, CYC1 promoter activation, RNA 


biosynthesis, DNA-directed RNA polymerase Il, Saccharomyces cerevisiae 4854. 


calcium indent, amyloid protein, serum 1974. 
ture SV40 minichromosomes, COS-7 cells 1977. 
CCAAT box, role transcription, cDNA clones expression, man 984. 
characterization, chromatin, liver, vitellogenin biosynthesis, Salmo salar 9946. 
characterization, deoxyribonuclease |, protection, enhancers 5920. 
characterization, South Western blotting, hybridization analysis methodology 
10162. 
control, somatostatin gene expression, islets of Langerhans, pancreas, rats 
10822. 


core protein, histones association, salts, effects on, cytomegalovirus (murine) 
5937. 

cytomegalovirus (guinea-pig), identification, characterization, phosphorylation, 
induction, guinea-pigs 2971, 

demonstration, transcription factors, domains B1, enhancers, SV40 7954. 

denaturation, zinc removal, gene 32, phage T4 9978. 

detection, digoxygenine-dUTP probes, blotting methodology 10952. 

determinants plasmid pBR322 recognition sites, methylation, man 2985. 

distribution, blood cells differentiation 3971. 


DNA binding domains, nucleotide sequence, Krox-20 gene, Krox-24 gene, mice 334. 


ONA biosynthesis, adenovirus (human) 2 7573. 
DNA biosynthesis initiation repression, membrane proteins, Bacillus subtilis 


DNA mie aden! replication forks, phage T7, Escherichia coli 1543. 
oe ide sequence, hydroxyl radical footprints, Cro protein, bacteria 
early region gene products, binding sites, nucleotide sequence, DNA, enhancers, 
papilloma virus (bovine) 1 981. 
element bodies specificity, developmental stages, Chlamydia 1963. 
enhancer-binding protein, binding specificity, long terminal repeat, human 
immu ciency virus 8971. 


enhancer-binding protein, enhancers binding, purification, human immunodeficiency 


virus 1 4951. 
Escherichia coli, P1 plasmid partition systems, centromeres, plasmids 9965. 
exons, Trypanosoma brucei 4956. 
factor D, purification, characterization, liver, rats 2979. 
folding cooperativity, mitochondria, Xenopus laevis 3980. 
footprinting, DNA+proteins interaction, role hydroxyl radicals protection 9198. 
Z-form, isolation, gel electrophoresis, Deinococcus radiodurans 4969. 
B-fructofuranosidase fusion, nucleoproteins localization, Saccharomyces 
cerevisiae 8949. 
function, transcription, somatostatin promoters, HeLa cells 7970. 
fusion proteins, cDNA expression, recombinant phages 988. 
gene regulation, adenovirus, MRNA, early region, stability 2974, 
gene V products, N.M.R., DNA-binding protein 8973. 
gene V products, characterization, N.M.R., phage IKe 8972. 
gene 5 gee products, binding kinetics, oligodeoxyribonucleic acids, 
stoichiometry, phage M13 4944. 
gene 5 gene products, poly(dA) binding, dissociation, N.M.R., phage M13 4943, 
general lets factor |, loci activity, telomeres role, Saccharomyces 
icoreuiaee iis i 5 
lucocorticoids receptors, Zinc coordination, X-ray absorption spectro: 4963. 
Feat shock factors, characterization, [sealer Lacchuroncen eereve 
kien replication, transformation, SV40, antigen T, mutants, characterization 
igang) protein, effects on DNA transcription, cells, Chironomus 


hepatitis B e antigen, immunoblotting, amino acid sequence 6952. 
herpes simplex virus, 
transcription, regulation 2969. 
ag simplex virus, ICP4 protein, peptides, complementation, transcription 
her simplex virus 1 expression, UL42 gene, kinetics, immunofluorescence 
in, Vero cells 6963. 
herpesvirus s eae induction, characterization, accumulation nucleus, 
infection cells, rabbits 2970. 
high mobility group proteins, identification, stimulation rRNA biosynthesis, 
ascites calls 2984. 
histone H2, properties, structure, C.D., Strongylocentrotus purpuratus 10954. 
histones, DNA thermal denaturation protection, Sulfolobus acidocaldarius 1955. 
histones like, cooperative binding DNA, Spisula solidissima 6948. 
ho , peptide mapping, sperm nuclei, sheep 2978. 
hosts ceils, identification, promoters regions binding, hepatitis B virus 9655. 
ICP8 protein, identification binding sites, nudeotide sequence, herpes simplex 
virus, plasmids 7955. 
ID sequence, development, brain, mice 5965. 
identification, enhancers, rRNA genes, Saccharomyces cerevisiae 8981. 
» identification, protein kinase C preparations, man 3988. 
identification, Saccharomyces cerevisiae, similarity adenovirus (human) 


transcription factors 6966. 
identifica transcription factors, cell cycle control HO gene, Saccharomyces 
cerevisiae 7682, 


ilvIH operon, promoters transcription, Escherichia coli 5955. 


116 


uence, repeated sequence, long terminal repeat, enhancers, 


jae 4958, 


ne products, immediate-early gene ICP4, genes, D gene, 


DNA-binding protein, (continued) Vie , vem ‘ 
integration host factor, iivGMEDA operon phe sites, Escherichia coli 6960. 
integration host factor, recombination, phage A, Escherichia coli 1957. 
integration host factor, tra operon, F factor transfer function expression, 
Escherichia coli 765. 

interaction, histones genes, Triticum aestivum 5954. ; 

interferon, major histocompatibility complex, class | molecules, gene expressic 
transcription 1612. 

B1-interferon promoters, carcinoma cells 4954. . 

isolation, amino acid composition, Synechococcus, Spinacea oleracea chlorop 
8985. 

isolation, characterization, affinity chromatography 1972. 

leucine residues, hypothetical structure, leucine zipper 1978. 

levels, SOS repair, Escherichia coli 9568. 

LexA repressor, oligomerization 9966. 

man, digestion, characterization, sarcoma chromatin 2987. 

mC/EBP, transcription regulation, hepatocytes, mice 8788. 

methylation, isolation, man placenta, binding specificity, nucleotide sequence, 
DONA, herpes simplex virus 1 6969. 

methylation, mammalian cells 6950. 

5-methylcytosine recognition, Pisum sativum 8967. 

Mnt repressor, operators, phage P22 9984. 

Mu B protein binding DNA, transposition phage Mu, Escherichia coli 7752. 

v-myb gene gene products, avian myeloblastosis virus, DNA binding, role 
transformation 4945. 

NahR protein, nah promoter, sal promoter, Pseudomonas putida 9971. 

nitrogen fixation nifH gene promoters, Klebsiella pneumoniae 3972. 

non-structural protein NS2, genes, double-stranded RNA, nucleotide sequence 
bluetongue virus 6077. 

nuclear factor |, purification, amino acid sequence, methodology 4959. 

nuclear factor Ill, HeLa Cells, nucleotide sequence recognition, binding, 
replication origin, DNA, adenovirus (human) 2 980. 

nuclear factor 1, HeLa cells, binding regulatory regions, DNA, BK virus 982. 

nucleotide sequence, homology Drosophila melanogaster daughterless gene, 
gene, immunoglobulins enhancers catenins. opt iyerehocyias B, man 

oro binding, nucleotide sequence recognition, herpes simplex virus 1966. 

OTF-1+NFE-1, inhibition, distamycin A+derivatives effects on 10978. 

papilloma virus (bovine) transcription repressors, characterization forms, 

analysis cDNA cloning, transformed cells 6061. 

phage Mu transposase deletion 3793. 

plasma proteins, use reconstitution, nucleoproteins complex, nucleosomes like 
structure , transformation, gene transfer, mammalian cells 1674. 

plasmid R6K replication, mutants, Escherichia coli 7959. 

Poway) affinity, N.M.R. spectroscopy, site-directed mutagenesis, Escherichia 
coli 8979. 

priming, DNA be Been Webs PRD1, cell-free system, Escherichia coli 10 

promoter-specific factor E2F, promoters binding, RNA biosynthesis stimulation 
adenovirus, E1A gene 6949. 

promoters, iron role, transcription, cir gene, Escherichia coli 9969. 

protein MC1, deoxyribonucleoproteins complex, ultrastructure localization, 
Methanosarcina barkeri 5960. 

purification, characterization, amino acid sequence, Sulfolobus solfataricus 99 

purification, characterization, binding enhancers, long terminal repeat, T cell 
leukemia virus | 7972. 

purification, characterization, binding specificity, autonomously replicating 
sequence, Saccharomyces cerevisiae 2968. 

purification, characterization, her simplex virus, gene expression 4949. 

purification, characterization, replication origin, DNA biosynthesis, SV40 1096; 

purification, characterization, Streptomyces hygroscopicus 3977. 

purification, DNA affinity matrix, Saccharomyces cerevisiae 9954. 

purification, HeLa cells, binding specificity, TAR region, DNA, enhancers, long 
terminal repeat, human immunodeficiency virus 1 4950. 

purification, HeLa cells, SV40 enhancers binding 604. 

tester ak Raat 94am heavy chains genes promoters, plasmacytoma t 
cells 5 

purification, role replication, DNA biosynthesis, IncQ plasmid, plasmid RSF10° 
gram-negative bacteria, reviews 9010. 

purification, transcription factor II/A characterization, Saccharomyces 
cerevisiae 5957. 

recognition, DNA biosynthesis initiation, adenovirus, papovavirus, infected 
animal cells, reviews 7001. 

regulation cytomegalovirus (human) ICP36 gene, localization start sites 
transcription activation 6707. 

mRNA-binding protein, leukocytes, toxicity, secretory leukocyte protease 
inhibitor, Escherichia coli 9964. 

pg specific, isolation, oligodeoxynucleotide affinity column 

romatography, methodol 4961. 

Reyes synthetic oligodeoxynucleotides, affinity purification 1973. 

su(Hw) gene nucleotide sequence, role control transposon gypsy, Drosophila 

bh ob DNA, SSB protein, helix destabilizing, Escherichia coli, review 

i Pcie ay DNA, stimulation, zinc, adenovirus (human) 5 single-stranded 


single-stranded, nucleic acids interactions, Escherichia coli 7963. 

single-stranded, phage T4 gene 32, Escherichia coli 1958. 

single-stranded, structure, X-ray crystallography, Escherichia coli 10958. 

skp gene nucleotide sequence, Escherichia coli 5288. 

specificity, sequence motif, cooperative binding 4972. 

SV 40, antigen T, activity, protein p53, complex, ATP, hydro! 

SV40, antigen T, effects on DNA binding factors, promoters 6955. 

TATA box-binding protein purification, DNA binding, initiation factor IID 
activity, RNA biosynthesis, DNA-binding protein 10970. 

telomeres, isolation, properties, Oxytricha nova 6967. 

tissues, specificity, enhancers, gene regulation, hepatitis B virus 2992. 

transcription activators, purification, characterization, Saccharomyces 
cerevisiae 4947. 

transcription factor 1, site-directed mutagenesis, deletion mutant, effects on 
replication, phage SPO1 1967. 

transcription factors, nuclear, domains, enhancers, SV40 7951. 

transcription factors, promoters binding, role RNA biosynthesis, DNA-directed 
polymerase, early region genes, vaccinia virus 978. 

tus gene, nucleotide sequence, Escherichia coli 6956. 

tyrosine fluorescence, Bacillus subtilis 8977. 

UL9 ne coding, binding DNA, DNA biosynthesis origin, herpes simplex viru 


is 5949. 


upstream activation sequence 1, ADH2 gene, alcohol dehydrogenase nucleo 


DNA-Dinding protein, (continued) 
uence, Saccharomyces cerevisiae 5959. 

zinc fingers, transcription factors, protein structure, reviews 1981. 
QNA-directed DNA polymerase, 
_ activity, association, 3'-nuclease, 5'-nuclease, thymus, cattle 2885. 
activity, DNA biosynthesis complex fidelity, SV40 replication, HeLa cells 1855. 
activity, DNA biosynthesis, thymus, cattle 4878, 
activity, high mobility group proteins, HMG1 proteins interactions 4882, 
activity, mutagenesis inactivation, phage T7 7905. 
activity, proofreading, Escherichia coli 964. 
oa subunits interactions, DNA primase separation, Drosophila melanogaster 


; acyclovir inhibition, herpes simplex virus 1 7913. 
antibiotics inhibition, mammalian cells 7902. 
| autogenous repressors translation, phage T4 7912. 
cell cycle dependent activity, CHO cells 2886. 
Cells, plants, reviews 4010. 
B' chain, comparison Escherichia coli, evolution 7897. 
» comparison, characterization, Thermoplasma acidophilum, Sulfolobus acidocaldarius 


complex, activity, affinity labelling, embryos, Drosophila melanogaster 6919. 

complex, DNA primase isolation, immunoaffinity chromatography, Saccharomyces 
cerevisiae 8927. 

) conservation, Escherichia coli, phage T7 6920. 

} deoxyribonuciease, characterization, B cell lymphotropic virus 7903. 

+deoxyribonuclease Fok | cleavage, single-stranded DNA, use double-stranded DNA 

| fragments formation 17. 

determination DNA nucleotide sequence, Sequenase 7227. 

» DNA biosynthesis, cis-thymine glycol lesions, radiation, functional effects 3261. 

DNA biosynthesis, inhibition, antiviral activity, guanosine analogs, herpes 
simplex virus 1, herpes simplex virus 2 960. 

DNA bi is, polymerase chain reaction, in vitro reaction, temperature 

changes, in vitro, computer applications, automated methods 187. 

DNA bi is, proteins priming, phage 29 10751. 

DNA biosynthesis, reviews 3918. 

DNA biosynthesis, synthetic DNA, (E)-5-(2-bromoviny!)-2'-deoxyuridine 
§'-triphosphate an incorporation, Escherichia coli 12. 

DNA biosynthesis, 1-8-D-arabinofuranosyl-5-aza-cytosine, sequence-specific 
effects, chain elongation, man, lymphoblasts 3690. 

+DNA primase x, DNA biosynthesis, Saccharomyces cerevisiae 10934. 

DNA primase, x, genes, proteins, Saccharomyces cerevisiae 5908. 

DNA primase complex, high fidelity, isolation, varied sources 1864. 

+DNA primase complex, identification, nuclei matrix, liver, rats 1865. 
| DNA primase complex, mitochondria, Saccharomyces cerevisiae 9888. 

DNA primase, exonuclease activity, Drosophila melanogaster 1869. 

DNA primase, exonuclease proofreading specificity, Drosophila melanogaster 4867. 
4 DNA primase, structure-function relationships, mechanism, eukaryotes 1004. 
DNA repair, benzo(a)pyrene, mechanisms, CHO cells 4603. 

DNA repair, fibroblasts, man 1556. 

DNA repair reactions, duplex PM2 substrates, ionic strength 2686. 

-dnaE gene, polC gene mutants, U.V. radiation mutagenesis, Escherichia coli 609. 

i domains, immunochemistry, antibodies reactivity, inhibition DNA biosynthesis, 
herpes simplex virus 1 959. 

+endopiasmic reticulum complex, DNA biosynthesis, eggs, ng} ean 1872. 
enhancement, DNA biosynthesis proofreading, chick embryos 1858. 

Evans blue, aurintricarboxylic acid, varied sources 3919. 

, DNA metting thermodynamics 3914. 


igene expression, cloning, herpes simplex virus 1, Saccharomyces cerevisiae 2833. 
ypgenes, cloning, Escherichia coli gene expression, rats 736. 

, DNA nucleotidylexotransterase homology, cDNA nucleotide sequence, man 
) 10445. 


genes expression, proliferation, cell cycle, transformed cells, normal cells, man 
§711. 
«genes, nucleotide sequence, Escherichia coli, phage PRD1 early region 3499. 
sgenes promoters, transcription factors, fibroblasts, mice 3724. 
5 itors, kinetics, plasma peptides, semen, cattle 2890. 
inhibitors, mammary gland tumors, rats 1868. 
insertion fidelity, ge! electrophoresis, Drosophila 6921. ; 
eee fagmert. DNA biosynthesis, mispairs formation, tautomeric forms, 
E ichia coli 10746. y 
Klenow fragment, double-stranded DNA synthesis methodology 5206. 
tiple forms, proteolysis modification 2887. on : 
_}mutants, amino acids changes, phage T4, Escherichia coli 9904. 
non-templated reactions, prokaryotes, eukaryotes 5906. 
nuclei matrix, liver, rats 1866. 
ide sequence motif, various sources 5898. ; 
age T4, DNA repair role, U.V. radiation mutagenesis, bacteria 9907. 
phage 17, activity, influenza virus cap-binding protein gene expression, 
Escherichia coli 9575. ; 
hage 17, determination double-stranded DNA nucleotide sequence, methodology 


|shage T7, polymerase chain reaction, hypoxanthine phosphoribosyltransferase gene 
amplification, man 7442. 
yhage 17, use DNA nucleotide sequence determination, automated methods 2571. 
dhage 17, use, site-directed mutagenesis, mammalian cells 6825. : 
»hosphorothioate oligodeoxyribonucleotides effects on activity, herpes simplex 
virus 2.9901. 
»hotoaffinity labelling, use ; Risin 
1-8-D-arabinoturanosyl-5-(E)-(4-azidostyry!)-uracil 5'-triphosphate, 
_ Oncorhynchus masou 10928. ; , ae. 
vol , deletion mutation, effects on gene expression, DNA biosynthesis, in 
itro, herpes simplex virus 1 958. 1 , 
vol a transcription, analysis, nucleotide sequence, herpes simplex virus 1 


olymerase chain reaction amplification, chromosomes breakpoints, BCL2 gene, man 
7. 


olymerization reaction, dynamics, integration, reviews 1851. = x 
bro erties, evolution, la ain reaction, Sulfolobus acidocaldarius 
4871. 
ufification, characterization, Sulfolobus acidocaldarius 10939. 
3actions, proteins+nucleic acids interactions 2892. 

ants, Escherichia coli gene expression, man 3910. 
‘javiews 4. 


plasmid replication, Escherichia coli 7910. 


DN. 


ONA-directed DNA poly: 


Biochemistry Abstracts 2 vol. 19 


DNA-directed DNA polymerase, (continued) 
role, DNA biosynthesis, mitochondria, man 1867. 
site-directed mutagenesis, phage M13, Escherichia coli 6824. 
specificity, monoclonal antibodies microinjection, nucleoli formation, cell 
Culture 1845. 
stimulation genes gene expression, recombinant vaccinia virus, adenovirus 855, 
a specificity, role aphidicolin resistant mutant, herpes simplex virus 1 
14, 
subtypes, age, cells fractions, brain, rats 4869, 
subunits, DNA primase activity, Halobacterium salinarium 2882, 
synthetic peptides antibodies, immunoprecipitation, purification 
characterization, herpes simplex virus 963. 
template-primer utilization, fidelity, polymerization, embryos, Drosophila 
melanogaster 1870. 
N-terminus, gene 43 gene mapping, phage T4, Escherichia coli 1871. 
ees aquaticus, buffers improvements, polymerase chain reaction methodology 
Thermus aquaticus, DNA nucleotide sequence determination 7223, 
Thermus aquaticus, photofootprinting methodology, Saccharomyces cerevisiae 7680. 
Thermus aquaticus, polymerase chain reaction, automated methods 6515. 
Thermus aquaticus, polymerase chain reaction, detection human immunodeficiency 
virus RNA, acquired immune deficiency syndrome 7127. 
Thermus aquaticus, polymerase chain reaction methodology 7216. 
Thermus aquaticus, + RNA-directed DNA polymerase, role polymerase chain reaction, 
in vitro gene amplification methodology 7214. 
Thermus aquaticus, use polymerase chain reaction, CONA amplification, human 
immunodeficiency virus 1 9790. 
Thermus aquaticus, use polymerase chain reaction, DNA nucleotide sequence 
determination methodology 2606. 
“a virus, mutants, characterization, nucleotide sequence, recombination 
DNA-directed DNA polymerase a, 
activation, DNA damage, benzo(a)pyrene, fibroblasts, man 2670. 
activity, menstrual cycle, endometrium, uterus, man 4879. 
activity, stimulation, proteins factors, man 2893. 
affinity labeling, active sites, nucleotide-binding sites 2896. 
antigenic determinants, monoclonal antibodies, evolutionary conservation, 
Vertebrata 1856. 
calmodulin binding proteins, calcium dependent, mammalian cells 4873. 
cell cycle-dependent expression, fibroblasts, mice 2897. 
characterization, thymus, cattle 4864. 
deoxymideoside triphosphates selection, affinity modification, placenta, man 
4875. 
iA pie complex, multiple forms, nuclear matrix binding, cell cycle, HeLa 
cells 9. 
DNA primase, complex, structure, thymus, cattle 4881. 
DNA replication, inhibitors, identification, mammalian cells cells 2891. 
herpes simplex virus mutants, identification amino acids, recognition substrates, 
drugs, antiviral agents 2881. 
inhibition, arabinofuranosylcytosine, regulatory proteins, cells, man 3920. 
inhibitors, herpes simplex virus 1 replication, cell culture 5911. 
oligodeoxyribonucleotide templates, binding, nucleosides components, affinity 
labeling, placenta, man 4877. 
primase activity, immunochemical detection, monoctonal antibodies, cells, man, 
mice 2894, 
purification, characterization, mice 1863. 
purification, enzyme activity, stimulation, DNA primase, basic proteins, thymus 
1853. 
purification, lymphoblasts, man 4872. 
single-stranded DNA biosynthesis, circovirus (porcine) 9606. 
|A-directed DNA polymerase fA, 
deoxyribonuclease Bill, apurinic and apyrimidinic sites excision, liver, rats 
4843, 


DNA nucleotidylexotransferase, somatic mutagenesis, base substitutions 4876. 

genes, flanking region, promoters, nucleotide sequence, man 2440. 

genes, nucleotide sequence, negative regulatory elements, mice 6510. 

MRNA levels, HeLa cells 5905. 

merase 5, 

DNA repair synthesis, late times, U.V. irradiation, fibroblasts, man 1854. 

DNA replication, inhibitors, identification, mammalian cells cells 2891. 

exonuclease activity, identification, placenta, man 1862. 23 

proliferating cell nuclear antigen analogs, interaction, Saccharomyces cerevisiae 
7873. 

purification, characterization, thymus, cattle 5917. _ 

single-stranded DNA biosynthesis, circovirus (porcine) 9606. 


DNA-directed DNA polymerase |, 


active sites, nucleotide sequence, phenylglyoxal, trypsin, V-8 proteinase, 
effects on DNA binding, Escherichia coli 957. 

activity, pissed ae apo complex, Escherichia coli 9905. 

activity, gonadotropins effects on, ovary, estrus cycle, hamsters 6924. 

activity simulations, mathematical models, computer programs 10937. ¥ 

DNA biosynthesis fidelity, X-ray crystallography, molecular genetics, Escherichia 
coli 1857. 

DNA biosynthesis pathways, pcbA1 gene, Escherichia coli 9551. 

ONA primase, properties, cells, Oryza sativum 2884. 

DNA synthesis, azidouracil, photochemical cross-linking, lac operator, 
Escherichia coli 1297. ‘ 

excision, proofreading activity, Escherichia coli 4870. 

3',5'-exonucleolytic site, mutant gargs) ghey crystallography 2865. 

flavonoids, inhibition, Escherichia coli 2888. “hoe ? 

lacl gene mutation, nucleotide sequence, Escherichia coli 273. ae: 

phosphate, manganese, magnesium, effects on, exonuclease, error discrimination, 
Escherichia coli 956. os ¢ 

polA gene defective mutant Bacillus subtilis, complementation Streptococcus 
pneumoniae polA gene role genes dosage 3702. 

role, DNA repair, hydrogen peroxide effects on, Escherichia coli 9617. 


DNA-directed DNA polymerase Il, 


activity, thyroid, tumors, thyrotoxicosis, man 5915. 
purification, subunits assays, Saccharomyces cerevisiae 8938. 


DNA-directed DNA polymerase lil, 


analysis, fidelity, base pairs selection 5916. 

asymmetric dimers, hypothesis 4874. . 

cyclin proliferating cell nuclear antigen stimulation DNA biosynthesis, 
Saccharomyces cerevisiae 7611. wee 4 

kale i nonsense mutant suppression, pcbA gene mutation, Escherichia coli 


117 


Subject Index 


DNA-directed DNA polymerase Ill, (continued) _ pyr 

proliferating cell nuclear antigen analogs, interaction, Saccharomyces cerevisiae 
7873. 

proliferating cell nuclear antigen, interaction, DNA biosynthesis, various 
sources 5907. . 

proteins TrfA, requirements, RK2 plasmid replication, Escherichia coli 5565. 

8 subunit dissociation, magnesium, Escherichia coli 9906. . / 

subunit structure, proteins interaction, SOS repair role, Escherichia coli 3661. 

DNA-directed DNA polymerase-c, 

activity, calcium control, liver regeneration, rats 9902. 

ONA-directed DNA-polymerase, 

mRNA, DNA biosynthesis, adenovirus (human) 2 7573. 

DNA-directed RNA polymerase, 

activity, agarase dagA gene transcription, Streptomyces coelicolor 3905. 

activity, c-myc gene transcription termination, man 3163. 

activity, chromosomes, micronuclei, Potorous tridactylis 1842. 

activity, cyclic AMP enhancement, shoots, Cicer arietinum 7898. 

activity, DNA flexibility, Escherichia coli 5914. 

activity, DNA length, transcription 3907. 

activity, oligoribonucleotides products, daunomycin inhibition 4859. 

activity, RNA biosynthesis, phages 5165. 

activity, RNA biosynthesis, wheat germ 3901. 

activity, thyroid hormones effects on, mitochondria 4850. 

activity, transcription templates, Escherichia coli 7885. 

binding, bla gene, transposon Tn, transcription initiation inhibition 7887. 

binding, DNA promoters, nucleotide sequence, Methanococcus vannielii 9327. 

binding, DNA terminus, promoters complex formation, Escherichia coli 2875. 

ay promoters DNA, azido-9-acridinylamines reactivity, Escherichia coli 

72. 


+caps proteins synergism, lactase promoter, Escherichia coli 8937. 

characterization, mitochondria, Saccharomyces cerevisiae 1831. 

chloroplasts, prokaryotes transcription termination, recognition, Spinacea 
oleracea 2871. 


pm game: genes, nucleotide sequence, Methanobacterium thermoautotrophicum 


DNA base pairs reactions, temperature, ionic strength, Escherichia coli 1834. 

DNA proteins, binding constants, computer applications, gel chromatography 4948. 

DNA supercoiling, rifampin, jpoB gene mutation, Escherichia coli 5900. 

elongation reaction, synthetic poltd(A-T)] template, chloroplasts, 
Spinacea oleracea 1839. 

Esc! bad coli, interaction, promoters complex, monoclonal antibodies effects 
ont s 

Escherichia coli, 

Escherichia coli, 
tuber viroid 7169. 

eukaryotes, reviews 1840. 

o factor, Escherichia coli, in vitro recognition promoters flbG gene, flaN 
gene, Caulobacter crescentus 7668. 

genes, cDNA nucleotide sequence, plasmid S2, Zea mays 3387. 

genes, cDNA nucleotide sequence, Saponaria officinalis 10694. 

genes, mutants, effects on rrn gene transcription, Escherichia coli 7895. 

genes, nucleotide sequence, Trypanosoma brucei 2387. 

genes, phage SP6, nucleotide sequence, amino acid sequence predictions, 
Escherichia coli 9366. 


der T7, RNA biosynthesis, ATP, analogs 2169. 
NA biosynthesis, promoters like regions, cDNA, potato spindle 


genes, rpoC1 gene, rpoC2 gene nucleotide sequence, Nostoc commune, comparison 
gene Eecherchi 


ja coli 7890. 
hutP gene, transcription repression, Klebsiella aerogenes 6914. 
immunochemistry, Artemia, eukaryotes comparison 1848. 
induction, DNA bending, mitochondria promoters, Saccharomyces cerevisiae 2870. 
inhibition, Evans blue, aurintricarboxylic acid, varied sources 3919. 
inhibition, 8-metho: alen binding, phage T7 4860. 
inhibitors, kinetics, plasma peptides, semen, cattle 2890. 
initiation site selection, phage SP6 2878. 
initiation, substrates limitation, phage T3, phage T7 7894. 
teers, ada gene promoters, gene expression regulation, Escherichia coli 
interactions, rrmB gene promoters, Escherichia coli 5912. 
isolation, characterization, mitochondria, Drosophila melanogaster 6917. 
isolation, sporulation, characterization, Bacillus subtilis 3906. 


kinetics promoters, nucleotide sequence, DNA transcription, prokaryotes homology, 


Escherichia coli 7647. 

multiple forms, a-amanitin resistance, sensitivity, purification, 
characterization, RNA biosynthesis, Trypanosoma brucei 950. 

mutants, RPA190 gene, characterization, Saccharomyces cerevisiae 5845. 

mutation, effects on transcription, ara operon, melAB operon, cysA locus, 
Escherichia coli 3904. 

neutron scattering, Escherichia coli 4855. 

nitrogen regulatory pow binding transcription enhancers, Salmonella 
typhimurium 6974, 

lepsetretie core particles, histones H2A.H2B dimers, interaction, Escherichia 
coli 5904. 

nucleotide sequence motif, various sources 5898. 

nucleotides incorporation, Escherichia coli 7889. 

NusA protein, pausing enhancement, transcription, Escherichia coli 10933. 

omega subunit, restriction endonuclease mapping, rpoZ gene, spoT gene, 
Escherichia coli 9371. 

pausing, pyr gene, gene regulation, Escherichia coli 7654. 

phage 7, lacZ gene transcription, leader sequence, vaccinia virus 8704. 

phage T7, microinjection, nuclei targets, Vero cells 6916. 

phage T7 promoters, DNA psoralen oligodeoxyribonucleoside methylphosphonates 
interaction 4261. 

phage 17, transcription, processivity, Escherichia coli 5910. 

phage T7, use DNA amplification, in vitro, RNA biosynthesis, cDNA biosynthesis, 
human immunodeficiency virus 1 5083, 

phage T7, use oe cloning vectors, Escherichia coli 4760. 

photoreaction, Escherichia coli 5899. 

bdo ers transcription complex, photoaffinity labelling, Escherichia 
coli } 

poxvirus, genes, characterization, MRNA, DNA-directed RNA polymerase II, 
relationship 7880. 

promoters, complex affinity labelling, Escherichia coli 947. 

promoters , one-dimensional diffusion, Escherichia coli 955. 

Promoters recognition, icers DNA, Escherichia coli 9891. 

promoters, ribosomes DNA, enhancement sequences, Xenopus laevis 3762. 

promoters, termination activity, mediation, rRNA 35S synthesis, stimulation, 
sequence, spacer region, rRNA cistrons, Saccharomyces cerevisiae 8769. 


118 


DNA-directed RNA polymerase, (continued) ; 
recognition sequence mutation, nifH gene promoters, Klebsiella pneumoniae 98 
recognization, Ti plasmid DNA, Agrobacterium tumefaciens 6912. 
response, tumor growth, skeletal muscle, rats 2876. 
RNA biosynthesis, aflatoxin B1 inhibition, in vitro, liver, rats 2879. 
RNA biosynthesis, marcellomycin inhibition, transcription, initiation, phage T7 
promoters 4883. now 
RNA biosynthesis, role transcription factors, promoters binding, early regior 
enes, vaccinia virus 978. t 
RNA biosynthesis, transcripts formation, termination, promoters regions, human 
immunodeficiency virus 1, human immunodeficiency virus 2 8917. 
RNA chains elongation, ribonucleoproteins, influenza virus A/PR/8/34 8923. 
RPO41-dependent, regulation, mitochondria, Saccharomyces cerevisiae 7879. 
TPoA gene, nucleotide sequence, chloroplasts, Zea mays 6598. ; 
rpoB gene, rifampin resistant mutant, mutation mapping, Escherichia coli 9385. 
tpoD ron promoters, nucleotide sequence, Bacillus subtilis 2307. 
sigma factor, aprE gene, subtilisin, Bacillus subtilis 826. 
sigma factor footprinting, Escherichia coli 8919. : 
sigma factor localization, immunoelectrophoresis, sporulation, Bacillus subtilis 
9890. 
sigma factor 28, hag gene transcription, Bacillus subtilis 9899. 
sigma factor 28, isolation, characterization, Bacillus subtilis 1835. 
site-directed mutagenesis, base composition effects on promoters recognition, 
Escherichia coli 818. 
specificity changes, snRNA U6 promoters, Xenopus 2877. 
substrates binding sites, 5-azido UTP, photoaffinity labeling, Escherichia coli 
1930. 
o?* subunit cross-creativity Dnak protein, Escherichia coli 6915. 
8 subunit, genes, rpoE gene nucleotide sequence, Bacillus subtilis 5275. 
8 subunit mutation, cloning, rpoB gene, gene expression, Escherichia coli 
9861. 
0-70 subunit structure, function, Escherichia coli 9889. 
subunits, amino acid sequence, zinc binding, Escherichia coli 6913. 
subunits, chloroplasts, Spinacea oleracea 951. 
subunits genes, nucleotide sequence, transcription, Halobacterium salinarium, 
Halococcus morrhuae, evolutionary genetics 8298. 
subunits, proteins interactions, Escherichia coli 2868. 
subunits quantitation, immunoassays 3908. 
subunits rpoB gene, cloning, overproduction, Escherichia coli 4778. 
subunits, rpoBC gene, chloroplasts, Spinacea oleracea 3463. 
subunits, specificity, monoclonal antibodies production, hybridoma 9893. 
T7 phage, modification effects on transcription initiation, processivity 9897. 
C-terminus repeat domains, transcription initiation, nucleotide sequence, 
Drosophila melanogaster 948. 
ternary complexes isolation, characterization, Escherichia coli 954. 
Thermus aquaticus, polymerase chain reaction, in vitro gene amplification, 
teviews 7242. 
transcription factors, H4TF-1 protein H4TF-2 protein requirements metals DNA 
binding, man 742. 
ik seca factors, requirements, purification, mitochondria, Xenopus laevis 
909. 
transcription initation, purine triphosphates hydrolysis requirements 1846. 
transcription initiation, DNA binding, merB gene, Methanococcus vannielii 4851. 
br byt pause sites gene mapping, characterization, phage T7, Escherichi 
coli 5576. 
transcription studies, mitochondria, Triticum aestivum 4155. 
transcriptional stimulation initiation DNA biosynthesis, oriC origins replication 
1535. 
translocation, RNA biosynthesis, DNA biosynthesis, lymphocytes B, mice 7891. 
Trp byoreel Lac repressor, binding density effects on repression, Escherichia 
coli - 
vaccinia virus, temperature-sensitive mutant, characterization, transcription, 
gene expression 4857. 
bee Se virus, temperature-sensitive mutant, nucleotide sequence, transcription 
variability, characterization, Trypanosoma brucei 8935. 
DNA-directed RNA polymerase B, 
subunits, initiation, monoclonal antibody, Podospora comata 1838. 
DONA-directed RNA polymerase |, 
activity, U.V. radiation, rRNA genes, Xenopus laevis 8929. 
activity, thyroid hormones, glucocorticoids, androgens, growth hormone effects 
on, liver, rats 5901. 
genes, nucleotide sequence, Schizosaccharomyces 8494. 
initiation mechanisms, psoralen adducts, Xe’ s laevis 9896. 
initiation sites nontranscribed spacer region rRNA, rats 417. 
pr tater antibodies, RNA genes transcription analysis, autoimmune MRUIpr r 
romoters occlusion rRNA transcription 4983. 
NA, interactions, transcription complex, HeLa cells 2872. 
tRNA genes transcription models, initiation, termination 6918. 
transcription rRNA genes, promoters, mice 10831. 
transcription rRNA genes, transcription factor UBF1 transcription factor SL1 
ration, man 1996. 
DNA-directed RNA polymerase Ii, 
activity, subunits, cells, chickens 9886. 
adenovirus (human) promoters, transcription activity, comparison subunits 
kinetics 9887. 
cay ATP, UTP, a-amanitin, N.M.R. spectroscopy, Saccharomyces cerevisi¢ 


binding transcription initiation factor RAP 30/74, HeLa cells, man 2867. 
calf thymus ribonuclease H renaturase activity, transcripts displacement 2852. 
ce proteins factors initiation transcription, TATA box, Mammalia 


elongation factor DMS-II, transcription, Drosophila 9894. 

elongation, modulation transcription factors, Drosophila 949. 

elongation, transcription factor Sil, purification, characterization, thymus, 
cattle 1844, 

GAL10 gene recombination, Saccharomyces cerevisiae 9632. 

genes nucleotide sequence, Drosophila 8264. 

genes nucleotide sequence, Trypanosoma brucei 8210. 

genes nucleotide sequence, Trypanosoma brucei 8219. 

heat shock induction correlation inhibition transcription, Drosophila 
_Melanogaster 7886. 

high mobility group protein 1 high mobility group protein 2 stimulation genes 

expression, promoters, transcription factors, man 6995. 
lio subunit C-terminus, analysis, role resistance a-amanitin, mice 421. 


Biochemistry Abstracts 2 vol. 19 


DNA-directed RNA polymerase Il, (continued) 


__CMER RNA biosynthesis, 


. Tegulation transcription, Bmx 


flo subunit, C-terminus, comparison, CHO cells, Saccharomyces cerevisiae, 
__ Drosophila melanogaster 1356. 
initiation requirements, transcription factors, liver, rats 4863. 
initiation transcription, quanosine 5'-O-(2-triotriphosphate), reaction 
Conditions, inhibitors, mammalian cells 1841. 
interaction, activators, transcription, proteins, Saccharomyces cerevisiae 8922. 
interaction transcription elongation factor SII, man 4853. 
mutation, transcription factors, regulation, transcription, GAL4 proteins, 
Saccharomyces cerevisiae 8921. 
nucleosomes, competition binding sites, chromatin 5902. 
nucleotides effects on elongation, wheat germ 9898. 
Phosphorylated forms, mRNA biosynthesis, structure-activity relationships, 
mammalian cells 4861. 
Phosphorylation, protein kinase C activity, leukemia, chickens 1843. 
promoters dependent transcription, immobilized enzymes, HeLa cells 8928. 
promoters, transcription factors, analysis transcription initiation complex 
ee peocrbly, man 1847. 
lationship, poxvirus, DNA-directed RNA polymerase, 'S, characterization, 
MRNA 7880. oe ow 
RNA biosynthesis activation, DNA-binding protein binding thymidine rich sequence, 
DED1 gene, Saccharomyces cerevisiae 4854. 
RNA biosynthesis inhibition, a-amanitin, wheat germ 9895. 
SNRNA U2 genes, transcription complex formation, Xenopus laevis 10099. 
| Sheghdl RNA biosynthesis, initiation termination transcripts, isolated nuclei, 
mice ; 
termination sites, histones genes, nucleotide sequence, man 2873. 
TFIID protein, transcription factors, stability transcription complex 5190. 
transcription complex, DNA protection, transcription initiation 1189. 
transcription elongation inhibition, 
5,6-dichloro-1-8-D-ribofuranosylbenzimidazole, HeLa cells 5903. 
transcription factor MLTF +transcription factor IID effects on, \Va2+major late 
Promoters, adenovirus (human) 7892. 
+transcription factor 5 interaction, Drosophila 7888. 
transcription factors, purification, HeLa cells 2150. 
transcription, high mobility group protein 1, high mobility group protein 2 
effects on 5896. 
transcription termination requirements polyadenylation signals, MRNA 1167. 
vaccinia virus replication efficiency, relationship 7882. 
DNA-directed RNA polymerase Ili, 
antisense RNA, antigen T, replicon function, inhibition, SV40 7884. 
cytomegalovirus (human) 7893. 
ao transcription factors, snRNA U6 genes in vitro, transcription, mice 


factor B activity reduction, growth restriction cells, mice 952. 
metallothionen | genes transcription modulation, rRNA genes 
tegulation activity, reviews 1837. 
tole, DNA repair, hydrogen peroxide effects on, Escherichia coli 9617. 
ies, purification, thymus, cattle 2874. 
transcription complex formation, gene expression enhancement, B2 gene, gene 
families, SV40 transformed cells, mice 4657. 
transcription factors, pathway assembly transcription complex, Bombyx mori 1181. 


transcription pro1 gene, genes 4858. 
irected RNA iobwersen No, 
Modification, poliovirus, cycloheximide, zinc, HeLa cells 7883. 


directed RNA-pol 
DNA-directed DNA polymerase |, flavonoids, phage T7 2888. 
Protein, 
binging oriC, Escherichia coli 8997. 
| cardiolipin activation, replication initiation, plasmids oriC, Escherichia coli 
1561. 
) proteins TrfA, requirements, RK2 plasmid replication, Escherichia coli 5565. 
) purification, methodology, characterization, replication initiation, Escherichia 


coli 1961. 
requirements id F integration suppression dnaA gene mutation, OriC origin 
scherichia coli 4896. 


naB protein, ; 
| helicase, dnaB gene, mutation, dominant-lethal, Salmonella typhimurium 538. 
ins TrfA, requirements, RK2 plasmid replication, Escherichia coli 5565. 


acetylcholine receptors subunits, transfection, fibroblasts cell lines 10836. 
F-actin capping protein, nucleotide sequence, Dictyostelium discoideum 10283. 
ite kinase, chickens muscles, gene transfer, gene expression, cloning 
vectors, Escherichia coli 887. < 
alfalfa mosaic virus, Nicotiana tabacum infection, Agrobacterium tumefaciens 
Seth tattle 4588. " —_—— 
) antigens, ing, gene expression, Eimeria tenella a 
_argininosuccinate lyase, nucleotide sequence, brain, rats 8361. 
i is, human immunodeficiency virus 1 DNA, in-vitro amplification, use 
DNA-directed RNA polymerase, phage T7 5083. aid 
bovine diarrhea-mucosal disease virus, cloning, use DNA probes, in situ 
hybridization 6892. ’ 
calmodulin genes, nucleotide sequence, Drosophila melanogaster 284. _ 
capsid protein, hepatitis A virus, cloning, nuclear polyhedrosis virus cloning 
vectors, gene expression, immunochemistry, Autographa californica 861. 
capsid protein RNA, nucleotide sequence, picornavirus 7150. ; 
lysozyme c2, cloning, gene expression, recombinants, Pichia pastoris 8880. 
cattie 


sin, promoters regulation, nuclear polyhedrosis virus cloning vectors 
transfection, gene expression, Insecta cell lines 10896. ; 
| citrate synthase, Saccharomyces cerevisiae, plasmids, transformation, gene 
expression, Escherichia coli 2827. 
‘clones, atrial natriuretic hormone, pigs 8428. 


clones comparison, PFY gene introns, mRNA nucleotide sequence, Saccharomyces 


cerevisiae 5296. 
clones, cytochrome P450 isoenzymes, liver, rats 5479. 
clones, dexamethasone reduction, gene expression, thymus, rats 3180. 
Clones, drebrin, brain, chickens 5540. : , ‘ : 
clones, elongation factor EF-2, ADP-ribosylation, diphtheria toxin resistance, 


amino acid substitutions 4097. ‘ . 
clones, growth hormone precursors, nucleotide sequence, Seriola quinqueradiata 
478. : 
‘clones, nerve growth factor, nucleotide bk pe prostate, guinea-pigs 7462. 
_ } Clones, nicotinic receptors subunits, rats 7455. : ; 
# | clones, nucleotide sequence, glycine receptors, brain, laboratory animals 266. 
‘clones, nucleotide sequence, monoclonal antibodies, Plasmodium falciparum 3487. 


cDNA, (continued) 


ae sequence, peptide hormones precursors subunits, pituitary, 
pigs b 
ay nucleotide sequence, tyrosine 3-monooxygenase, adrenal gland, cattle 


clones, retinol-binding protein mRNA detection, seminiferous tubule, rats 2159. 
clones splicing, nucleotide sequence, surfactant protein C genes, man 341. 

clones, tachykinins precursors, receptors, reviews 2. 

clones, thyroxine deiodinase, isolation, liver, rats 1222. 

clones, B2-adrenergic receptors, lung, hamsters 465. 

orl adenosylhomocysteinease, nucleotide sequence, Dictyostelium discoideum 


sue Aspergillus alkaline proteinase, nucleotide sequence, Aspergillus oryzae 


cloning, cytochrome P450, gene expression, rabbits liver, Saccharomyces 
cerevisiae 8875. 

cloning, feline immunodeficiency virus proviruses, hybridization analysis, gag 
gene, pol gene, comparison lentivirus 7530. 

cloning, gene expression, gene regulation, glutamate dehydrogenase (NADP*), 
Neurospora crassa 5837. 

cloning, Glycine max preproglycinin, gene expression, cleavage, post-transiation 
processing, Saccharomyces cerevisiae 879. 

bat lysosomes lamp A protein, membrane proteins, nucleotide sequence, man 


cloning methodology use, cytosine+guanine tailing adaptors 4568. 

cloning methodology, use locus-specific primers 5208. 

cloning, methodology, viroids 2816. 

cloning, mRNA, terminal protein precursors, DNA-directed DNA-polymerase, 
adenovirus (human) 2 7573. 

bar Salmo prolactin, nucleotide sequence, gene expression, Escherichia coli 


cloning, sexual inducer, nuclectide sequence, exons, Volvox carteri 290. 

cloning, Theiler's virus, RNA, infection, mice 5119. 

cloning, Thunnus thynnus growth hormone, gene expression, Escherichia coli 937. 

oy reductase genes, nucleotide sequence, Leishmania donovani 

cloning, use analysis, replication, DNA biosynthesis, hepatitis A virus 7583. 

cloning vectors, phage \ EMBL12, descripticn 2803. 

piety al eron, man, gene expression, overproduction, Escherichia 
coli : 

cloning+nucleotide sequence determination methodology, oligo(dT), polymerase 
chain reaction 7254. 

coat protein, nucleotide sequence, potato virus X 6614. 

pears aw in hormone precursors, nucleotide sequence, placenta, man 

cytochrome P450 genes, nucleotide sequence, liver, Salmo gairdneri 539. 

cytochrome P450e, rats, cons, bearas pDP34, cloning vectors, gene expression, 
Saccharomyces cerevisiae 

cytochrome P450e, rats, gene expression, cytochrome P450e production, continuous 
culture, Saccharomyces cerevisiae 8885. 

directional gene libraries construction, methodology 10189. 

See cue mixed oligodeoxyribonucleotides probes specificity, methodology 
10019. 

expression, BK virus cloning vectors, cells, man 8684. 

ig tied cloning vectors, phage ZAP, in vivo excision properties, 

scherichia coli 4765. 

een DNA-binding protein, fusion proteins expression, recombinant phages 

extension procedure, clones isolation, fatty-acid synthase, chickens 5397. 

fibroblast growth factor, initiation codons identification, RNA biosynthesis, 
protein biosynthesis, high-molecular weight multiple forms, hepatoma, man 5073. 

gene libraries construction methodology, polymerase chain reaction, mammalian 
cells 7231. 

gene libraries construction methodology, use cytoplasmic RNA, absence role 
poly(A)-containing RNA 5081. 

gene libraries construction, phage \ cloning vectors description 2804. 

gene libraries construction, screening, hormones, pituitary, chickens 896. 

gene libraries, phage A, cryopreservation liquids nitrogen 1214. 

glutamic acid-rich protein genes, nucleotide sequence, Plasmodium falciparum 
2282. 

glutathione transferase genes, gene expression, liver, rats 891. 

glycoprotein IIb, nucleotide sequence, platelets, man 568. Me 

growth hormone, ducks, cloning, nucleotide sequence, gene expression, Escherichia 
coli 368. 

growth hormone, Oreochromis niloticus, cloning, nucleotide sequence, gene 
expression, Escherichia coli 9855. . 

growth hormone, Oreochromis niloticus, cloning, nucleotide sequence, gene 
expression, Escherichia coli 9858. . 

growth hormone, Thunnus thynnus, gene transfer, plasmids, gene expression, 
Escherichia coli 9857. 

GTP-binding protein genes, nucleotide sequence, man 487. , : 

guanine nucleotide-binding protein subunits, nucleotide sequence, Dictyostelium 

iscoideum 10278. 

H™-transporting ATP synthase y subunit, nucleotide sequence, Chlamydomonas 
einhardtii 2609. : ’ 

H™-transporting ATP synthase components, nucleotide sequence, mitochondria, 
cattle 1310. 

herpesvirus (lepine), characterization, genomes, restriction endonuclease 
mapping, nucleotide sequence 4378. : 

histocompatibility locus HLA, class Il genes, DR2 region, haplotypes, nucleotide 
sequence, man 1392. ‘ ; 

homeobox, genes, nucleotide sequence, cloning, gene expression, rats 261. 

human immunodeficiency virus 1, amplification, polymerase chain reaction, use 
ONA-directed DNA Fe lymerase, Thermus aquaticus 9790. 

identification clones of poly(A)-containing mRNA 7762. 

identification, probes selection 10388. ¥, 

immunoglobulin E receptors, nucleotide sequence, leukocytes (basophilic), mast 
cells, rats 4327. P 

JC virus, BK virus, SV40, transformation, genetic analysis 6348. 

jun-D gene, nucleotide sequence, mice 6268. : : 

knob protein, histidine-rich protein, nucleotide sequence, Plasmodium falciparum 
22! 


90. 

libraries, ere screening, guanine nucleotide-binding protein 
subunits 175. : : 

luteinizing hormone subunits, nucleotide sequence, pigs 8301. 

Mj gene, nucleotide sequence, cloning, influenza A virus 4340. 


119 


Subject Index 


cDNA, (continued) f é ‘ 
man lysozyme cloning, nucleotide sequence, gene expression, secretion, 
Saccharomyces cerevisiae 289. 


monophenol monooxygenase genes, nucleotide sequence, splicing analysis, melanoma, 


man 10477. 
N®-acetyitransferase AAA1 gene, nucleotide sequence, Saccharomyces 
cerevisiae 10292. on , ‘ 
nagA gene cloning, B-N-acetylhexosaminidase A, nucleotide sequence, amino 
acid sequence, Dictyostelium discoideum &872. ; ‘ 
nerve growth factor-inducible large external glycoprotein, nucleotide sequence, 
pheochromocytoma cells, rats 7463. ‘ee . 
neurofilaments proteins NF-H, amino acid sequence predictions, mice 5536. 


nucleotide sequence, amino acid sequence predictions, S-adenosyl-L-homocysteine, 


Dictyostelium discoideum 8431. } : 
nucleotide sequence, androgens dependent proteins, seminal vesicle, rats 4283. 
nucleotide sequence, cloning, genetic variance, human immunodeficiency virus 2, 
human immunodeficiency virus 1 61. 


nucleotide sequence, coat protein genes, soybean mosaic virus, gene expression, 


Escherichia coli, Agrobacterium tumefaciens, callus, Nicotiana tabacum 10061. 
nucleotide sequence, cytochrome P450, liver, man, rats, rabbits 398. 
nucleotide sequence, ethanol induction, cytochrome P450, rats, man 10247. 


nucleotide sequence, heat shock proteins related proteins, Plasmodium falciparum 


2279. 
nucleotide sequence, hybridization analysis, pathogenic strains, nonpathogenic 
strains, Entamoeba histolytica 10359. 


a a ee 


Dolichos biflorus, : , 
lectins, binding glycoproteins, developmental regulation cell surface expression 
nucleotide sequence, similarity immunoglobulins « chain, teratocarcinoma, 

mice 2716. ’ 
seeds lectins, cDNA cloning, gene expression 877. 
Dolichyl-phosphate mannosyltransferase, a 
DPM1 gene, cloning, nucleotide sequence, Saccharomyces cerevisiae 2283. 
a decarboxylase, " . 
ic gene, effects on, cuticle formation, Drosophila melanogaster 7617. 
Dopamine B-monooxygenase, 
cDNA nucleotide sequence, mRNA types, man 8552. 
Dopamine receptors, yee: 
genes, cDNA nucleotide sequence, expression fibroblasts, rats 5408. 
Dorsal root ganglia, ert 9 ? 
preprotachykinin-A mRNA expression, pain stimuli induction, rats 6056. 
Dot blots, 
deletion, hybridization specificity, deletion point, oligonucleotides probes 
2034. 


hybridization analysis methodology, DNA mutation titration 10590. 


Double-stranded RNA-dependent kinase, 


activation, mRNA TAR region, role translation inhibition, human immunodeficie 
virus 1 8944. 


Down’s syndrome, 


chromosome 21 gene expression, man 10817. 


nucleotide sequence, hydratase dehydrogenase epimerase, Candida tropicalis 2388.Doxorubicin, 


nucleotide sequence, hypusine containing initiation factor elF-4D, Dictyostelium 
discoideum 10282. 

nucleotide sequence, M2 gene, proteins, amino acid sequence, reovirus 3 4348. 

nucleotide uence, nonstructural protein nsP1, association RNA 
methyitransterase activity, Sindbis virus 10941. ‘ 

nucleotide sequence, peroxisomes catalase genes, Candida tropicalis 9304. 

nucleotide sequence, pisseicwase C genes, Trypanosoma brucei 2365. 

nucleotide sequence, Tritirachium album, Tritirachium alkaline proteinase genes, 
expression, Escherichia coli 8478. 

nucleotide sequence, ubiquitin genes, Dictyostelium discoideum 2355. 

nucleotide sequence, 118-hydroxylase, cytochrome P450, gene mapping, 
congenital adrenal hyperplasia 6354. - 

oligonucleotides, 5-fluorodeoxyuridine substitution, mismatched base pairs 
stability, genes probes 15. 

ov doy 101 yr apameace Southern cross, hybridization analysis, 

10143. 

pheromone Er-1, sex pheromone, nucleotide sequence, amino acid sequence 
predictions, isolation, characterization, Euplotes raikovi 8432. 

plasmids, construction gene libraries, electroporation methodology 1696. 

plum pox virus Nia protein, cloning, gene expression, proteolysis activity, 
Escherichia coli 10890. 

poly(A)-containing, orientation determination methodology 7233. 

polyhedrin genes, nucleotide sequence, cytoplasmic polyhedrosis virus, Bombyx 
mori isolates 10234. 

potato spindle tuber viroid, promoters like regions, RNA biosynthesis, use 
Escherichia coli DNA-directed RNA. polymerase, in vitro 7169. 

pro-opiomelanocortin mRNA, cloning, nucleotide sequence, man 383. 

probes, hybridization analysis, genetic variance, genomes segments, serotypes, 
animal isolates, bluetongue virus 10062. 

probes, smooth muscle, actin, MRNA, expression, aorta, rats 95. 


Romain, cloning, gene expression. nucleotide sequence, Oncorhynchus keta 5239. 


2 protein, O2 locus nucleotide sequence, endosperm, Zea mays 5287. 
proteinase, cloning, rhinovirus (human) 14, gene expression, Esc 
tats a-fetoprotein, cloning, gene expression, Escherichia coli, Saccharomyces 
cerevisiae 4809. 

respiratory syncytial virus (bovine), proteins, MRNA, characterization, antigenic 
characteristics 4139. 

ribosomal protein L27', mice, substitution, ribosomal protein L29, ribosomes 
assembly, Saccharomyces cerevisiae 4065. 

RNA, detection, quantitation, hybridization analysis, viruses 4111. 

RNA-1, RNA biosynthesis, in vitro, tobacco rattle virus 8144. 

MRNA hybridization, initiation codon, monosomes formation 2082. 

MRNA, nucleotide sequence, Dictyostelium discoideum 10067. 

acho hk E1 structural protein, cloning, gene expression, mammalian cells 


richia coli 


ast1-casein, cattle, cloning, gene expression, Escherichia coli 1758. 

serine-repeat antigen, nucleotide sequence, Plasmodium falciparum 2286. 

single-shot cloning yogelponie microtubule-associated proteins genes 6809. 

strand separated, use quantitation RNA, methodology 16. 

structural proteins, nonstructural proteins genes, nucleotide sequence, 
bluetongue virus 9126. 

synthesis, characterization, RNA-directed DNA polymerase, tRNA Trp, avian 
myeloblastosis virus RNA 10938. 

synthesis methodology 177. 

synthesis reactions, ethidium bromide+agarose assays 10014. 
nthesis RNA templates, cloning pha 13, methodology 1227. 

jumatococcus daniellii thaumatin, cloning, gene expression, secretion, Bacillus 

subtilis 910. 

transcripts chimeras, in vitro transcription, cleavage sites, relationship 
infectivity 10118. 

B-tubulin nucleotide sequence, Daucus carota 558. 

tumor necrosis factor, man, mutagenesis, initiation codons, effects on gene 
expression, Escherichia coli 2828. 

ubiquitin genes, isolation, Chagas' disease, Trypanosoma cruzi 1370. 

yellow fever virus envelopes proteins, cloning, SV40 cloning vectors, signal 
peptides, gene expression 1769. 

yes gene, nucleotide sequence, chickens 6274. 

DnaG protein, 
proteins TrfA, requirements, RK2 plasmid replication, Escherichia coli 5565. 


In, 

cross-creatvty a2 subunit DNA-directed RNA polymerase, Escherichia 
coli E 

Dodecanucleotide d(TGCA)3, 

* analysis structure, solutions, self- complementarity, tritium N.M.R. 5020. 


8, 
coproteins components, microsomes signals peptidase complex, CDNA nucleotide 


sequence 2432. 
narcolepsy, genetic analysis, restriction fragment length polymorphism 8420. 


120 


DNA association, spectrofluorometry, quantitation 2217. 
DNA damage, on resistance, cells, man 8188. 
+ glutathione, DNA damage, cell lines 10202. . 
RNA-directed DNA polymerase, inhibition, avian myeloblastosis virus 7909. 
Drebrin 
brain, nucleotide sequence, mRNA changes, developmental stages, chick emb 
5539 


cDNA clones, brain, chickens 5540. 


Drosophila, 


N-acetylglucosamine containing chromatin, localization 9945. 

achaete gene scute gene complex, reviews 1009. 

adenine Bi oleae pochar genes, splicing sites mobility, introns 7475. 

alcohol dehydrogenase genes, tissues specificity regulatory difference, 
conservation 9717. 

analysis, overlapping transcription units, Cs gene 7324. 

analysis, structure communication, sequence, supercoiling DNA 2543. f 

antennapedia complex genes, homeobox domains gene products peptides, bindin 
nucleotide sequence 4976. 

Antennapedia complex, proboscioedia locus, genetic ed aa 1640. 

Antennapedia complex zerknuellt region, z1 gene, x, nucleotide sequ 
2303. 

Antennapedia gene, fushi tarazu gene promoters activation z2 gene 6742. 

Antennapedia gene gene products, homeobox domains, secondary structure, N.1 
transcription factors 6987. 

Antennapedia gene, P2 promoter, mapping control elements, deletion analysis 3 

Antennapedia gene, P2 promoter, transcription factors, DTF-1 protein 3997. 

antisense RNA, wingless gene induction 870. 

bicoid gene, transcripts, localization patterns, homeobox, emb: 4183. 

Cell lines, cat gene gene expression, post-transcription repression, human 
immunodeficiency virus 1 long terminal repeat 7704. 

culture cells, retention, autonomously ce sequence 7723. 

cyclic AMP dependent protein kinase genes, DCO gene, nucleotide sequence 4 

cyclin A genes, riucleotide sequence, gene expression cell cycle 8284. 

darkener-of-apricot gene, effects on white gene 9639. 

daughterless gene, cDNA nucleotide sequence, sex determination, development 

dec-1 gene, cloning, characterization transcripts 1204. 

deoxyribonuclease inhibitors, transcription, purification 3889. 

Distal-less gene, genomes nucleotide sequence, homeobox 8288. 

DNA repair enzymes, J eb dimers, U.V. irradiation, chromatin 6943. 

DNA topoisomerase (ATP-hydrolysing) forms, detection, monoclonal antibodies 

ONA-directed DNA polymerase insertion fidelity, gel electrophoresis 6921. 

a Sa RNA polymerase Il, elongation, modulation by transcription facto 
949. 

DNA-directed RNA polymerase || genes nucleotide sequence 8264. 

DNA-directed RNA polymerase |! transcription elongation factor DMS-I1 9894, 

cDNA nucleotide sequence, genes, ee eee cholecystokinin 6417 

P-element, transformation, cloning vectors 9773. 

embryos, neurons development, Enhancer of split gene characterization 6404. 

engrailed gene, even-skipped gene, homeobox genes gene products binding DNA 

engrailed gene, fushi tarazu gene, products, comparison binding nucleotide 
sequence 4980. 

expression cloning vectors Smart2, hsp70 gene promoters, tet gene 7801. 

a | genes, nucleotide sequence, amino acid sequence, gene expressior 

foldback elements transposons, distribution, conservation 10855. 

baie stem developmental genetics, Ultrabithoraxx abdominal A hybrids 


genes, homeobox, labial gene, Antennapedia complex, nucleotide sequence 8 
rmline transformation, rp21 gene, genes 7729. 
Id gene, YYRR box, nucleotide sequence, introns 4461. 

heat shock protein 70 mRNA degradation, heat shock recovery 5181. 

high molecular weight DNA isolation methodology, genomic library 9197. 

histone H2A genes, nucleotide sequence analysis 9481. 

histone H2B, histone H3, methylation, amino acid residues, heat shock, arsen 

Pf sece 9947. 
meobox genes, engrailed gene, fushi tarazu gene, paired gene, zen gene, ¢ 
products, synergism effects on transcription 10994. ne 

homeobox genes, H2.0 gene, cDNA nucleotide sequence, tissues specificity g 
expression 8224. 

homeotic genes, regulation embryogenesis, reviews 1008. 

homology, Caenorhabditis elegans membrane proteins lin-12 gene, DNA nucle 
sequence 3469. 

hsp70 gene activity effects on conformation nucleosomes core particles 5549. 

Krueppel proteins, distribution, development, posttranscriptional regulation, 
introns 648. 

laminin B1 genes, cDNA nucleotide ren ripe mice homology 6405. 

laminin, cDNA nucleotide uence 2. 

mesoderm, genes, cDNA, hybridization analysis, gene mapping, embryos 947 

eee rhodopsin genes, Rh1 gene transfection, ectopic expression photorecer 


. 


Drosophila, (continued) 

_ Nicotinic acetylcholine receptors genes, nucleotide sequence cDNA, brain 5398. 

_ pair-rule genes, repression transcription, patterns defects, segmentation, 

development 134. 

' per gene, nucleotide sequence similarity nucleus genes Spinacea oleracea Brassica 

i napus, chloroplasts Acetabularia 1448. 

_ potassium channels genes, Shaker gene gene families, nucleotide sequence 6403. 
protein-tyrosine kinase, domains requirements contro! photoreceptors cells fate, 
nuc idé sequence, sev gene gene products 4360. 

proteins similarity, nucleotide sequence data bases 6485. 

caton characterization heat shock activator protein, activation hsp70 gene 

R7 cells fate indent position, seveniess gene 6741. 

| H-ras gene products expression, high copy number Schneider 2 cells, man 9716. 

ribonuclease H, DNA+RNA hybrids inhibition 5889. 

nibosomal protein S31 cDNA nucleotide sequence 9240. 

: pe ane proteins cDNA nucleotide sequence, homology rats ribosomal protein S26 


ribosomes, binding sites, tRNA Phe analogs reactions 6029. 


coli 9363. 
funt gene isolation, expression embryogenesis 1637. 
s15 18, S36 gene, fusion Adh gene, promoters activity, chorion 5639. 
scaffolds, DNA loops, attachment, chromosomes, cells 3987. 
Sex Combs Reduced gene, cDNA nucleotide sequence, gene products distribution, 
) _ gene mapping fushi tarazu gene, homeobox 6414. 
sex differentiation, regulation =) ident sex-lethal gene transformer 
» gene doublesex gene, reviews 8152. 
Sex differentiation, tra gene, gene expression 6694. 
Sgs-3 gene promoters, induction Ko eee ne expression 9647. 
su(Hw) ae nucleotide sequence, DNA-binding protein, role contro! transposon 
y : 
er gene, gene products potassium channels, nervous system 4448. 
Species, nucleotide sequence comparison, gene s15, gene $19 201. 
a-spectnn, cDNA, fusion proteins analysis 274. 
torso gene effects on fushi tarazu gene expression, development 6740. 
torso gene, nucleotide sequence, gene products protein-tyrosine kinase 9237. 
» transcription factor 5+DNA-directed RNA polymerase II interaction 7888. 
transcription, genes, regulation, enhancers sequence, reviews 6008. 
transposon P, control insertion mutagenesis, use transposon tagging 796. 
i ne eonefpencalon DNA cross-linkage, chromatin structure, transcription 


; 83-tubulin genes, nucleotide sequence, expression 9243. 
oo cDNA nucleotide sequence, gene products localization nucleus, embryos 


two levels regulation engrailed gene expression embryogenesis 638. 

| Uttrabithorax | a genes expression, exclusion, autocatalysis, homeotic genes, 
abdominal-A gene, mesoderm 2730. 

\h uracil-DNA glycosylase, isolation, characterization 9923. 

oe gene products similarity initiation factor elF-4A, polar granules 


, Vasa gene nucleotide sequence, gene products similarity initiation factor elF-4A 


| 3308. 
i development, DNA biosynthesis 7568. 
gene, gonadal gene, Eip28/29 gene, overlap, gene mapping 9239. 

, Nucleotide sequence, gene products, role neurogenesis 4449. 
la affinidisjuncta, 
ov , Adh gene, nucleotide sequence 9473. 
phila a 


tom element, hybridization analysis 6796. 
psophila mauritiana, 
dehydrogenase, nucleotide sequence, comparison, Drosophila pseudoobscura 


| mariner element, transposons, reviews 7012. 

» Mos gene, relati ip transposon mariner, white-eye gene 7741. 

osophila mela ’ 

"y abl gene, Secteonie aexslence, protein-tyrosine kinase activity 241. : 
yaccessory gland ee gene products similarity pheromones precursors, nucleotide 

1447. 

“Ace locus, gene mapping 557. ; : 

ey ore teceptors genes, central nervous system expression, gene mapping 

4 


acetyicholinesterase Ace locus, cDNA nucleotide sequence 10515. 
achaete gene, scute gene, nucleotide sequence 8232. 
actin genes, developmental regulation transcription initiation sites 1639. 
adenine phosphoribosyitransferase genes, nucleotide sequence, amino acid sequence 
_ predictions 1379. 
gene, nucleotide sequence, evolution, alcohol dehydrogenase 8290. 

Ne promoters, switching, role transcription interference, alcohol 

lrogenase 7632. } 

alcohol drogenase genes, identification X radiation induction deletion mutant 
flanked repeated sequence 239. 
‘alcohol dehydrogenase genes promoters, chromatin structure 6941. 
hamaigam gene, ni i ence, Antennapedia complex 7461. 
}x-amylase mRNA, cloning, cDNA 4220. ; ‘ 
analysis, ribosomes DNA, insertion sequence 1, nucleolus organizer region, X 
‘chromosome, Y chromosome 275. 

analysis, tRNA genes transcription in vitro, sequence TNNCT 7326. 


rogenase genes, po 
adillo gene, cDNA nucleotide sequence, pence development 5477. 
iromatic-L-amino-acid decarboxylase Ddce gene, cDNA nucleotide sequence, germ 
' cells transformation 560. 
jpasement membranes procollagen genes, cDNA nucleotide sequence 6407. 
Yicoid gene, gene products regulation expression hunchback gene, embryos 6739. 
yithorax genes, role determination identity ments, reviews 1604. : 
gene, cDNA nucleotide sequence, similarity white gene, Drosophila 
melanogaster 5522. 
‘falmodulin genes, cDNA, nucleotide sequence 284. : ene 
‘ell culture, RNA-directed DNA polymerase activity, DNA biosynthesis, virus-like 
particles, retrovirus 8931. Adel ; 
,2ll lines, retrotransposons, reverse transcription, transposition intermediates 
formation, encapsidation, virus-like particles 9754. 


| TRANA4.5S, rRNA7S, rRNA 7SL, scRNA, nucleotide sequence, comparison, Escherichia 


Biochemistry Abstracts 2 vol. 19 


Drosophila melanogaster, (continued) 


chorion genes cluster, gene amplification, enhancers, chromosome 3 9235. 

X chromosome, actin genes, transcription 6111. 

X chromosome, complementation ours: cDNA nucleotide sequence 1381. 

X chromosome, ribosomal protein S14 genes, cDNA nucleotide sequence 7424. 

chromosomes structure, gene expression relationship 4918, 

cloning analysis suppressor-of-white-apricot locus 576, 

cloning vectors, transposons transposon P 8857. 

copia gene, cDNA nucleotide sequence 9241, 

cyclin genes, nucleotide sequence, transcripts localization pole cells, 
embryogenesis 8289, 

daughterless gene homology DNA-binding protein, DNA-binding protein nucleotide 
sequence, immunoglobulins enhancers, lymphocytes B, man 7545. 

Delta gene, cDNA nucleotide sequence, gene products similarity epidermal growth 
factor coagulation factor IX 4362. 

detection, intra chromosomes rearrangements, mediation, hobo transposon 3791. 

dnc+ gene, CDNA nucleotide sequence, homology 8259. 

DNA, binding proteins, transposon P, identification, purification 9974. 

DNA conformation, Adh gene, torsion stress 9531. 
DNA damage, agents, unscheduled DNA biosynthesis, mutants 6165. 

DNA ligase, activity, substrate specificity, embryos 9928. 

ONA primase activity, subunits interactions 6922. 

DNA, recombinase, strand exchange, purification, embryos 1888. 

DNA repair, enzymatic activity 6658. 

ONA strands exchange, melting activity 6177. 

ONA topoisomerase ParP-hydrolysin ) genes, cDNA nucleotide sequence 9436. 

DNA topoisomerase (ATP-hydrolysing) genes, cloning, Saccharomyces cerevisiae gene 
expression 6743. 

pe i epee genes (ATP-hydrolysing), phosphorylation, casein kinase II, cells 

DNA-directed DNA polymerase activity, subunits interactions, DNA primase 
separation 6923, 

DNA-directed DNA polymerase, DNA primase, exonuclease activity 1869. 

parte DNA polymerase, DNA primase, exonuclease proofreading specificity 

DNA-directed DNA polymerase, tempiate-primer utilization, fidelity, 
polymerization, embryos 1870. 

DNA-directed RNA polymerase, C-terminus repeat domains, transcription initiation, 
nucleotide sequence 948. 

DNA-directed RNA polymerase ||, heat shock induction correlation inhibition 
transcription 7886. 

DNA-directed RNA polymerase II Ilo subunit C-terminus, comparison, CHO cells, 
Saccharomyces cerevisiae 1356. 

cDNA nucleotide sequence conservation, c-myb gene homology 7425. 

cDNA, promoters, spacer region, transcription initiation sites 10378. 

doublesex gene, alternative splicing transcripts, regulation sex differentiation, 
transformer gene 8153. 

doublesex gene, cloning, gene mapping 1445. 

Draf-1 gene, cDNA nucleotide sequence, requirements proliferation germ cells 
somatic cells 5292. 

Dras3 gene similarity rap1 gene rap2 gene, rap1 gene rap2 gene cDNA nucleotide 
sequence, man 5412. 

dunce mutants, serine proteinase genes, reduction gene expression 10811. 

dUTP pyrophosphatase regulation, inhibitors purification 9927. 

easter gene, cDNA nucleotide sequence, role formation dorsal-ventral patterns 
embryogenesis, gene products serine proteinases 9253. 

effects on, amd gene, catecholamines metabolism 7617. 

elav gene products, neurons requirements, RNA-binding protein, nucleotide 
sequence 7471. 

| element, cloning, transposition 6795. 

G element, repeated sequence, nucleotide sequence 6225. 

P element, transcripts processing 6126. 

P elements, structure, transposition, role hybrid dysgenesis, reviews 7007. 

F elements, tran: ition mechanisms, reviews 7010. 

elongation factor EF-1a genes, cDNA nucleotide sequence 6410. 

embryogenesis, B-tubulin pone expression, MRNA localization 1603. 

embryogenesis, heat shock genes, cDNA nucleotide sequence 6408. 

embryogenesis, spatial patterns loci expression, BSH9 gene BSH4 gene, nucleotide 
sequence, berry locus similarity paired gene, homeobox 2302. 

embryos, DNA-directed DNA polymerase complex activity, affinity labelling 6919. 

embryos, histones genes families, nucleotide sequence 3312. 

engrailed gene, gene products interaction transcription factors 6986. 

“a gene, gene products phosphorylation serine specific protein kinase 

975. 


enhancer of split gene, m8 gene, transcripts nucleotide sequence 6150. 
enhancers requirements transposons induction genes mutation 5773. 
Escherichia colt, Saccharomyces cerevisiae, man, Bacillus subtilis, 
Schizosaccharomyces pombe, DNA, codons use patterns 5380. 
ewg gene, genomes nucleotide sequence 10360. 
| factor, role transposition, hybrid dysgenesis, reviews 7009. : 
females, germ cells, cell proliferation, genetic control, mosaics analysis 1601. 
females, on cells, Su-var locus mutation, chromatin structure 1909. 
females, X chromosome exchange 7358. Byer ce 
fushi tarazu gene, enhancers, transcription factors binding sites 10813. 
fushi tarazu gene, gene products DNA-binding protein, transcription factors 
Saccharomyces cerevisiae 6992. f 
fushi tarazu gene, promoters, regulation expression embryogenesis 9640. 
fs(1)Ya gene, genomes muscinchiae sequence, embryogenesis 10372. 
fia gene, genomes nucleotide sequence, embryogenesis 10372. 
gene amplification, chorion genes, regulation 4619. ; 
gene nerrer activity, periodicity spatial distribution heat shock proteins 
Nes 2734. 
pats mapping, Notch gene, determination limitations polytene chromosomes bands 
1 


4361. 
lue protein Sgs-4 gene, transcripts levels, steroids regulation 8752. 
Bieune icienae bodice pri subunits genes, cDNA nucleotide sequence 544. 
y transposon, mutation reversion, phenotypes analysis 6411. 
Feet shock effects on ribosomes biosynthesis 1103. 
heat shock inhibition MRNA splicing 9189. ; 
heat shock proteins genes, ecdysterone induction fisp27 gene, changes chromatin 
structure 5948. F 
heat shock proteins, hsp70 gene, histone H4 structure 6937. 
heterochromatin, DNA nucleotide sequence homology, Y chromosome, chromosome 4 
7421. 
histone H3 genes, nucleotide sequence, variation, divergence 10465. 
histones genes, tRNA insertion sequences, nucleotide sequence 9939. 


121 


Subject Index 


Drosophila melanogaster, (continued) 


Drosophila melanogaster, (continued) 


hobo element, comparison P element, structure, transposition mechanisms, reviews ubiquitin genes, structure, gene expression 7426. 


7011. 
hobo transposon transformation 6415. 
6 gene, promoters, binding heat shock factors, nucleosomes 7986. 
hybrid dysgenesis, tr in P+KP element cohabitation 5769. 


hydroxymethyiglutaryl-CoA reductase, genes, development, regulation, nucleotide 


uence 9478. ‘ 
identification, females sterility mutation affecting, yolk proteins 7319. 
initiation factor elF-2, polypeptides chain initiation, purification, 
characterization, embryos 4094. 
insulin receptors genes, transcripts, tissues localization development 2731. 
kinesin heavy chains genes nucleotide sequence 8285. _ 
labial gene, genomes n ide sequence, gene expression development, 
Antennapedia lex, homeobox 9236. 


5-methyicytosine, DNA, high-pressure liquid chromatography, determination 1240. 


mitochondria, DNA-directed RNA polymerase, isolation, characterization 6917. 

mutants, DNA repair excision defects, complementation, denV gene, 
deoxyribonuclease (pyrimidine dimer), phage T4 8712. ” 

mygsin, heavy chains genes, nucleotide sequence, gene families 9238. 

Na™/K* -transporting ATPase a chain genes, cDNA nucleotide sequence 
6305. 

N4-aminocytidine mutagenesis 7258. 


nanos gene repression hunchback gene 9646. 

nonhistone proteins isolation+ distribution, embryos 8958. 
nucleoproteins, binding, homopolymeric sequence, embryos 9933. 
nucleotide sequence, nicotinic acetylcholine receptors, ard gene 3310. 


Droso 


Drosoph 


ultrabithorax gene, gene products, alternative splicing, homeobox 9175. 

und gene, genes similarity B-amyloid protein, cDNA nucleotide sequence 9484 

vestigial gene, cDNA nucleotide sequence 5506. 

vitelline membrane genes nucleotide sequence 8551. 

wingless gene, similarity int-1 gene mice, oncogenes similarity developmental 
genes, reviews 2001. ; : ; 

xanthine bile Be rae XDH gene, cDNA nucleotide sequence, Calliphora vi 
comparison 6222. pee i 

yolk protein factor |, DNA binding proteins, purification, properties 6953. 

yolk protein 1, gene fusion, gene expression, nucleotide sequence requiremen 
733. 


lk protein 1 genes, sex eerie icity regulation expression, promoters 5728. 
esis ae: gene products DNA-binding activity, localization 1577. 
zeste locus, cDNA, nucleotide sequence 1382. 


Drosophila mojavensis, 


Adh gene, Lin te sequence, evolutionary genetics 7357. 
ja mul 
alcohol dehydr enase genes, adh gene promoters effects on tissues specifici 
enhancers 5724. 
doobscura, 


br or ; 4 7 x 
alcohol dehydrogenase, nucleotide sequence, comparison, Drosophila mauritia 


5293. 

period gone, cDNA nucleotide sequence 6406. 
ja simulans, 

mariner element, transposons, reviews 7012. 


opened ring chromosomes, acquired, He-T DNA nuleotide sequence, telomeres 3311.Drosophila subobscura, 


ovarian tumor locus, cCONA nucleotide sequence 10380. 

P11 antigen containing ribonucleoproteins complex 9932. 

period ted expression, development 1636. 

protein biosynthesis, initiation factor elF-2, guanine nucleotides exchange, 
mechanisms, embryos 4093. 

protein biosynthesis initiation factors, inactivation, mRNA cap structure, heat 
shock, embryos lysates 9094. 

protein D1 cDNA nucleotide sequence, chromosomes 8262. 


RNA biosynthesis, spermiogenesis, spermatids 3184. 


Drosophila virilis, 


period gene, cDNA nucleotide sequence 6406. 
superoxide dismutase genes, nucleotide sequence 9242. 


Dr hilidae, 


lopsin Rh2 genes promoters, gene expression, Drosophila melanogaster 6 


Drosulfakinin, 


genes, cholecystokinin homology, cDNA nucleotide sequence, Drosophila 641 


protein mp20, cDNA nucleotide sequence, muscles, Drosophila melanogaster 8263.Drug resistance, 


pUCPlac plasmid transformation, cloning vectors 7794. 
fas2 gene, bidirectional promoters 5413. 
repeated sequence, ribosomes DNA spacer, stimulation, rRNA precursors 
transcription 6668. 
pith ipod FB transposon, structure, transposition mechanisms, reviews 
thodopsin Rh2 genes promoters, ce expression 6693. 
ribosomal proteins cDNA nucleoti 
homolegy 8267. 


RNA biosynthesis stimulation, promoters activation, GAL4 gene gene products, gene 


transfer, Saccharomyces cerevisiae 746. 
mRNA pon reg protein purification characterization, embryos 7988. 
MRNA spilici 

1 


203. 
rRNA genes, activity nucleolus formation, transcription 4649. 
rRNA oe polyadenylation nucleotide poneeces mitochondria 9129. 
rRNA genes, nucleotide sequence 1 # 
snRNA genes, hybridization analysis 6409. 
tRNA Arg genes enhancers 5669. 
tRNA Asn genes expression, promoters 5732. 
tRNA Gly genes, nucleotide sequence, noc gene complex 6223. 
tRNA Ser genes, nucleotide sequence 8542. 
pa St nucleotide sequence 9049. 
yr es, gene mapping 9488. 
{RNA Tyr genes, ger lapping 
tRNA Val genes, 5’-terminus nucleotide sequence 543. 
tRNA Val genes structure, templates activity 6226. 
rote torso gene determination terminal ani: , embryos 1633. 


icing, pre-mRNA processing, fushi tarazu gene introns, nuclear extracts 


tosy516 gene, xanthine dehydrogenase deficient mutant, screening amber mutant, 


site-directed mutagenesis amber mutant suppressors tRNA Tyr genes 8823. 


rotund gene, CDNA nucleotide sequence, expression development, imaginal discs 


6186. 


bat pene: su(Hw), gene products suppression transposon gypsy transposon mdg 4! 


Sgs-4 genie enhancers 7669. 

Sgs-3 gene, enhancers, effects on genes expression 5726. 

sry h-1 gene cDNA nucleotide sequence, zinc finger proteins, transcription 
factors 5538. 

strand-specific transcription, embryos 7656. 

structure, genomes organization, 

sgenesis 3309. 

superoxide dismutase cDNA nucleotide sequence 9245. 

superoxide dismutase genes, cDNA nucleotide sequence 9476. 

suppressor of et Pie gene, gene products binding transposon gypsy 3996. 

swallow gene, CDNA nucleotide sequence, oogenesis 3471. 

telomeres, terminal chromosomes 


transcription factors, even-skipped gene gene products, DNA binding activity, 

tole homeobox 5967. tial asledi ° iy 

transcription factors, fushi tarazu gene gene products, engrailed gene gene 
products, competition binding sites, x 5966. 

transcription factors, yolk protein factor 1 binding yolk protein 1 genes 10993. 

transformer-2 gene, CDNA nucleotide sequence, gene products simila 
RNA-binding proteins, role processing doublesex Up transcripts 8286. 

transposon gypsy, effects on gene expression hsp82 gene 9643. 

transposon gypsy, y locus, transposons, insertion, nucleotide sequence 278. 

transposon jockey nucleotide sequence, LINES, proteins homology 9474. 

transposon P, mutagenesis, conversion 8811. 

transposon Tc1, transposon HB1, nucleotide sequence, relationships 7328. 

transposon TNNCT on tRNA Val genes transcription 9139, 

transposons, population dynamics, population genetics, reviews 7040, 

transposons, retrotransposon 1731, nucleotide sequence 5302. 

transposons, transposon Barney, transposon Tc1, transposon HB1, nucleotide 
sequence 7330. 


oa al genes, CDNA nucleotide sequence, amino acid sequence predictions 


tropomyosin Il genes, enhancers, alternative splicing transcripts 5185. 
trx locus, insertion mutation, cloning 8265. 


genes, pseudouridine changes, nucleotide sequence requirements 9487. 
le 


rosophila melanogaster elements, |-R hybrid 


cross-resistance, mdr1 gene mutation, KB cells, man 5309. 
pais expression, adenosine deaminase genes fusion, man 8773. 
IDR1 gene, cDNA restriction fragment length polymorphism, man 6248. 
mdr gene, transfection, histone H4 promoters, mice 754. 
norakin, influenza A virus, henaggnanbs. genes, nucleotide sequence 6287. 
Rts plasmids, temperature instability nucleotide 4417. 
satellite DNA, gene amplification, Leishmania tarentolae 8169. 


sequence, Xenopus laevis ribosomal protein L1 Drugs, 


binding sites, DNA, micrococcal nuclease probes 1264. 
DNA binding, solvation 4247. 
inds, vinylexins 4262. 


DNA, recognition, minor groove |i 
INA relaxation, DNA repair, Bacillus subtilis 


ee on plasmids, supercoiling 
nucleic acids binding, DNA charges, polarization, conformation 1524. 
+nucleic acids interactions analysis 1273. 


OTF-1 protein, 


transcription factors, Antennapedia gene P2 promoter, Drosophila 3997. 


Duchenne muscular 


rophy, 
genes, cDNA restriction whe akg length polymorphism, man 2351. 


Duchenne’s muscular 


Becker muscular dystrophy, exons deletion, DMD gene, BMD gene, man 370. 

Becker muscular dystrophy, partial deletion, DNA probes, man 371. 

Becker's muscular dystrophy, eee gene, transcription, polymerase chair 
reaction, gene amplification, man 3159. 

detection, exon deletion, man 5420. 

DMD locus, deletion analysis, man, family studies 434. 

genes, restriction fragment length polymorphism, man 10541. 

genes, translocations, breakpoints, mapping, man 10678. 

genetic screening deletion mutant, multiplex gene amplification, man 5438. 

prenatal diagnosis, restriction fragment length polymorphism, man 8166. 

skeletal muscle, dystrophin genes, cDNA nucleotide sequence, man 3572. 

Taq}, restriction fragment length polymorphism, man 10454. 


Duck is B virus, 
etpenaell inhibition, antiviral agents, 2',3'-dideoxynucleosides 3223. 
Duck hepatitis virus, 


DNA, cloning, gene expression, Escherichia coli 9800. 

P gene expression, products, synthesis, ducks 8749. 

P-gene nucleotide sequence, amino-terminal domains, reverse transcription 7: 

P-gene translation products 6645. 

Ducks, 

duck hepatitis virus, P gene expression, products, synthesis 8749. 

enhancers, transfection, stimulation genes B-globin gene expression, 
erythroid cells, man 756. 

es Sone cDNA, cloning, gene expression, nucleotide sequence, Esche 
coli 368. 


iclency, progressive loss DNA, breakpoints 5' Dunaliella salina, 
aie Gece. sit see hyll-bind 
thermal stability lehydrogenase genes, cDNA nucleotide sequence 5525. 


chlorophyll-binding protein genes, cDNA nucleotide sequence, Physcomitrella 
patens 9503. 
Duodenum, 
calcium-binding protein gene expression, 1,25-dihydroxycholecalciferol 
regulation, rats 6735. 
mapa Hm al taurocholate, N-methyl-N'-nitro-N-nitrosoguanidine, effects « 
ral ; 
Durapatite, 
method , DNA hybridization analysis, Acinetobacter, Enterobacter agglom: 
taxonomic significance 6155. 
phe hired acid, : 
vatives, reagents, oligodeoxyribonucleotides synthesis 7063. 
UTP pyrophosphatase, vd 


oO 5 
distribution, tissues, rats 2899. 
regulation, inhibitors purification, Drosophila melanogaster 9927. 


binding, DNA, alcohols, amides effects on 4233. 
DNA binding, solvation 4247. 
Dysautonomia, 
analysis nerve growth factor processing, recombinants vaccinia virus vectors, 
by Media studies, fibroblasts, man 758. 
in, 


cDNA nucleotide sequence, chickens 8342. 


122 


Pane 


- genes, cDNA nucleotide sequence, skeletal 


' 


» phage 


hin, (continued) 


nucleotide sequence, domains comparison, man, chickens 7336. 


man 3572. 


genes, transcripts, alternative splicing, C-terminus, man 10141. 
* MRNA, levels, skeletal muscle, ontogeny, mice 5091. 


ia protein, 
adenovirus (human), N-terminus, function DNA synthesis focus formation, 
expression kidney cells, rats 6650. 
adenovirus (human) type 2, mutation analysis transactivation function, in vitro 
| _ transcription, effects on inducible genes 9702. 
} adenovirus, promoters, proteins, DNA binding, transcription 6708. 
ic AMP. synergism, stimulation transcription E4 gene E1A gene, adenovirus 
Soran) 3740. 


induction gene expression, early region genes, promoters, adenovirus (human) 5 


eee, Comeny Barr virus nuclear antigen-leader protein, adenovirus (human) 


arly region, 
genes, cloning, hybridization analysis, fibroblasts transformed cells, mice 8657. 
genes, TN gplpsiothenr appa phage T5, Escherichia coli 4523. 


80, n sequence, amino acid sequence predictions, Escherichia 
coli 9405. 


is protein, activity, antigen T activation, SV40, HeLa cells 9609. 


binging ooaes., AP-1 protein binding sites, lymphocytes B, man, Epstein-Barr 
virus 10990. 


eee aap tentans 3801. 


ococc: [ ccleaner: 
cDNA, hybridization analysis, restriction endonuclease mapping 323. 


calcification, gene expression, metamorphosis, Strongylocentrotus 
rpuratus 8125. 


DNA conformation, Hoogsteen base pairs, chemical probes 4560. 
Lad methyitransferase, effects on, cells, mice 4906. 


plasmids, gene, cytosine methylase, DNA repair, Escherichia coli 9613. 
cotropic leukemia virus, 


ra. Emv-23 gene, albinism deletion complex, chromosome 7, mice 9283. 
amino acid sequence, high mobility group protein, chromosomes, Tetrahymena 


— 


\ 
] 


4 


a 


as 


DNA transformation, electrostimulation, Escherichia coli 9747. 
effects on pieoectes proteins release, rRNA 5S, Tetrahymena thermophila 4064. 


binding, phosphorylation regulation, F9 ceils, mice, adenovirus 10988. 


orion proteins families, nucleotide uence, Schistosoma mansoni 3379. 
proteins genes, cDNA nucleotide sequence, istosoma mansoni 321. 
proteins genes, nucleotide sequence, Schistosoma haematobium 8600. 


Je 


Cl] 


‘chro atin se ge ao cell-free system, Xi jus laevis 4921. 
chromosomes ole anes acre ‘enopus 4916. 
lets, inducton, histone H3 phosphorylation, spermatozoa, Arbacia punctulata 


Foes8 
lin genes, cDNA nucleotide sequence, Arbacia punctulata 3390. 
ONA Eceythons, ordcpeenis reticulum+DNA-directed DNA polymerase complex, 
Strongylocentrotus 18' 


DNA pore iaeganée mice, reviews 1694. 
fertilization, MRNA derepression, Lytechinus pictus 8077. 
croinjection, dl expression, gene fusion, mice metallothionein genes, man 
hormone genes, Salmo salar, Salmo gairdneri 8812. 
ids replication, templates microinjection, Xenopus laevis 8682. 
oe gene, cDNA nucleotide sequence, Xenopus 9289. 
Tansiation initiation inhibitors, mRNA utilization, Strongylocentrotus 


, egi3 gene cDNA nucleotide sequence, Trichoderma reesei 7450. 
in 
es, moan nucleotide sequence, upstream flanking region, transcription factors, 
6369. 


mice 
tere-Danios 


»rocollagen genes, CDNA nucleotide sequence, amino acid sequence predictions, man 


8319. 
lon aecites tumor cals, 
stimulating edi cDNA cloning, gene expression, mice 10814. 


hromatin core particles, histone H2A1 histone H2B1 variants, reconstitution 
4940. 


tiatio 


ONA bromodeoxyuridine incorporation, localization, electron microscopy, nucleolus 
9191. 
)NA localization, mitosis, electron microscopy, chromatin, nucleoli 6167. 
Hoteles , double-strand breaks, a-particles, RBE value 3674. 
topoisomerase (ATP-hydrolysing) inhibition, fostriecin 9910. 
"\rowth Proteins genes, cloning, ia coli gene expression, mice 8895. 
juanine nucieotide-binding protein, inhibition. initiation factor elF-2, 
BE smepnoryiation 2101. 
e decarbo’ MRNA distribution+ translation, polyamines role 9181. 
ANA 3'-terminal PCPA synthesis, nucleoside diphosphate kinase, regulation 
| 2062. 


‘anscription preinitiation complex, DNA, linear, supercoiling 7163. 
translation, stimulation, aurin tricarboxylic acid, mitoc! 
eee 3168. 


O va (human) enhancers, th had regulatory sequence binding activity gel 
tang feet i insertion mutants 9983. 
acervulina, 
porozoites, cell surface glycoproteins genes, cDNA nucleotide sequence 5386. 


: 


Biochemistry Abstracts 2 vol. 19 


Eimeria acervulina, (continued) 
surfaces proteins, merozoites, cDNA nucleotide sequence 6556. 


tal muscle, Duchenne’s muscular dystrophy, Eimeria tenella, 


antigens cDNA, cloning, gene expression 2278, 

vaccines, genes, cloning, antigens, coccidiosis 10900. 

Elastase, 

cDNA nucleotide sequence, man 2541, 

oem sea leukocytes (neutrophilic), bone marrow differentiation, man 


genes cloning, nucleotide sequence, amino acid sequence, pUC18 plasmid vectors, 
Pseudomonas aeruginosa 5520. 


Sh rs nucleotide sequence, molecular characterization, Pseudomonas aeruginosa 


Elastase |, 

BR ios promoters enhancers function independence, rats 693. 
jastin, 
genes, cDNA nucleotide sequence, man 8627. 

Electric disch 


arge, 
er pances. gene transfer methodology, transformation meristems, Glycine max 


Electric? fields, 

formation, protoplasts, transformation, plasmids DNA uptake, transgenic plants 
formation, Lactuca sativa 10844. 

ori cal fusion, gene transfer, transformation, hybridization, animal 
cells 

induction membrane permeability, plasma membranes, protoplast fusion, 
hybridization, Corynebacterium glutamicum 806. 

membrane permeability induction, potyvirus RNA uptake, RNA biosynthesis, protein 
biosynthesis, Nicotiana tabacum 144. 

pulsed-field, gel electrophoresis, DNA, apparatus 1239. 

stimulation permeability, gene transfer, protoplasts, plants, plant cells, 
reviews 2004. 

Electrici 


high vol age, DNA cleavage, E.S,R. 3625. 
Electrochemi 


glucose oxidase, horseradish peroxidase containing sensors, electrodes, DNA 
detection 182. 
Electrodes, 
sensors, containing glucose oxidase, horseradish peroxidase, DNA detection 182. 
Electrodialysis, 
DNA purification methodology, electroeiution, gels 7250. 
Electroelution, 
DNA purification methodology, electrodialysis, gels 7250. 
methodology, DNA, agarose gels 179. 
methodology, recovery DNA fragments, agarose gels 4206. 
Electron microscopy, 
DNA, nucleotide sequence, denaturation mapping, superhelical turn counts, 
nomes, bacteria 495, 
DNA Z-form, structure, sablty: apectmecocs: 1471. 
ribosomes, mRNA orientatio 
scanning tunneling, images BNA a ents 2642. 
scanning tunneling microscopy, Ri protein+ DNA complex 8968. 
scanning tunneling, observation DNA structure 5216. 
termination factor rho, RNA interactions, Escherichia coli 4090. 
X radiation analysis, DNA, bacteria 9535. 
Electron transfer, 
metals complex, DNA mediation 2250. 
Electrophoresis, 
enzyme-linked immunosorbent assay, hybridization analysis, methodology, 
comparison, rotavirus, detection 4219. 
patterns, double-stranded RNA, Colletotrichum g populations 
isolates, anthracnose, Stylosanthes guyanensis 4109. 
roporat 


DNA gene transfer, eukaryotic cells, reviews 1699. 

cDNA plasmids, gene res construction met 1696. 
enhancement |A transfection, hybridomas cells 810. 
gene transfer, DNA Se activity, mammalian cells 7772. 

gene transfer methodology, eukaryotes, prokaryotes, reviews 802. 

gene be [hep psec reviews 4001. a 

igh v me' ia coli 10860. 
prudence Ceroteenene Gone 4741” 4741. 


induction, transformation, Clostridium perfringens 4738. 
, chloramphenicol acetyltransferase DNA, protoplasts, Lycopersicon 
esculentum 10166. 
methodology, DNA, myeloid, lymphoid tissue cell lines, man 10864. 
c-myc gene, DNA biosynthesis potentiation, epidermal growth factor, hepatocytes, 
rats 7602. ° 
ils peel methodology, hematopoietic cell lines, man 1697. 
INA genes replacement, Tetrahymena 6813. 
transactivator oe gene transfer methodology, T cell leukemia virus |, 
lymphoid cells, man 7013. 
transfection plasmids pRSVCAT, skin fibroblasts, man 1793. 
transformation plasmids, Streptococcus pyogenes 4740. 
transformation systems, Lactococcus lactis 7757. 
G 


element, 
repeated sequence, nucleotide sequence, Drosophila melanogaster 6225. 
P-EI nt, 
transformation, cloning vectors, Drosophila 9773. 
Ele 


oe py protein specificity, developmental stages, Chlamydia 1963. 

Ih 

DRA binding, N-nitrosobenzyl-methylamine metabolism, inhibition, esophagus, rats 
3269. 


Ellipticine, 
derivatives, 1-(alkylamino)-9-methoxyellipticine, synthesis, DNA binding 4260. 
Ellipticinium, 
DNA, — dynamics, temperature jump studies 3280. 
Elo: 
cymenecra P450 genes tran: aoe ay regulation, heme effects on, rats 9161. 
factors, nucleotides release m 
growth rate, miaA gene effects on, Eecherichia coli 54. 
models, thiostrepton, eS protein biosynthesis inhibition mechanisms 9090. 
nucleotides effects on DNA-directed RNA colmerise ll, wheat germ 9898. 
transcription, pausing enhancement, DNA-directed RNA merase, NusA protein, 
nucleotide sequence influences, Escherichia coli 1 


123 


Subject Index 


E lon factor DMS-il, , 
DNA-directed RNA a essigaes 1 transcription, Drosophila 9894. 
Elongation factor eEF-Tu, oe 
comparison, ribonucleoprotein purification, characterization 3096. 
Elongation factor EF- 1a, 
genes, nucleotide uence, chromosomes, man 10669. 
Elongation factor EF-Ts, 
nucleotides release mechanism, elongation factor EF-Tu 48. 
Elongation factor EF-Tu, : j 
GDP-binding protein purification, Halobacterium marismortui 52. 
+GTPase reactions, 2'(3')-O-aminoacy/ oligoribonucleotides effects on, 
Escherichia coli 1052. 
inhibition, kirromycin 3115. 
mutants, ribosomal protein S12 translation, Escherichia coli 7092. 
nucleotides release mechanism, elongation factor EF-Ts 48. 
operons, genes, Escherichia coli 269. 
protein biosynthesis, Calderobacterium hydrogenophilum 2099. 
ribosomes interactions, translation kinetics 41 
TRNA 238, a-sarcin cleavage sites, ribosomes binding sites 2105. 
tRNA Phe effects on guanosinetriphosphatase activity, Escherichia coli 6033. 
tuf gene cloning, nucleotide sequence, Methanococcus vannielii 1386. 
Elo jon factor EF-1, ? 
purification, characterization, Saccharomyces carlsbergensis, Schizosaccharomyces 
pombe 3122. 
SUF 12 gene mutation, Saccharomyces cerevisiae 272. 
Elongation factor EF-1a, 
cDNA nucleotide sequence, mice 8439. 
ethanolamine incorporation, post-translation changes, cells, man 7112. 
genes, cDNA nucleotide sequence, Drosophila melanogaster 6410. 
guanine nucleotides, aminoacyl tRNA, binding, amino acid sequence, Artemia 4095. 
mRNA, transcripts, transitions, cDNA nucleotide sequence, Xenopus laevis 10444. 
Elongation factor EF-18, 
phosphorylation, nucleotides exchange, Artemia 1118. 
lion factor EF-1py, 
subunits, properties, purification, cysts, Artemia salina 4092. 
Elongation factor EFS, 
ADP-ribosylation, diphtheria toxin resistance, amino acid substitutions, CDNA 
clones 4097. 
ADP-ribosylation, polyomavirus transformation, kidney cells, hamsters 7104. 
dephosp! ion, protein biosynthesis, cyclic AMP dependent activation 2110. 
cDNA nucleotide sequence, ovary granulosa cells, man 2475. 
genes, nucleotide sequence, Methanococcus vannielii, Corynebacterium diphtheriae 
toxins susceptibility 5484. 
immunofluorescent localization, fibroblasts, embryos, mice 4103. 
phosphorylation, calmodulin, calcium, reticulocytes, rabbits, liver, rats 2102. 
phosphoryiation, calmodulin dent protein kinase, mammalian cells 2103. 
Lairoy gh aga stimulation, thrombin, histamine, cells, umbilical cord, man 


rRNA 5S containing binding sites, ribosomes 3119. 
tRNA, complex, zone-interference gel electrophoresis, Escherichia coli 4056. 
Elongation factor EF-3, 


enzymatic activity, Saccharomyces carlsbergensis, Schizosaccharomyces pombe 3123. 


Elongation factor elF-2, 
activity, translation initiation, animal cells 3118. 
Elongation factor G, 
ribosomal protein L7, ribosomal protein L12 mutants, Escherichia coli 9097. 
Elongation factor Tu, 
amino acid sequence, tuf gene, nucleotide sequence, Thermotoga maritima 9324. 
Abi te guanine, effects on conformation, stability, Euglena gracilis 8070. 
oo “i I; eames complex, protein biosynthesis, reticulocytes, 
genes, linkage analysis, tRNA gene 
tutation, frameshift mutant, effects on frameshifting Eoin B rotein 
__ biosynthesis, translation, elongation, Escherichia coli 1 B 
ribosomal A site, affinity labelling, GTP analogs, Escherichia coli 9091. 
ribosomal protein L7, ribosomal protein L12 mutants, Escherichia coli 9097. 
tRNA tufB operon regulation, feedback inhibition, Escherichia coli 7659. 
tufB ‘on regulation, feedback inhibition, Escherichia coli 7658. 
ee larity, 428 Sie ei oocyt 
similari in, previtellogenic les, Xenopus laevis 1127. 
Elongation factor hae # ti gs 
elongation facior 1, isotope exchange, GDP dissociation, protein 
rautog tents kinetic studies, cysts, Artemia 9092. 
Elo ion factor 2, 
cross-linking, ribosomes binding sites 1121. 
Elongation factor 3, 
aminoacyl-tRNA binding, ATP hydrolysis, role, Saccharomyces cerevisiae 9089. 
Elongation factors, 
components, properties, characterization, purification, brain, cattle 4089. 
genes, transcripts screening, dark effects on, Chlamydomonas reinhardtii 6105. 
phosp! lation, protein kinase, comparison 8073. 
hi proteins genes, cloning, evolution, Methanococcus vannielii 9815. 
lon, 


bie methodology, DNA, agarose gels 179. 


s, Pseudomonas aeruginosa 9346. 


jalovirus (human), DNA biosynthesis, DNA 


, 
lung, cell culture, replication, cytom 
Ar I inhibitors 2662. 


topoisomerase (ATP hydrolysing), 
Embryo fibroblasts, 
epee te gene changes glucose transport, difference mechanisms rat-1 cells, 
rn ( 
herpes simplex virus 1 infected, antiviral activity, guanosine analogs, 
guinea-pigs 1026. 
src gene deletion, nucleotide sequence, Rous sarcoma virus transformation 
defective mutant, ducks 10240, 
Embryogenesis, , 
actin genes, gene expression activation, transcripts accumulation, 
Strongylocentrotus purpuratus 691. 
diploidy nucleus requirements enhancers, mice 1625. 
expression H19 gene, cDNA nucleotide sequence, mice 4474. 
expression runt gene, ibe tttaed 1637. 
pene expression, retrovirus like elements, development, mice 147. 
at shock tae cDNA nucleotide sequence, Drosophila melanogaster 6408. 
histocompatibility locus H-2 Q10 region, gene expression, mice 9712. 
homeotic genes, regulation, Drosophila, reviews 1008. 
Hox 1.5 , homeobox gene expression, mice 7694. 
initiation factor elF-4F, protein biosynthesis stimulation, translation control, 


Embryogenesis, (continued) 
Strongylocentrotus purpuratus 3114. M 
lamin B, expression, differentiation, teratocarcinoma, stem cells, embryos, mic 
9. 


969. 

rRNA 40S processing rates, Xenopus laevis 7164. 

Sciara coprophila, histone H2A variants 7938. | 

spatial patterns expression BSH9 gene BSH4 gene, nucleotide sequence, 
locus similarity paired gene, homeobox, Drosophila melanogaster 230; 

B-tubulin gene expression, mRNA localization, Drosophila melanogaster 1603. 

tubulin mRNA stability, Lytechinus pictus 5158. : 

two levels regulation engrailed gene expression, Drosophila 638. 

Embryos, ay. ; 

actin gene, CArG box interaction, transcription factors, serum-responsive 
element, Xenopus 10985. 

albumin genes, heat induction expression early stages development, rats 705. 

a-amylase mRNA translation, Triticum aestivum 2073. 

carcinoma cell lines, v-jun gene, gene expression 10815. 

carcinoma cells, Moloney leukemia virus gene expression, gene regulation, 
intragenic domains 2726. 

carcinoma, retinoic acid effects on differentiation, c-myc gene gene expressior 
mice 6118. 

cells, RNA biosynthesis, ribosomal RNA, poly(A)* RNA, collagen a,(!) MRNA, 
process) rtonic treatment, chickens 4197. ; 

cleavage, DNA biosynthesis regulation, Hemicentrotus pulcherrimus 142. 

delobed, histone H1 subtypes, synthesis, llyanassa obsoleta 5940. _ 

development, c-myc gone gene expression, RNA levels, in situ hybridization, 
Xenopus laevis 6120. 

development, germ cells, int-1 gene, gene expression, mice 6727. 

development, neurons, int-1 gene, gene expression, mice 6728. 

diadenosine tetraphosphate, hydrolase activity, detection, Stronglycentrotus 
Purpuratus 4898. 

DNA biosynthesis, gene expression genetic control, Caenorhabditis elegans 6 

DNA damage, sodium azide metabolites, mutagenesis, Hordeum vulgare 269% 

DNA ligase, activity, substrate specificity, Drosophila melanogaster 9928. 

DNA, recombinase, strand exchange, purification, ila melanogaster 1 


Cae 


DNA, release, cytosolic complex, fibroblasts, chickens 3217. 
DNA repair synthesis benzyl adenine, germination, Zea mays 2679. 
DNA-dir DNA polymerase complex activity, affinity labelling, Drosophila 


melanogaster 6919. 

DNA-directed DNA polymerase, template-primer utilization, fidelity, 
polymerization, Drosophila melanogaster 1870. 

b sehllbee keratin genes, cDNA nucleotide sequence, Xenopus laevis 3383. 

fibronectin genes, alternative splicing transcripts, transformed cells, chickens 
167. 

growth hormone genes transduction, replication defective vectors, 
teticuloendotheliosis virus, chickens 8792. 

heat shock, ubiquitin MRNA accumulation, Xenopus laevis 8081. 

Hemicentrotus pulcherrimus, arylsulfatase genes, cDNA nucleotide sequence | 

histone H5 distribution, hemoglobin, immunochemistry analysis, embryogenes 
chickens 4933. 

histones mRNA translation, caps methylation, Strongylocentrotus purpuratus, 

Lytechinus pictus 8038. 

initiation factor elF-2, elongation factor EF-2, immunofiuorescent localization, 
fibroblasts, mice 4103. 

initiation factor elF-2 phosphorylation+guanine nucleotides exchange, Artemia 


initiation factor elF-2, polypeptides chain initiation, purification, 
characterization, Drosophila melanogaster 4094. 

laminin mRNA localization, mice 5092. 

lysates, heat shock, protein biosynthesis initiation factors, inactivation, MRNA 
cap structure, Drosophila melanogaster 9094. 

maternal effects mutants, RNA biosynthesis, Xenopus laevis 6128. 

neurons development, Enhancer of split gene characterization, Drosophila 64( 

non-polyadenylated oligo(U)-containing RNA, hybridization properties, Triticurr 
aestivum 2124. 

nonhistone proteins isolation+ distribution, Drosophila melanogaster 8958. 

nuclei, inforsomes release, cytisine inhibition, Triticum aestivum 3086. 

nucleoproteins, binding, homopolymeric sequence, Drosophila melanogaster ‘ 

preimplantation, ee phosphonibosyltransferase gene expression, 
antisense DNA inhibition, mice 7636. 

protein biosynthesis inhibition, tubulin MRNA stabilization, Strongylocentrotus 
purpuratus 2076. 

protein biosynthesis, initiation factor elF-2 
mechanisms, Drosophila tees ees 

retrovirus cloning vectors, cattle “ 

RNA biosynthesis, storage, nuclei, Oryza sativa 4148. 

MRNA acetyicholinesterase activity, fibrillation, myotubes, rats 4193. 

rRNA genes, repeated sequence, hybridization analysis, Oryza sativa 3561. 

SNRNA levels, mice 5094. 

templates microinjection, DNA biosynthesis, Xenopus laevis 1537. 

transfection kanamycin kinase NPT-Il gene, Rous sarcoma virus, chickens 58 

Xenopus laevis, heat shock mRNA accumulation 4196. 

Encapsidation, 
bah nucleotide sequence structure requirements, parvovirus (human 


; a nucleotides exchange, 


Molone' 
7721 
tobacco mosaic virus rRNA 18S, characterization initiation sites, capsid protei 
oligomers 2137. 
tobacco mosaic virus, transcripts chloramphenicol acetyltransferase genes, 
inhibition synthesis, transgenic Nicotiana tabacum 6139. 
Encapsulation, 
cap loci, nucleotide sequence, amino acid sequence predictions, Bacillus 
anthracis 9387. 
Encephalitis, 
transcription, translation role, MRNA, RNA biosynthesis, protein biosynthesis, 
Crosse virus 4160. 
Encephalomyelitis, 
neurons, mice, Theiler's virus, CDNA, cloning, RNA, infection 5119. 
Encephalomyocarditis virus, 
capsid protein, protein VP1, mutants, diabetes mellitus, genes cloning, 
restriction endonuclease mapping, nucleotide sequence 1142. 
experimental infection, diabetes mellitus induction genes, nucleotide sequenc 
point mutation, deletion mutant, insertion mutation, mice 9285. | 
protein biosynthesis initiation, post-translation processing, in vitro 7111. 
MANA, protein biosynthesis initiation, ribosomes entry 7105. 


y leukemia virus, identification packaging sequence genomes, transfec 


124 


incephalomyocarditis virus, (continued) 

variants, nucleotide sequence 6271. 

indo-1,3(4)-B-glucanase, 

activity, Ruminococcus flavefaciens, xylan endo-1-3-8-xylosidase genes, 

cloning 10849. 

indochitinase, 

- CDNA nucleotide sequence, Hordeum vulgare 8473. 

indocrine glands, 

_brain, expression secreted proteins, cDNA nucleotide sequence, pigs 4370. 

indocrine system, 

_ Neoplasia, chromosome 10 deletion, man 10523. 

"Neoplasia, linkage analysis, genetic markers, chromosome 11, man 8515. 

‘nidodeoxyribonuciease Dpnil, 

; bed gene, oe Ln mig Streptococcus pneumoniae 1766. 
uciease |, 

purification, characterization, cells, mice 5890. 

ndodeoxyribonuciease Il, 

purification, characterization, cells, mice 5890. 

ndodeoxyribonuciease Vii, 

gene 49 gene regulation, phage T4, Escherichia coli 6714. 

ndoglucanase, 

exoglucanase, fusion proteins, bifunctional, expression, Escherichia coli, 

Cellulomonas fimi 9802. 

dometrium, 

/ DNA-directed DNA polymerase a activity, menstrual cycle, uterus, man 4879. 

)ndonuciease, 


| activity, mitochondria DNA conservation, Mammalia, evolutionary genetics 10489. 
Cleavage, MRNA stability regulation, ompA gene, Escherichia coli 3153. 

DNA repair, analysis, plasmacytoma, mice 1819. 

effects on DNA interactions, bleomycin, neocarzinostatin 4830. 

sere loci, ane mapping, A phage transduction, Escherichia coli 9418. 

R directed DNA polymerase human immunodeficiency virus 1, pol gene cloning, 
en reading frames, proteinase domains elimination, expression, Escherichia coli 


IRINA, introns, Halobacterium voicanii 3880. 
tRNA, introns processing, Halobacterium volcanii 9050. 
UNV. radiation gas specificity, mechanisms, Micrococcus luteus 4829. 


Purification, characterization, leaves, Spinacea oleracea 1827. 
donuciease V1 


opens T4, Holliday junctions cleavage, Escherichia coli 3875. 
i ilisin serine proteinase, , amino acid sequence predictions, KEX2 


gene, Saccharomyces cerevisiae 7542. 
reticulum, 
eo DNA polymerase complex, DNA biosynthesis, eggs, Strongylocentrotus 
"globulins gene mapping, chromosomes, Triticum aestivum, Secale cereale, Agropyron 
elongatum 3560. 
'>-32 protein, O2 locus cDNA nucleotide sequence, Zea mays 5287. 
oteins MRNA levels, grain development, Triticum aestivum 131. 
'|RINA 7 SL nucleotide sequence, signal recognition particle, Zea mays 8116. 
ANA, Loner synthesis, characterization, Coffea arabica 2149. 
Nn, 


dot! 

SDNA nucleotide sequence, placenta, man 10547. 

“DNA nucleotide sequence, umbilical cord, man 10556. 

yenes, nucleotide sequence, endothelium, vasoconstrictors, rats 1454. 
snes, nucleotide sequence, man 7395. 

timulation, DNA biosynthesis, smooth muscle, vascular system, rats 8681. 

dothelium, 

ell culture, interleukin 6 gene expression, man 7623. 

ene transfer, Moloney leukemia virus, retrovirus, cloning vectors, gene 


+! 


parasitica, 
lasmids, recombinants, cloning, RNA, double-stranded, single-stranded, 
hypovirulence, Castenea dentata 8869. 
totoxemia, 
iterloukin 1 cloning, gene expression, rabbits 7621. 
ndotoxin, a 
nes nucleotide sequence, activity Coleoptera, Bacillus thuringiensis 3432. 
wvicides proteins genes characterization, inverted repeat, Bacillus 
thuringiensis israelensis 5835. 


pumps, osmoregulation, DNA packaging, phages 3992. 
cont Eoare ue ranean r, Escherichia ia coli 4996. 
jancer-bindi: In, 


ahancers binding. purification, human immunodeficiency virus 1 4951. 
fyhancers domains identification, promoters regulation, papilloma virus (human) 
11 9961. 

Png terminal repeat binding, retrovirus (avian) 6959. 


atyicholine receptors genes, binding transcription factors, muscle, chickens 
10816. 
« | actin genes, identification DNA-binding protein, man 992. 
‘tin genes, response serum, gene expression, man 8789. 
‘tin genes, skeletal muscle, oocytes, Xenopus laevis 5612. 

fenovirus (human), hoe ep tt sequence binding activity gel shift 
)assays, insertion mutants . , 
enovirus (human) type 2, transcription, gels retention assays, conserved 
equence, cellular binding proteins, HeLa cells 9166. 
-h gene promoters effects on tissues specificity, alcohol dehydrogenase genes 
'Drosophila mulleri 5724. 
)umin, positive+negative regulatory elements, binding proteins, mice 6954. 

J element, characterization, monkeys 6443. 
olipoprotein A-I genes, nucleotide sequence, rats 10480. 

jal natriuretic hormone genes, upstream regions, tissue-specific genes 
pression, man 1665. J 

domains, demonstration DNA-binding protein, transcription factors, SV40 7954. 
‘virus, deletion analysis, sequence requirements enhancers DNA repiication, 
~omparison transcription 6641. 


Biochemistry Abstracts 2 vol. 19 


Enhancers, (continued) 


BK virus, negative regulation, cell-specific repressors, HeLa cells, man 4645. 

CD3 antigen § chain sores. downstream, lymphocytes T specificity, mice 5661. 

CD2 antigen genes, DNA methylation, lymphocytes T, thymocytes, man 10798. 

CD2 antigen genes, transfection, transgenic mice, lymphocytes T, man 8887, 

chorionic gonadotropin genes, role cyclic AMP responsiveness, man 1616. 

COL1A1 gene, a1 type 1 collagen genes, mice 7708. 

containing long control region, detection, DNA, papilloma virus (human) 18 4357. 

ee genes, regulation multiple upstream elements, skeletal muscle, 
mice 715. 

pp haat ant genes, skeletal muscle, mice 5723. 

cyclic regulated, vasoactive intestinal tide genes, activity requirements 
CGTCA mott, man 1641. eee se 

cyclic AMP responsive, cyclic AMP dependent protein kinase catalytic subunits 
induction genes expression 2741. 

cyclic AMP responsive, glucocorticoids interference, glucocorticoids negative 
regulation genes expression gonadotropins a chain, man 2729. 

cyclic AMP-responsive enhancer, enced perce GREB prota: GREB protein genes 
cDNA nucleotide sequence, gene products similarity GCN4 protein 5414. 

cytokeratin genes, MDBK cells, cattle 6721. 

i ag proteins regulation, proenkephalin transcription, cyclic AMP, cells 


DNA-binding protein, assays, methodology 4973. 

bac $V40, demonstration nuclear, transcription factors, DNA-binding protein 

ducks, transfection, stimulation genes B-globin gene expression, erythroid 
cells, man 756. “ 

early region genes, binding proteins, brain, man, JC virus 4989. 

early region, repeated sequence, palindromes, nucleotide sequence, 
cytomegalovirus (human) 6541. 

effects on, Si a (human), adenovirus, promoters, inactivation, 
methylation 6713. 

beer ac protein binding, purification, human immunodeficiency virus 1 

i 

enkephalins, c-fos gene, vasoactive intestinal Pept ide, tyrosine 3-monoo: 
similarity, cyclic AMP regulation, transcription factors binding, man R 

enkephalins genes, AP-2 protein binding elements synergism phorbol 12-myristate 
13-acetate diester inducible enhancers, man 5676. 

a-fetoprotein genes, albumin genes, interaction AFP1 protein, transcription 
factors, liver, man 5975. 

c-fos gene, binding proteins, purification, HeLa cells 1980. 

c-fos von upstream, requirements calcium growth factors induction, PC 12 cells, 
rats 5716, 

er oma gene, transcription factors binding sites, Drosophila melanogaster 
10813. 


nase, 


gene expression, Epstein-Barr virus, promoters, regulation, transactivation 4640. 
i ia a hepatitis B virus, DNA-binding protein, tissues, specificity 


res mutation analysis, domains interactions, erythrocytes, chickens 

349. 

glucocorticoid response element, repressors binding, mammary tumor virus, mice 
4686. 


GPEI enhancer, glutathione transferase genes, phorbol 12-myristate 13-acetate 
diester responsiveness, placenta, rats 4697. 

H19 gene, promoters, nucleotide sequence, mice 5346. 

pare ar chain genes, binding sites erythroid cells specific proteins, 
man 1624. 

hemoglobin B chain genes, fusion a chain genes, transfection transgenic 
mice, fetuses liver expression, man 5870. 

hemoglobin B chain genes, man 10778. 

herpes simplex virus 1 transcription factors binding, activation, gene 
expression, human immunodeficiency virus 1 long terminal repeat, infected HeLa 
cells 4164. 

histocompatibility locus H-2, class II loci, genes transfection, regulation 


expression, ocytes B, transgenic mice 4658. 

histocompatibility locus H-2, Ea locus genes, mice 2760. 

histocompatibility locus H-2 |-E locus, binding transcription factors, 
lymphocytes B, mice 6000. “re 

histocom, itl pe H-2 la locus genes, difference transcription factors 
recognition X box, mice 5971. 


histocompatibility locus HLA class II loci genes, lymphocytes B, Raji cells, man 
2327 


histocompatibility locus HLA class II loci genes, Y box binding YB-1 protein cDNA 
nucleotide nce, man 2326. 

histone H5 genes, promoters, chickens 7706. 

identification, -y-globin expression, man 3754. 

identificatiof’, histone H4 genes, cell cycle dependent, man 10965. 

immunoglobulins x chain genes, interleukin 2 receptors « chains genes, 
NF-«B protein binding sites, man 8767. ae : 

immunoglobulins x chain, NF-«B protein binding sites, mediation induction 
transcription nonlymphoid cells, mice 4660. , 

immunogiobulins genes, repression, NF-A3 protein, F9 cells, mice 4993. 

immunoglobulins genes, requirements activity, lymphocytes B, mice 7675. — 

immunoglobulins genes, similarity SV40 enhancers, SV40 enhancers similarity 
octamer-binding protein, HeLa cells, man 2994. ’ 

immunoglobulins heavy chains genes, activation, role OTF-2B protein, 
transcription factors 6977. ‘ ¥ 

immunoglobulins heavy chains genes, chromatin configurations, lymphocytes B, man 

7. 


5547. 
immunoglobulins heavy chains genes, transcription factors binding sites, 


lymphocytes B, mice 4689. yin ¥ 

immunoglobulins heavy chains eee transcription factors binding 5672. 

immunoglobulins light chains, xE2 sites, sre Bala purification, 
identification, spleen nuclear extracts, pigs 4968. 

inactivation, a-interferon promoters, silencers, man 4698, _ 

insulin genes, binding beta cells specific DNA-binding protein, pancreas, rats 
2714. : 

interaction progesterone receptors glucocorticoids receptors, dimers formation 
5999. 

interleukin 2, characterization T-cell receptor response elements, lymphocytes T, 
man 1587. 

interleukin 2 genes, AP-1 protein, AP-3 protein, lymphocytes T, mice 8398. 

isolation, contingent replication assays, protoplast fusion, Escherichia coli, 
transfection, cloning vectors, papilloma virus, murine sarcoma virus 850. 

JC virus, binding NF1 protein, mice brain extracts 6758. — ‘ 

long terminal repeat, repeated sequence, nucleotide sequence, DNA-binding protein 


125 


Subject index 


Fc tare 2a in es ch aE SA a ce Se a 


Enhancers, (continued) 
binding, human immunodeficiency virus 1 3436. 
luteinizing hormone B chain genes, binding estrogens receptors, rats 6676. 
lysozyme genes, compensation negative regulation elements, chickens 1659. 
zyme genes, progesterone responsive element, chickens 8734. 

metallothionein | genes, interaction transcription factors, liver, mice 6997. 
myosin, light chains genes, skeletal muscle, rats 4655. , . 
NGFI-A gene, cDNA nucleotide sequence, nerve growth factor induction, 

ph romocytoma cells, rats 4434. 

nuclear factor 1 like, c-mos gene promoters, rats 10982. 

papilloma virus (human) 16, DNA-binding protein, characterization, 
deoxyribonuclease |, protection 5920. ee, 

papillomavirus(human), regulatory elements, Hat at regions, localization 
deletion analysis, assays recombinants plasmids 2761. 

phosphoenolpyruvate cai 
3T3F442A cells, rats, mice 5694. 

plasminogen activator genes, HFS10 cells, man 6770. . 

polyoma virus, activity, host range, binding factors, embryonal carcinoma cells 
comparison fibroblasts 3000, 

Le Mi virus, point mutation changes DNA conformation 589. 

prolacti 


in genes, estrogens responsiveness MCF-7 cells, not HeLa cells, rats 4692. 


prolactin genes, regulation estrogens glucocorticoids, rats 4688. 

promoters, activation, glucocorticoids repression, a1-fetoprotein genes, 
nucleotide sequence, hepatocytes, man 680. 

promoters, BK virus, gerietic analysis 6716. 

promoters, hepatitis B virus, gene expression, liver, specificity 4647. 

promoters, SV 40, gene expression, mutants, characterization 6717. 
'S2 gene, estrogens response elements, palindromes, man 5699. 

tbcS-3A gene, GT-1 protein, transcription factors, Pisum sativum 6722. 

regulation B-globin e-globin genes, bidirectional control transcription 
shared enhancers, development, erythrocytes, chickens 9651. 

renin genes, cyclic AMP responsiveness, expression, mice 4695. 

requirements, diploidy nucleus, embryogenesis, mice 1625. 


xykinase (GTP) genes, HTC-M1.1 cells, H4!IEC3 cells, 


Enterobacter cloacae, i? : 
ampR gene, homology Pseudomonas aeruginosa trp! gene, trp! gene nucleot 
sequence 7469. J : 
antibiotic resistance B-lactam antibiotics genes cloning, membrane proteins 
1743. 
cloning, ampD gene, gene regulation, gene expression, B-lactamase ampC gi 
B-lactam antibiotics antibiotic resistance 2721. 
dali gene, dal2 gene, gene expression, PSE-4 B-lactamase 9818. 
B-lactamase ampC gene, ampR gene, cloning, gene expression, gene regula’ 
2719. 
B-lactamase ampC gene, gene expression, gene regulation, role ampR gene, : 
gene, ampE gene 2720. 
Enterobacterlaceae, : 
cloning vectors construction, proteins overproduction 9784. 
cloning vectors, role detection mutation, transposons 5812. 
dal1 gene, dal2 gene, gene expression, B-lactamase 9818. 
insertion sequence IS1 frequency, recombination 794. 
B-lactamase ampC gene, gene expression, gene regulation, role ampR gene, 
B-lactam antibistics antibiotic resistance 2718. 
microcin B17 genes, nucleotide sequence, immunity role 9351. 
plasmid pLST1000, restriction endonuclease mapping 5357. 
tRNA Ser structure, selenocysteine transter 9053. 
tuf gene, duplication, hybridization analysis, phylogeny 4399. 
Enterobactin, 
DNA regions, transcripts, gene mapping, nucleotide sequence, fes gene, fep 
Escherichia coli 3415. : 
entA gene, nucleotide sequence, amino acid sequence predictions, Escherich 
9407 


genes clusters, nucleotide sequence, Escherichia coli 4414. 
Enterococcus faecalis, 

conjugation, plasmid pAMB1 transfer, Streptococcus lactis 762. 
Enteromorpha intestinalis, 

RNA isolation methodology 8078. 


requirements transposons induction genes mutation, Drosophila melanogaster 5773.Enterotoxin A, 


tibulose-bisphosphate carboxylase genes, G box binding transcription factors, 
Lycopersicon esculentum, Arabidopsis thaliana, Pisum sativum 5986. 

snRNA U1 genes, multiple, chickens 416. 

snRNA U2 genes, transcription, genetic control, man 10095. 


gene expression, Pseudomonas aeruginosa 7651. 
Enterotoxin B, 
enterotoxin C1 genes, exotoxin A, comparison, nucleotide sequence, Streptoc 
pyogenes, Staphylococcus aureus 1353. 


snRNA U3 genes, snRNA U1 genes, difference octamer motif nucleotide sequence, Enterotoxins, 


Vmw65 protein, transcription factors, herpes simplex virus 6983. 
tRNA Arg genes, Drosophila melanogaster 5669. 
tRNA Asp genes, transcription factors binding, mice 4679. 
sequence, regulation, genes, transcription, Drosophila, SV40, reviews 6008. 
sequence, regulation, genes, transcription, Drosophila, SV40, reviews 6008. 
Sgs-4 gene, Drosophila melanogaster 7669. 
oor oe genes, effects on expression, Drosophila melanogaster 5726. 
ske matrix protein genes, embryos, Strongylocentrotus purpuratus 1630. 
SL3-3 virus, role ee T ificity, mice 5679. 
$V40, AP-3 protein AP-2 protein binding, mutual exclusion 10989. 
$V40, binding TEF-1 protein, HeLa cells 3775. 
SV40 core enhancer, effects on DNA biosynthesis, plasmids, COS cells 5604. 
$V40, DNA-binding protein binding, purification, HeLa cells 604. 
SV40, nucleotide seq 
$V40, octamer-binding protein 100 binding octamer motifs, interaction flanking 
ion, HeLa cells 3995. 
$V40, organization, cooperativity, HeLa cells, MPC11 cells 3774. 


$V40, transcription, novobiocin, DNA topoisomerase (ATP-hydrolysing), inhibition, 


effects on 3925. 


$V40+gibbon-ape leukemia virus, AP-1 protein, fos protein transcription factors, 


HeLa cells 6968. 


T-cell receptor B chain CB2 region, lymphocytes T 3727. 
T-cell receptor, B chain genes, downstream, lymphocytes T, transgenic mice 


T-cell receptor a chain genes, lymphocytes T, mice 9644. 
T-cell receptor genes, promoters, pores T, lymphocytes B 9715. 


tobacco mosaic virus MRNA, mechanisms leader sequence translation, in vitro 2130. 
transactivation, regulation, promoters, Epstein-Barr virus, gene expression 4641. 
transcription, binding nitrogen regulatory protein, DNA-directed RNA polymerase, 


Salmonella typhimurium 6974. 
transthyretin genes, factors binding sites, tissues specificity, liver, mice 692. 
ba 7 ail + genes, alternative splicing transcripts, Drosophila melanogaster 


upstream ovalbumin genes, binding nuclear factor 1, CV1 cells, chickens 1662. 


vasoactive intestinal peptide genes, phorbol 12-myristate 13-acetate diester 
regulation expressiori, neuroblastoma cells, man 4668. 


Vitellogenin Il genes, synergism, glucocorticoids responsive elements, estrogens 


Mogg teed tithe cal tl 5659. 

fe gene, engrailed gene, ling zeste gene gene products, rativity, 

ne ea eer Se man 
in mpatibility locus region, man 1335, 

Enkephalins, 24 ak ee 


genes, enhancers, AP-2 protein binding elements al ei phorbol 12-myristate Enzymes, 


13-acetate diester inducible enhancers, man 567! 


eo genes, restriction fragment length polymorphism, chromosome 8, man 


proenkephalin transcription, cyclic AMP, DNA bindi roteins, enh: 
regulation, cells 76a ii a cberer, 


Hi 
cDNA nucleotide sequence, skeletal muscle, mice 8592. 
cDNA nucleotide sequence, skeletal muscle, rats 6606. 
isoenzymes, ours cDNA inetd Lorkanbtloed Xenopus laevis 8578. 
isoenzymes, mi expression, brain, developmental stages, mice 8119. 
Entamoeba, r a 3 
DNA, restriction endonuclease mapping comparison 3497, 
Entamoeba histolytica, 
DNA, restriction endonuclease mapping comparison, Entamoeba 3497. 
DNA, RNA, purines, pyrimidines biosynthesis, reviews 8004, 
cDNA, nucleotide sequence, hybridization analysis, amino acid sequence 
predictions, pathogenic strains, nonpathogenic strains 10359. 
ferredoxin genes, cloning, nucleotide > ada hybridization analysis, 
restriction endonuclease mapping 2289. 
rRNA genes, hybridization analysis, nucleotide sequence 5366. 
Enterobacter aerogenes, 
deoxyribonuclease Earl, recognition sites 4846. 
agglomerans, 
DNA hybridiza’ 


126 


uence requirements genes expression mice oocytes 2727. 


analysis, durapatite methodology, taxonomic significance 6155. 


Escherichia coli, genes, cloning, plasmids cloning vectors, amdS promoter, g¢ 
regulation, pei rate Aspergillus nidulans 8830. 
gene fusion, Escherichia coli 1798. 
genetics, nucleotide sequence, LT-Ila operon, Escherichia coli 1348. 
hybrids construction, Escherichia coli 6802. 
synthetic genes, signal peptides, Escherichia coli, cloning vectors constructior 
gene expression, epidermal growth factor, man 845. 
Enterovirus (human), 
RNA detection, hybridization 7114. 
Envelopes, 
Autographa californica, nuclear polyhedrosis virus, glycoproteins, genes, 
nucleotide sequence 6289. 
env gene, bovine leukemia virus, cloning, plasmids cloning vectors, fusion 
proteins gene expression, Escherichia coli 8866. 
genes, human immunodeficiency virus 1, gene expression, post-transiation 
processing, cloning vectors, adenovirus (human) 5, recombinants 3867. 
genes, RNA secondary structure, nucleotide sequence, genetic variance, clini 
isolates comparison, human immu ici virus 10056. 
glycoproteins genes, nucleotide sequence, bovine rhinotracheitis virus, 
comparison herpes simplex virus 1 534. 
glycoproteins, human immunodeficiency virus, gene fusion, pseudorabies 
glycoprotein glll, fusion proteins expression 1777. 
proteins, cDNA, yellow fever virus, cloning, SV40 cloning vectors, signal 
peptides, gene expression 1769. 
Environmental factors, 
gene bs cep alginic acid production, role pathogenesis, cystic fibrosis, 
Pseudomonas aeruginosa, reviews 8005. 
Environmental studies, 
detection Pseudomonas cepacia recombinants, DNA amplification, polymerase 
reaction 186. 
EnvZ in, 
tppB locus gene regulation, Salmonella typhimurium 1589. 


ag Immunoassay, 
DNA damage measurements, methodology 8189. 
E Inked Immunosorbent assay, 
DNA damage, U.V. radiation induction 7267. 
electrophoresis, hybridization analysis, methodology, comparison, rotavirus, 
detection 4219. 
kidney cells, cell adhesion, adhesin, genes cloning, Escherichia coli 5823. 
methodology, autoantibodies detection, DNA specificity, systemic lupus 
erythematosus, man 10947. 
plum pox virus, sensitivity, cloning, RNA, hybridization analysis 2170. 


alkanes assimilation, genes, cloning, gene expression, deficient mutant 
complementation, Candida maltosa 908. 

arom, homology, repressors proteins, qa-1S gene products, Neurospora c! 

pig abt Cat ee Stan yet is, reviews 55. 

cell walls rading, genes, rotinia sclerotiorum, cloning, gene expressi 
Escherichia coll B7e. Rian : 

design, genetic engineering, genes cloning, site-directed mutagenesis, 
microorganisms 1715. 

DNA decatenization, purification, characterization, Escherichia coli 9879. 

DNA repair, purification, characterization, DNA diesterase, deoxyribose, 
Saccharomyces cerevisiae 2667. 

ONA repair, substrate specificity, kinetics, DNA diesterase, Saccharomyces 
cerevisiae 2851. 

endonuclease VII, heteroduplex loop repair, initiation, phage T4 7868. 

bel gene, recC gene, recD gene, cloning, Proteus mirabilis, Esc! 
coli : 

kil gene, ColE1 plasmid, mutants, Escherichia coli 8809. 

RecBCD enzyme. DNA recombination, models, genes, prokaryotes 817. 

treatment, hybridization analysis, nucleotide sequence, telomeres, chromos: 
DNA, Oxytricha 1772. 

we ee deoxyribonuclease, cold storage equipment, method: 

Eosin Y, 
photosensitivity, sister chromatid exchange, Allium cepa 8186. 


Biochemistry Abstracts 2 vol. 19 


‘osinophil-derived neurotoxin, 


CDNA nucleotide sequence, ribonuclease gene families, man 8568. 
| growth factor, 

Coagulation factor |X, similarity “oi products Delta =. Delta gene cDNA 

nucleotide sequence, Drosophila melanogaster 4362. 


mens potentiation, c-myc gene electroporation, hepatocytes, rats 


CDNA nucleotide sequence, kidney, rats 2504. 

, effects on gastrin genes transcription regulation, cells, man 10110. 

"effects on, MRNA stability, carcinoma cells, man 2190. 

ce, orn. structure-activity relationships, site-directed mutagenesis, man 


aye transtormation, Escherichia coli gene expression 10922. 


ap Ai proteins gene expression modulation, MRNA patterns, fibroblasts, rats 


man, gene expression, cloning vectors, construction, signal peptides, synthetic 
genes, enterotoxins, Escherichia coli 845. 
mi 


| 12-myristate 13-acetate diester, c-fos gene expression induction, protein 
AP-1 mediation, HeLa cells, man 10776. 


ees biosynthesis, L-2-aminohexanoic acid incorporation, plasmid pTA1522, man 


» receptors erbB-1 gene, restriction fragment length polymorphism, chromosome:7, 
man 9270. 


Ee inarte genes, structure-activity relationships, site-directed mutagenesis, 
mice 73. 

Stimulation c-jun gene expression, fibroblasts, rats 1611. 

synthesis, secretion, cloning vectors, synthetic genes, Bacillus brevis 10852. 


pid 1 growth factor ors, 
CDNA clones, Epstein-Barr virus replicons, eukaryotic expression vectors, embryo 
Celis, man 2795. 


cooperation, promoters activity stimulation, man 7459. 
gene amplification, glioblastoma tumor cells, man 3758. 
gene ion, i mation, breast carcinoma, man 6117. 
genes, Bglll restriction fragment length polymorphism, man 10440. 
genes, expression, gene amplification, liver carcinoma cell lines, man 432. 
#genes, gene expression, inflammation, breast carcinoma, man 6117. 
}genes, promoters, binding Sp1 protein, CV-1 cells, A431 cells, man 5706. 
genes, promoters, deletion analysis, man 668. 
igenes, transcription factors, epidermis carcinoma. man 658. 
ants, tyrosine kinase activity defects, inability stimulation oncogenes 


esis response enhancement fibroblasts overexpression c-src gene, mice 704. 


Epstein-Barr virus, (continued) 
monoclonal cell lines comparison polyclonal cell lines, man 202. 
early region promoters, gene expression, BZLF1 gene trans-activation 9659. 
eh ear binding promoters, AP-1 protein binding sites, lymphocytes B, man 


episomes, pulsed-field gel electrophoresis, hybridization Burkitt's lymphoma DNA, 
cell lines, man 6654. 

Epstein-Barr nuclear antigen, DNA binding sites, interaction, lymphocytes B 9977. 

Epstein-Barr nuclear antigen 1, cDNA characterization 6270. 

Epstein-Barr nuclear antigen 2 genes, identification regulatory elements, 
transcription activation, transfected lymphocytes B 2744. 

Escherichia coli expression vectors, DNA sequence analysis clones, localization 
overlapping open reading frames, splicing 6852. 

c-igr gene MRNA expression, structure, Burkitt's lymphoma cell lines 9704. 

a has 9P220/340 genes, introns localization, cloning, gene expression 


glycoprotein gp340 ae gp220 genes, cloning, papilloma virus (bovine), 
gene expression, fibroblasts, mice 6898, 

oh Reeeibeaiteh genes, gone. gene expression, CHO cells 1545. 

infected lymphocytes B, nuclei antigens gene expression, man 6634. 

latency, isolation cDNA clones latent gene, circularization viral DNA, Burkitt's 
lymphoma ceil lines 6763. 

latent membrane protein genes, cloning, gene expression, vaccinia virus 
recombinants 9812. 

Cae antigens gene expression, Saccharomyces cerevisiae, mammalian 
cells } 

nasopharynx carcinoma isolates, DNA, gene mapping, restriction endonuclease 
mapping 8273. 

nasopharynx carcinoma isolates, early region antigens expression, DNA, gene 
mapping, hybridization analysis 6479. 

namopnacytix carcinoma isolates, hap aged har al Raji cells, stimulation, DNA 
biosynthesis, gene amplification, Epstein-Barr virus 1544. 

nuclear antigen-leader protein, similarity adenovirus (human) 5 E1A protein 7339. 

papilloma virus (human), DNA, hybridization analysis, leukokeratosis, human 
immunodeficiency virus, man 3206. 

promoters, enhancers, transactivation, regulation, gene expression 4641. 

promoters, regulation, transactivation, enhancers, gene expression 4640. 

eee Z transactivator responsiveness regions mapping, role gene regulation 

replication, BZLF1 genes expression, latency, standard comparison defective 
mutant, lymphoid cells 6704. 


‘expression, man 714. replicons, eukaryotic expression vectors, cDNA clones y-interferon epidermal 
dermal , Srima factor-binding protein, growth factor receptors, embryo cells, man 2795. 
genes, cDNA nucleotide sequence, amino acid sequence predictions, submandibular baths endonuclease mapping, DNA, nucleotide sequence, genetic variance 
gland, mice 8339. . 
‘Vdermin, trans-activator protein, BZLF1 protein, binding AP-1 sites, DNA, homology c-fos 
recall Ss epidermidis, comparison genes, nisin, Streptococcus lactis 5382. protein 6965. 
{ 8. 


>areinoma, epidermal growth factor receptors genes, transcription factors, man 


zell culture, plasmids containing SV40 transformation, neomycin genes 8801. 
Statin A genes, cDNA nucleotide sequence, expression, mice 4480. 


DNA biosynthesis, inhibition, stimulation, U.V. radiation, guinea-pigs 7603. 


transformed cells, DNA, ionizing radiation damage, 8,5-cyclo-2-deoxyguanosine 
identification 2237. 
varicella-zoster virus, DNA nucleotide sequence, comparison, Marek's disease 
virus, herpesvirus (turkey) 1763. 
Equilibrium, 
ONA conformation equilibrium, Escherichia coli 1530. 


pieggen genes, cDNA nucleotide sequence, amino acid sequence predictions, miceEquine infectious anemia virus, 


_|keratin, «- helix, nucleotide sequence, man 374. 
‘Txeratin genes, cDNA nucleotide sequence, embryos, Xenopus laevis 3383. 
xeratin, K5 protein genes, vit nucleotide sequence, expression, man 428. 
‘Id odysp verruc 8, 
ical isolates, papilloma virus (human), DNA, cloning, restriction 
ase Mapping 2276. 
nydratase dehydrogenase, cDNA nucleotide sequence, Candida tropicalis 2388. 
phrine. 
timulation’ DNA biosynthesis, liver, rats 7615. 
podop otoxin, 
Srivatives, effects on DNA lesions, DNA topoisomerase (ATP-hydrolysing) 
| mediation 2226. 
- r - lum, B .. 
arcinoma, tumor markers, cDNA isolation, characterization, lung, man 8416. 
(peel mRNA, cDNA nucleotide sequence, man 8105. 
i is, induction, carcinogens, xenograft systems, trachea, man, rats 
' 10766. 


‘NA biosynthesis inhibition, selenite, serine, methionine, cells, mice 7607. 
JNA biosynthesis inhibition, selenoproteins, correlation, cells, mice 7606. 
‘NA damage, reactive oxygen species, benzo(a)pyrene, thymine glycol, mammary 


ay gal man 1566. é 
gene, gene expression, B-adrenergic receptors regulation, rats 4701. 
} hammary gland, Thy-1 antigen, laminin MRNA levels, rats 5102. 
8oplasia, gene, gene expression, man 664. 
| fansterrin @ expression, choroid plexus, rats 9670. 
Rasormed colt, Collagen genes methylation, liver, rats 665. 
lin mRNA distribution, intestine, mice 7128. 
hemorrhagic disease of deer virus, _ ; 
_Luetongue virus, genetic relationship, hybridization analysis 4356. 


nucleotide Sequence, liver, rabbits 9511. 
fig nedcarzinostatin action, DNA damage 10210. 
tein-Barr nuclear antigen 1, t 
ostein-Barr virus, cDNA characterization 6270. 
tein-Barr virus, ; ; 

MLF-1 gene, gene products characterization, transfection 7722. _ 
ZLF1 gene gene products, effects on latency comparison productive promoters, 
(8 id cells 6705. 
ene characterization gene products deoxyribonuclease, nasopharyngeal 
a prota vara ethylati fects on gene expression 6140. 
)ipsid protein genes, methylation e on gene ¢ . 
. , gene expression, gene products antigenicity 9859. . 
’ genomes, heter: robeig DNA, nucleotide sequence polymorphism regions 
fl disruption, man : mn 
ph aor, defective mutant, genomes rearrangement, expression ZEBRA 

)protein, reactivation 6622. <,- 

WHA fragments, open reading frames, nuclei antigens coding, production, 

transfection, BHK cells 248. 

A repeated sequence, termini, structure, nucleotide sequence, carcinoma, 


long terminal repeat, tat gene gene products, trans-acting factor, gene 
regulation, gene expression 646. 
nucleotide sequence proviruses cDNA clones envelopes glycoproteins, genomes 
organization 6469. 
Erwinia carotovora, 
pelA gene, cDNA nucleotide sequence, pectate lyase 6320. 
transformation, electroporation, plasmids, DNA 4735. 
Erwinia carotovora carotovora, 
cysB gene cloning, proteins identification 933. 
pectate lyase genes, cloning, pectin degradation 4284. 
Erwinia chrysanthemi, i 
cellulase celZ gene, gene expression, activity, Zymomonas mobilis, 
transformation, biosynthesis 10892. ; 
celZ gene, celY poe) gene fusion, gene mapping, gene regulation 6232. 
linkage analysis 9361. : - 
pectate lyase genes, resolution, comparison Escherichia coli 3427. 
pectate lyase, pelA gene+pelE gene clusters, hybridization analysis 9338. 
pel gene structure, organization, nucleotide sequence, pectate lyase 211. 
proteinase gene expression, cloning 1762. 
shikimate kinase genes nucleotide sequence 7490. 
Erwinia herbicola, ; 
spheroplasts formation methodology, transformation DNA 10846. é 
U.V. radiation+phototoxic compounds protection, carotenoids biosynthesis genes 
8897. 
Erwinia stewartli, 
gene expression, ely 
genes, exopolysacchari 
Erythrobiasts, ; 
expression hemoglobin a chain genes, role promoters, Xenopus laevis 5715. 
transformed cells, v-sea gene, genes expression erythroid differentiation 1626. 
Erythrocytes, : 
autoantibodies heavy chains genes, cDNA nucleotide sequence, mice 4522. 
Band 3 protein, anions transport proteins, MRNA transcription, chickens 2155. 
binding, site-directed m nesis effects on, repeated sequence, amino acid 
sequence, HlyA protein, Escherichia coli 3818. 
chromatin, filaments structure, N.M.R., chickens 9937. ; 
chromatin, higher-order structure, neutron scattering, scanning electron 
microscopy, chickens 1911. 
chromatin, thermal denaturation, polyacrylamide sols, chickens 4925. 
defibrotide increase 2,3-diphosphoglyceric acid content, rats 2052. 
DNA ligase, mismatch, protruding-end blunt-end joining, chickens 3941. 
DNA, microwave absorption, aqueous solutions, chickens 2648. 
DNA, RNA concentration, Anaplasma marginale, anaplasmosis, cattle 1220. 
ghosts, fusion, transfection, methodology 2773. : 
B-globin e-globin genes, bidirectional control transcription shared 
enhancers, development, chickens 9651. r : 
B-globin enhancers, mutation analysis, domains interactions, chickens 7349. 
B-globin genes, switching, regulation, development, chickens 1606. 
glycophorin C genes, nucleotide sequence, sles variance, man 6344, 
lycophorin A+glycophorin B genes, nucleotide sequence, comparison, man 10550. 
Ratons Hi+histone HS association, H1-depleted polynucieosomes, difference, 
chickens 9948. 


antigens genes, Xylella fastidiosa 9798. 
s biosynthesis, virulence 1803. 


127 


Subject Index 


hp , (continued) ~ 
istone H1, histone H5, footprinting, nucleosomes, chickens 2940. 
histone H1, subtypes, isolation, chickens 1931. 
histones acetylation, chromatin modification, chickens 1949. 
histones, acetylation, deacetylation, chickens 1948. cat 
histones, hyperat lation, chromatin reorganization, nuclei, chickens 2949. 
linker, histone H1 histone H5 binding, nucleosomes, chickens 4937. 
mitochondria DNA concentration, man 4226. : ao 
30 nm chromatin fibers, mapping histone H5 globular domains antigenic 
determinants, antibodies, chickens 1940. i& 
nuclei, histone H3, sulfhydryl group reactivity, acetyltransferase activity, 
chickens 4936. 5 
nucleotides, degradation products, separation, high-performance liquid 
Mines sed methodology, man 10009. ; 
nucleotides levels, Re, liquid chromatography, rabbits 9037. 
sialoglycoprotein B cDNA nucleotide sequence, man 8447. 
-spectrin genes, cDNA nucleotide sequence, man 3399. 
6-spectrin genes, cDNA nucleotide sequence, mice 3406. 
Erythrold celis, 
chromatin, B-globin genes, nucleotide sequence 378. : 
differentiation, tRNA Met production measurements, Friend erythroleukemia cells 
4048. 
c-erbA gene, cloning, pene expression, chickens 3760. 
gene expression, regulation, erythropoiesis, reviews 8778. , 
B-globin genes, transfection, retrovirus cloning vectors, man, mice 751. 
a-globin, promoters, binding proteins, purification, mice 2976. i 
hemoglobin B chain genes enhancers, binding sites erythroid cells specific 
proteins, man 1624. 
porphobilinogen deaminase gene expression regulation, man 10826. 
Erythroid nuclear protein, 
Promoters binding regions, globin+non-globin gene expression role, mice 8242. 
purification, +hemoglobin genes promoters binding, chickens 8980. 
Erythroleukemia, 
Cell lines, development, expression hemoglobin genes, DNA methylation, man 5709. 
cell lines, phorbol 12-myristate 13-acetate diester, Ha-ras gene stimulation 
enhancers, RNA biosynthesis, polyoma virus 6701. 
cells, B-globin genes, 5’-flanking regions, methylation, mice 2601. 
cells, gene expression, gene transfer, retrovirus cloning vectors, B-globin 
Nes, man 3837. 
cells, induction differentiation, regulation expression c-myc gene c-myb gene, 
premature arrest transcription, transcripts turnover, mice 4687. 
cells, MEL cells, induction expression globin genes, factors erythroleukemia 
cells, in vivo transcription assays, mice 904. 
reetrrt 11, gene expression determinants, B-globin, y-globin, fetuses, 
mice 656. 
differentiation, mRNA precursors decay, gene expression, post-transcription 
control 5649. 
histones gene expression, cell cycle regulation, mice 2765. 
spleen eeeieilied virus, Spi-1 gene, characterization, tumors erythroid cells, 
mice 6655. 
tumor cells, DNA+proteins complex 1990. 
Erythroleukemia cells, 
differentiation, MRNA levels, mice 5157. 
nucleotide sequence regulation hemoglobin B chain genes promoters, mice 6737. 
Erythromycin, 
antibiotic resistance, gene expression, transposon Tn916 derivatives, 
Streptococcus faecalis 5765. 
antibiotic resistance plasmid pNG2, methylase genes identification, 
Corynebacterium diphtheriae 4405. 
antibiotic resistance, production, plJ702 plasmid, ermE gene, gene mapping, 
Saccharopolyspora erythraea 7731. 
antibiotic resistance, Tc’ gene, Em‘ gene, cosmids, cloning vectors, 
Bacteroides 5819. 
Erythropoiesis, 
roid cells gene expression, regulation, reviews 8778. 
Erythropoietin, 
PO gene, gene expression, anemia, man 8814. 
genes, activation, nucleotide sequence, cell lines, mice 10646. 
Erythropoietin receptors, 
cDNA nucleotide sequence, cells, mice 8537. 
pert! i 
umuDC operon polymorphism, hybridization analysis, nucleotide uence 2300. 
Escherichia coll, a ‘ at 
aapY gene, nucleotide sequence 5341. 
ace operon, promoters nucleotide sequence, glyoxylate bypass 1456. 
aceA gene cloning, nucieotide sequence, overproduction 7829. 
acetate kinase ackA gene, nucleotide sequence 4390. 
acetolactate synthase gene expression, Arabidopsis thaliana 8898, 
acid phosphatase, agp gene cloning, analysis 8901. 
activity, deoxyribonuclease IV purification, nfo gene cloning 7870. 
= gene deletion, DNA meth intra seer ONA repair 5591. 
ja gene, gene expression, lating agents, transcription regulatory elements 
identification 9153. boca, Satie oe 
ada gene, gene expression, overproduction 6695. 
ada gene promoters, DNA-directed RNA polymerase interactions, gene expression 
regulation 7638. 
ada gene protein activation, methylating agents 9616. 
adenovirus E1A proteins, DNA binding properties 7952. 
bersitld kinase, adk gene site-directed mutagenesis, cloning, N.M.R. analysis 


poses Pega synthase, purA gene cloning, nucleotide sequence, MRNA analysis 
affinity labelling, GTP analogs, ribosomal A site, elongation factor Tu 9091. 
eat t ooiad cloning, characterization, nucleotide sequence, Staphylococcus aureus 


Agrobacterium tumefaciens, conjugation transfer, Ti plasmid, acetosyringon 
effects on 1671. c alse 

Agrobacterium tumefaciens trpE gene cloning 1787. 

alanine auxotrophs suppression, genes cloning, alaA gene 931. 

alkaline phosphatase, phoM operon cloning 825. 

. alkanal monooxygenase (FMN-linked) genes, gene expression, cloning, pCSS117 

plasmid vectors, Vibrio harveyi 5883. 

alkanes utilization gene expression 800. 

alkylation recF gene induction adaptive response, SOS repair 7593. 

mutant, peptidase lep gene characterization 4379. 
amidophosphoribosyltransferase purF gene, nucleotide sequence 3351. 


Escherichia coli, (continued) : Ree 

aminoacyl-tRNA ligase, hybrid nucleosides 5',5""-P’ ,P -tetraphosphates 
synthesis 2066. ie : SEN 

aminoacyl-tRNA ligase, tRNA binding, active sites determination 5063. _ 

aminoglycoside 3'-phosphotransferase genes, nucleotide sequence, amino ac 
sequence predictions 9345. ; 

aminopeptidase P genes, cloning, gene expression 5838. 

2-aminopurine, 5-bromouracil, effects on DNA restriction-modification, phage 
» 3664. 

ams gene, pnp gene, rnb gene mutation, MRNA breakdown products 6041. 

a-amylase over production, genes cloning 3865. 

anaerobiosis, alkylation, effects on aidB gene 9683. 

analysis, release factors competition, nonsense suppressors codons, lacl gen 
6826. 

angiogenin, rRNA 5S cleavage, comparison Saccharomyces cerevisiae, panc 
ribonuclease 9868. , ors 

antibiotic resistance proteins genes, cloning vectors construction, site-directec 
mutagenesis 7783. 

anticodons structure, tRNA, N.M.R. probes 20. F 

anticodons pigroiok: Neg effects on aminoacyl-tRNA ligase recognition, t 
Met, tRNA Val 4055. ; 

antigenic determinants genes, cloning, gene expression, Gram-negative bacte 
6744. 

antisense RNA control, insertion sequence IS10 promoters mutation, gene 
expression 5640. 

antisense RNA function, gene regulation, gene expression, reviews 5002. 

appA gene cloning, characterization, cyclic AMP regulation 1717. 

ara gene, supercoiling, conformation 4420. 

arabinose operon, gene expression 9686. 

arabinose operon, nucleotide sequence, gene products analysis 9384. 

arabinose operons, Yersinia virulence regulons transcription 4150. 

araC gene gene expression activation, autoregulation 7641. 

arginine-tRNA ligase activity, substrates interactions 9056. 

soa ligase, purification, affinity chromatography, characterization 

55. 


asnC gene AsnC protein, gene regulation 5638. 

asnC gene transcription termination 7153. 

aspartate carbamoyltransferase, single subunits enzymes 7048. 

assembly synthetic genes, 8-galactosidase a-complementation, use plasmids 
screening 4743. 

atp operon mRNA, translation, degradation, post-transcription contro! 5035. 

atrial natriuretic hormone genes, cloning, gene expression, overproduction 38 

attenuation Wa operon, ribosomes release modulation gene expression 8729. 

B, DNA+RNA heteroduplex, nucleotide sequence, reverse transcription 8212 

Bacillus circulans, xylan endo-1-3-8-xylosidase genes expression, gene 
products, characterization 10851. 

Bacillus hydrolase nucleotide sequence, cloning, plasmid TZ18R role 3345. 

Bacillus subtilis, ftsZ gene, ftsA gene cloning, characterization 8877. 

Bacillus subtilis polC gene cloning 1752. 

Bacillus subtilis, Saccharomyces cerevisiae, comparison use translation 
termination codons 7437. 

Bacillus thuringiensis israelensis, gene expression, CryD protein 6877. 

Bacillus thuringiensis israelensis, proteins, insecticides genes cloning, 
nucleotide sequence 6904. 

Bacteroides, cloning vectors construction 4769. 

base composition changes, N-methyl-N'-nitrosoguanidine exposure 9206. 

base composition effects on promoters recognition 818. 

Densesnirytere: M13 phage transfection, illegitimate recombination induction 
1 i 


bgIF gene activation, DNA excision 809. 

biotin biosynthesis bio operon, nucleotide sequence 3335. 

birA gene, characterization intragenic suppressors 3746. 

Brevibacterium lactofermentum thrB gene cloning, gene expression 868. 

bs polysaccharides, genes organization, nucleotide sequence, mutager 
1701. 


capsules polysaccharides translocation, cell membranes, kpsD gene 1756. 

carotenoids biosynthesis genes, U.V. radiation+phototoxic compounds protec 
Erwinia herbicola 8897. 

cat gene, point mutation, post-replication DNA repair 3662. 

ne ore, catB gene cloning, gene expression, chloramphenicol acetyitransf 


catabolite activator protein bending, DNA nucleotide ence determinants | 

catabolite activator protein, thermal unfolding, cyclic AMP, cyclic GMP 9970. 

catalase biosynthesis, katE gene, katF gene, physical properties 7560. 

cauliflower mosaic virus promoters like sequences, antisense RNA effects on 
Lipari stability 5634. 

cell adhesion antigens gene expression, trp operon promoters 873. 

cell division, F factor copneains ToES gene, gene expression 9690. 

cell-free system, phage PRD1 DNA biosynthesis, DNA-binding protein priming | 

cell-free system, protein biosynthesis, elongation, purpuromycin inhibition, 
antibacterial agents 10039. 

cell-free system, protein biosynthesis, elongation, ribosomes binding, 
antibacterial activity, viomycin 1112. 

cellobiose utilization, sie, eee: cel gene, bg! gene 3737. 

cellulase genes, cloning 5743. 

celT gene, cellobiose utilization 3738. 

ChIEN operon cloning, nucleotide sequence 7365. 

Se acetyltransferase genes, cloning, mammalian cells gene exp 

bl alae acetyltransferase genes, nucleotide sequence, overproducti 


chromosomes, antibiotic resistance Vy mapping, gene libraries 6804. 

chromosomes, DNA repair, role DNA ligase 7588. 

chromosomes, gene mapping, ginS gene, ginU gene, ginV gene 9339. 

chromosomes, ilv gene+metE gene+udp gene regions, restriction endonucl 
mapping 9408. 

chromosomes inversions, nucleoids structure 3331. 

chromosomes, methylation sites 5344. 

chromosomes mutation cloning, envZ gene mutants isolation 6844. 

chromosomes replication, dnaA gene proteins overproduction 6628. 

chromosomes replication initiation, dnaA gene alleles 1541. 

chromosomes, replication, initiation, plasmids, oriC gene, sequence 1907. 

chromosomes segregation, parC gene, eh organization 6897. 

chromosomes termination sites, ColE1 DNA biosynthesis inhibition 5556. 


chromosomes, tryptophan operon, tonB gene, nucleotide sequence, evoluti 
genetics 9350. 


Biochemistry Abstracts 2 vol. 19 


scherichia coll, (continued) 
chromosomes, tryptophan trp operon, nucleotide sequence, evolutionary genetics 


Gir gene cloning, promoters 1750. 
cit gene, transcription, promoters, DNA-binding protein, iron role 9969. 
Cisplatin, effects on cross-linking, rRNA 16S, ribosomal protein $18 9107. 
Citric acid utilization genes, transcription, promoters, nucleotide sequence, 
_ plasmid pMS185 7380. 
Cleavage DNA, pulsed-field gel electrophoresis methodology 7247. 
Cloacin DF13 immunity protein, genes cloning, gene expression 9841. 
Cloning, gene expression, clostridial promoters, Clostridium difficile antigens 


“cloning, gene expression, genes, extracellular phospholipase, Serratia 
liquefaciens 3527. 


ak gene expression, mercury resistance genes, Thiobacillus ferrooxidans 


cloning, gene expression, penicillin G acylase, Arthrobacter viscosus 9848. 
Cloning, gene expression, poly-8-hydroxybutyric acid biosynthesis genes, 
ep oenes eutrophus gee 
ining, gene expression, pUC19 plasmid, oligo-1,6-glucosidase genes, Bacillus 
|, thermoglucosidasius 7826. ae 
cloning, ge expression, xylan endo-1,3-8-xylosidase genes, Thermomonospora 
fusca 7. 


Cloning, methy! coenzyme M reductase genes, characterization, Methanobacterium 
» _thermoautotrophicum 1804. 

Cloning, nucleotide sequence, colonization factor antigen | genes 7370. 

mot nucleotide sequence, promoters, transcription origin, Methylomonas clara 


‘| 


cloning, pelY gene, nucleotide sequence, pectate lyase, Yersinia 

’ 3 uberculosis 2309. 

pare. pres coycerate kinase, nucleotide sequence, gap operon, Zymomonas 

lis 5 

cloning, Rhizobium meliloti fixd gene, effects on nifA gee. fixK gene 5725. 

Cloning, rpoB ri gene expression, DNA-directed RNA polymerase 8 subunit 
mutation 9861. 

cloning vectors construction, melanin genetic markers 3839. 

cloning vectors construction, promoters detection 6841. 

| Cloning vectors construction, synthetic genes, enterotoxins, signal peptides, 

gene expression, epidermal growth factor, man 845. 

|cloning vectors, copy number control 8841. 

cloning vectors expression truncation genes, plasmids 6847. 

ing vectors, — expression 8839. 

‘Cloning vectors, heterologous proteins+glutathione transferase gene fusion, 

» glutathione affinity chromatography purification 1721. 

Cloning vectors, heterologous proteins +maltose-binding protein gene fusion, 

am affinity chromatography purification 1718. 


cloning vectors, phage d gt22S 10883. 

\cloning vectors, plasmid pKK240-11 848. 

‘cloning vectors, plasmids construction, effects on lon gene gene expression 8829. 

(stoning vectors, promoters, gene expression 8840. 

!sioning vectors, promoters, termination factors 8838. 

toning vectors, RK404 plasmid, B-glucosidase genes, Xanthomonas albilineans, 

| expression 7839. 

toning vectors, RNA biosynthesis 8843. 

iloning vectors, site-directed mu! is, lysine-130, denV , phage T4 7776. 
stridium pertringens, transposon 1n4451, chloramphenicol resistance 6792. 

amin Pacer btuB gene, nucleotide sequence 4368. 

‘0lE1, cer locus recombination 5353. 

0lE1, cer locus recombination, arginine repressors 5972. 

‘olicin B immunity cbi gene, nucleotide sequence 6257. 

}olicin E8 operons, nucleotide sequence, ColE2-P9 homology 9373. 

‘olicin E9, cei gene nucleotide 7 7499. xe 

folicin | receptors genes, nu i sequence, amino acid sequence predictions, 

evolutionary genetics 9377. } - 

mplementation, nagE gene, restriction endonuclease mapping, Klebsiella 

“| pneumoniae 6250. 


ation, plasmids, Streptomyces 9739. 
cells, 2-acetylaminofiuorene mutation, shuttle cloning vectors 3407. 


ae operons, gene regulation, transcription, transcripts inhibition 9145. 
‘RP protein, DNA binding sites, consensus sequence 2988. 
'S1 pili, CS2 pili genes cloning 5825. 
ybB gene nucleotide sequence 5301. 
ic AMP, CRP protein, gene regulation, reviews 3719. 
yclic AMP rs, bil site mutation, galactose operon 9698. 
yclic AMP receptors proteins, DNA binding sites 4991. 4 
|;clomattodextrin glucanotransterase production, plasmid pCS8, genes cloning, 
nucleotide sequence, transtormation, Bacillus 4297. 
fd operon, cytochrome-d oxidase gene regulation 1634. 
1S gene tee nucleotide sequence a 
ftochrome cybB , gene mapping 4408. 
\tosine restriction Dacitl pone’ cuaracentaaon 9533. 

im gene methylation, mutHLS e, DNA repair 7591. - . 
gene, cytosine methylase, DNA repair, EcoRI! methylase plasmids 9613. 
*letion mutant, gene expression, in inhibitors genes cloning 6889. 

0R gene repressors, purification, acterization 5977. Aisa 
yoxyribonuclease EcoRI genes, cloning, gene expression, gene amplification 4811. 
soxyribonuclease methylation activity, 5-methyicytosine formation 9926. 
i ibonuclease (pyrimidine dimer), DNA repair, comparison, redoxyendonuclease, 
*) Saccharomyces cerevisiae 945. ‘ ads 
yoxyribonuclease V, site-directed mutagenesis, tyrosine, denV gene, pyrimidine 
BE, ommlogaus recomuination mathodctogy 4744 
4 , homologous recombination methodol : ie 
RAY gore, sull ne nucleotide sequence, trimethoprim sulfonamides antibiotic 
/fesistance recombination 5278. F 
‘nethylsutfate, DNA modification, RecA protein role 1964. 2 
NA 4’-hydroxymethyi-4.5'.8-trimethylpsoralen adducts, damage, mutagenesis, 
transfection 4263. 


NA, B-form, Z-form, junctions, bending, flexibility 2636. 
NA binding sites, nucleotide sequences, information content 2560. 
1A binding, transcription activation, ompF gene, envZ gene mutation 9985. 


afi 
of 


cloning vectors, human immunodeficiency virus, genes, env gene, expression 7855. 


Escherichia coll, (continued 
DNA biosynthesis DNA-binding protein, phage 17 replication forks 1543. 
DNA biosynthesis, OnaA gene, function, transcription 9549. 
DNA biosynthesis initiation, chromosomes 4570. 
DNA biosynthesis pathways, pcbA1 gene, DNA-directed DNA polymerase | 9551. 
DNA biosynthesis, replication forks, inhibition sites 9556. 
DNA biosynthesis, termination factors, tus gene, loci, nucleotide sequence 6956. 
DNA biosynthesis termination requirements cell division 7570, 
ONA biosynthesis, transcriptional stimulation initiation replication, 
DNA-directed RNA polymerase, oriC origins replication 1535. 
DNA conformation, dimethy! sulfoxide effects on, transcription enhancement 3278. 
DNA, cosmids, cloning, recombination 9782. 
ONA damage repair, ascorbate copper induction 3291. 
DNA decatenization, enzymes purification, characterization 9879. 
DNA, enterobactin regions, transcripts, gene mapping, nucleotide sequence, fes 
ene, fep gene 3415. 
dD - Fog by ll, haloethytnitrosourea-treated DNA, 7-alkylguanine release 


DNA helicase helD gene, nucleotide sequence, amino acid sequence predictions 


DNA helix stabilization, anthramycin-N2 guanine, UVRABC nuclease 5600. 
DNA, hybridization analysis, genetic markers, cosmids construction 9781. 
a a at Gin protein mutants, characterization, effects on recombination 
DNA ligase, deoxyribonuclease Bll, apurinic and apyrimidinic sites excision 


DNA ligase, multiple roles, replication forks 4901. 

ONA methylation, detection, nucleotide sequence 9356. 

DNA methylation, oriC origin replication binding cell membranes, requirements 
hemimethylated 6179. 

DNA, microwave absorption, aqueous solutions, erythrocytes 2648. 

DNA mutants, nucleotide sequence, AraC protein, activation, araBAD operon 
promoters 829. 

DNA photolyase chromophores, DNA repair 1889. 

DNA photolyase, pterin derivatives identification 1890. 

DNA, probes, nucleotide sequence, hybridization analysis, phage M13 9402, 

ONA proteins, binding constants, computer applications, gel chromatography 4948. 

DNA RecA eon complexes, structure, polarity, strand-exchange reaction 3225. 

DNA recombination, plasmid R1162, transformation 8808. 

DNA repair 3660, 

DNA repair, 3'-deoxyribose fragments 6662. 

DNA repair genetic analysis, thymine glycols, urea residues 5590. 

DNA repair, nucleotides excision, psoralen adducts substrates 2666. 

DNA repair, phosphotriesters formation, haloethy!nitrosoureas, extracts 10761. 

DNA repair, ssb gene Absa protein overproduction, photoreactivation 6659. 

DNA repair, Uv: ne proteins, H~ -transporting ATP synthase activity 5597. 

ONA repair, 5-methylcytosine sites, mutL gene, mutS gene, dem gene 1559. 

ONA replication, origin, oriC region 600. 

DNA, sand adsorbed, transformation peer , deoxyribonuclease | resistance 785. 

ONA strand breaks, free radicals, detection 2218. 

DNA supercoiling, catabolite repression, effects on gene expression, tetA gene 
4662. 


DNA supercoiling, DNA topoisomerase mutants 6619. 

DNA superhelicity, transcription termination 1573. 

ONA topoisomerase (arp. ydrolysing pare DNA cleavage, chromosomes 7916. 

DNA topoisomerase (ATP-hydrolysing) role, deletion mutant, nucleotide sequence, 
loci, plasmids, Dictyostelium 9426. 

DNA topoisomerase genes promoters, transcription, DNA supercoiling 9149. 

DNA topoisomerase kinetics, oligodeoxyribonucleotides cleavage 9914. 

ONA transcription, promoters, nucleotide sequence, prokaryotes homology 7647. 

DNA transfection, electroporation, comparison osmotic shock 5737. 

ONA transformation, electrostimulation 9747. 

DNA transformation methodology, use wheat bran 2779. 

DNA variation, pap gene, homology, gene transfer 10147. 

DNA-binding protein affinity, tetramers negative cooperativity 7962. 

DNA-binding protein, LexA repressor, oligomerization 9966. 

DNA-binding protein, skp gene nucleotide sequence 5288. 

DNA-directed DNA polymerase activity, proofreading 964. 

DNA-directed DNA polymerase, comparison B' chain, evolution 7897. 

DNA-directed DNA polymerase conservation, phage T7 6920. 

DNA-directed DNA polymerase, ONA biosynthesis, synthetic DNA, : 
(E)-5-(2-bromovinyl)-2'-deoxyuridine 5'-triphosphate analogs incorporation 12. 
DNA-directed DNA polymerase |, active sites, nucleotide sequence, phenyiglyoxal, 

trypsin, V-8 proteinase, effects on DNA binding 957. 
oNAtdirected INA polymerase | activity, DNA+diammineplatinum(!!) complex 9905. 
DNA-directed DNA polymerase |, DNA biosynthesis fidelity, X-ray crystallography, 
molecular géhetics 1857. } : 
DNA-directed DNA polymerase |, DNA synthesis, azidouracil, photochemical 
cross-linking, lac operator 1297. 2 “ 
DNA-directed DNA polymerase |, excision, proofreading activity 4870. 
DONA-directed DNA polymerase |, flavonoids, inhibition 2888. 
DNA-directed DNA polymerase |, aie dent manganese, magnesium, effects on, 
exonuclease, error discrimination 956. : 
DNA-directed DNA polymerase lil, 8 subunit dissociation, magnesium 9906. 
DNA-directed DNA polymerase Ill, dnaE gene, nonsense mutant suppression, pcbA 
ine mutation 9909. Fixe ’ 
DNA-directed DNA polymerase III subunit structure, proteins interaction, SOS 
repair role 3661. 
DNA-directed DNA polymerase site-directed mutagenesis, M13 6824. 
DNA-directed RNA polymerase o factor in vitro recognition gene, flaN 
ne promoters, Caulobacter crescentus 7668. 4 
DNA-directed RNA polymerase o-70 subunit structure, function 9889. 
DNA-directed RNA polymerase activity, DNA flexibility 5914. 
DNA-directed RNA polymerase activity, transcription templates 7885. i 
DNA-directed RNA polymerase, binding, DNA terminus, promoters complex formation 
2875. : 
DNA-directed RNA polymerase, binding, promoters DNA, azido-9-acridinylamines 
reactivity 9872. , Pe te 
DNA-directed RNA polymerase, DNA base pairs reactions, temperature, ionic 
strength 1834. P. reer 
DNA-directed RNA polymerase, DNA supercoiling, gene mutation, rifampin 5900. 
DNA-directed RNA polymerase genes, mutants effects on rm gene transcription 


7895. ' 
DNA-directed RNA polymerase interaction, promoters complex, monoclonal antibodies 
effects on 1832. 
DNA-directed RNA polymerase, interactions, rrnB gene promoters 5912. 


129 


Subject Index 


Escherichia coll, (continued) Escherichia coll, (continued) 
DNA-directed RNA polymerase mutation, effects on transcription, melAB operon, dimers, cloning vectors 2771. 
cysA locus, ara operon 3904. fructose-bisphosphatase genes, nucleotide sequence 3356. 
DNA-directed RNA polymerase, neutron scattering 4855. Y ftsZ gene mutation, suppressor mutant, cell division 7774. 
DNA-directed RNA polymerase, nucleosomes core particles, histones H2A.H2Bdimers, fucA gene, organization, cloning 3445. 
interaction 5904. fumarate hydratase, aspartate ammonia-lyase, fnr gene, fum gene, aspA gene 
DNA-directed RNA polymerase, nucleotides incorporation 7889. tricarboxylic acid cycle, anaerobic metabolism 1760. 
DNA-directed RNA polymerase, omega subunit, restriction endonuclease mapping, fumB gene nucleotide sequence 9527. 
tpoZ gene, T gene 9371. fur gene transcription, iron absorption 730. 
DNA-directed INA polymerase, phage 17, RNA biosynthesis, ATP, analogs 2169. Fur protein operators, B-galactoside 1712. 
DNA-directed RNA polymerase, photoreaction 5899. fusion proteins, detection, monoclonal antibodies, phage \ gene products 893. 
DNA-directed RNA polymerase, promoters location, one-dimensional diffusion 955. G668 strains, plasmids stability, copy number control 3696. 
DNA-directed RNA polymerase promoters recognition, spacers DNA 9891. gal operon, transcription initiation, cyclic AMP role, mRNA hybridization 9154. 
DNA-directed RNA polymerase, RNA biosynthesis, promoters like regions, CDNA, _—_a-galactosidase genes, cloning, gene expression 3861. 
potato spindle tuber viroid 7169. B-galactosidase genes cloning, plasmids cloning vectors systems 6832. 
DNA-directed RNA polymerase rpoB gene, rifampin resistant mutant, mutation B-galactosidase lacZ gene, genetic markers, transduction, fluorescence 
mapping 9385. detection, gene transfer, mammalian cells 747. , : 
DNA-directed RNA polymerase substrates binding sites, 5-azido UTP, photoaffinity a-galactosidase melA gene, nucleotide sequence, amino acid sequence 
labeling 8930. predictions 9374. Y : ‘ 
DNA-directed RNA polymerase subunits, amino acid sequence, zinc binding 6913.  B-galactosidase mRNA, expression, translation, control, pyruvate kinase 
ONA-directed RNA polymerase subunits, proteins interactions 2868. sequence, Saccharomyces cerevisiae 9184. 


DNA-directed RNA polymerase subunits rpoB gene, cloning, overproduction 4778.  galK gene, antisense RNA genetic control, phage \ N gene 5568. r 
DNA-directed RNA polymerase ternary complexes isolation, characterization 954. gdhA gene, glutamate dehydrogenase, nitrogen fixation, Rhizobium phaseoli 1 


DNA-directed RNA polymerase, Trp repressor, Lac repressor, binding density gdhA gene, promoters identification, gene regulation 4700. 
effects on repression 8984. gene conversion, recF gene 9620. j 
DNA-directed RNA polymerase-+poly[d(A-T)] transcription complex, gene conversion, role RecA protein, multiple rounds crossing over 5573. 
photoaffinity labelling 1833. gene expression, a-antigen, Mycobacterium bovis BCG 1764. F 
dnaA gene alleles, gene expression, gene products purification, characterization gene Sor reeee nif tectamene blaS gene, cloning, Pseudomonas maltophilia, 
721. gene mapping . 
dnaA gene, DnaA protein overproduction, chromosomes replication 976. gene expression, angiogenin genes synthesis, cloning, gene products activity 
dnaA gene proteins, purification, characterization 997. 10859. ; 
dnaA gene, transcription repression 9147. gene expression, anthranilate synthase trpE gene, gene fusion, foot-and-mout 
DnaA protein, binding oriC 8997. disease virus antigens genes, gene products proteolysis stability 9795. : 
DnaA protein, requirements plasmid F integration suppression dnaA gene mutation, gene expression, bovine leukemia virus protein p24 gag gene, cloning, plasmi 
OriC origin replication 4896. pORF1 8867. 
cDNA libraries production, cloning vectors, phage A, plasmids 10877. gene expression, c-myc gene exons, cloning, man 8890. 
dnaE gene, polC gene mutants, U.V. radiation mutagenesis 609. gene expression, c-raf-1 gene cloning, man 880. 
dnaK gene, DNA iosynthesis, chromosomes replication 1540. gene expression, cattle growth hormone genes, ribosomes binding sites chan¢ 
Dnak protein cross-creativity o~“ subunit DNA-directed RNA polymerase stimulation 8900. 
6915. : gene expression, clonal selection, thymidylate synthase+dihydrofolate reducta 
Dnak protein, DnaJ protein, heat shock proteins, phage \ DNA replication Leishmania major 1771. 
initiation 10754. gene expression, cloning, B-galactosidase genes, cell walls degrading enzyme 
dnaN gene, recF gene, DNA restriction fragment length polymorphism 519. genes, Sclerotinia sclerotiorum 875. 
dnaQ gene, gene expression 6697. gene expression, cloning, B-galactosidase genes, thermophilic bactena, 
DNA+recA gene proteins complex, structure 4952. anaerobic bacteria 9843. 
domains, piasmid R1162 replication, DNA biosynthesis, maintenance 598. gene expression, cloning, antigens [see Xylella fastidiosa 9798. 
double-stranded DNA, DNA repair, gene conversion, plasmids 605. gene expression, cloning, cDNA, a-fetoprotein, rats 4809. 
double-stranded plasmids DNA, site-directed Fae con methodology 3819. gene expression, cloning, cDNA, growth hormone, Thunnus thynnus 937. 
elongation factor EF-Tu+GTPase reactions, 2'(3')-O-aminoacyl oligoribonucleotides gene expression, cloning, cellulase genes, thermophilic bacteria 7847. 
effects on 1052. gene expression, cloning, cellulolytic enzymes genes, Cellulomonas flavigena 
elongation factor EF-Tu mutants, ribosomal protein S12 translation 7092. 1795. 
bag “aot factor EF-Tu, operons, thrU gene, tufB gene, tyrU gene, glyT gene, gene expression, cloning, DNA, duck hepatitis virus 9800. 
thrT gene RNA biosynthesis termination, processing 269. gene expression, cloning, DNA fragments, open reading frames, cauliflower m 
elongation factor EF-Tu, tRNA Phe effects on guanosinetriphosphatase activity virus 4805. 
6033. gene expression, cloning, ferredoxin fdxH gene, heterocysts, ferredoxin petF 
elongation factor EF-2, tRNA, complex, zone-interference gel electrophoresis gene, vegetative cells, Anabaena 10902. 
4056. gene expression, cloning, Halobacterium salinarium rRNA operons, transcriptic 
elongation factor Tu mutation, frameshift mutant, effects on frameshifting termination factors, cloning vectors construction 1812. 
activity, protein biosynthesis, translation elongation 10042. gene expression, cloning, isopenicillin N synthase, genes, Streptomyces lipma 
endonuclease, rgiB gene loci, gene mapping, \ phage transduction 9418. Aspergillus nidulans 866. 
entB gene, entA gene, nucleotide sequence, amino acid sequence predictions 9391. gene expression, cloning, Leptospira interrogans pomona antigens genes 780 
enterobactin entA gene, nucleotide sequence, amino acid sequence predictions gene expression, cloning, man ee atrial natriuretic factor genes, 
9407. ; oligodeoxyribonucleotides synthesis 7073. 
enterobactin genes clusters, nucleotide sequence 4414. gene expression, cloning, outer membranes membrane proteins genes, plasm 
enterotoxins gene fusion 1798. ‘ pVYE029, Yersinia enterocolitica 10904. 
enterotoxins genes, cloning, plasmids cloning vectors, amdS promoter, gene gene expression, cloning, overlapping DNA fragments, toxin A genes, Clostrid 
Flas corer ed ghee sat (Ail spre 8830. Sas difficile 9799. 
loxins ics, nucleo! uence, LT-lla operon 1348. Ne expression, cloning, plasmid pUC9Y, B-giucosidase genes, Cellulomonas 
oben vi ybrids Gg shart sa “4 oem 9844 a zt eo ns 
excision cloning vectors, cloning tyrA gene 5802. gene expression, cloning, plasmids cloning vectors, envelopes env gene, bovi 
exodeoxyribonuclease Ill, deoxyribonuclease IV (Phage T4-induced) activity, agi ah virus 8866, oie i, ce 
eoxyriboriucleotides hydrolysis 3876. gene expression, cloning, poliovirus RNA-directed RNA polymerase, RNA 
expression, bifunctional, fusion proteins, exoglucanase endoglucanase, biosynthesis analysis 7896. 
Cellulomonas fimi 9802. ’ gene expression, cloning, prolactin cDNA, nucleotide sequence, Salmo 480. 
expression, cathepsin B precursors, rats, mice 2840. gene expression, cloning, rhinovirus (human) 14 proteinase cDNA 4806. 
peg shoe cDNA nucleotide sequence, Tritirachium alkaline proteinase genes, gene expression, cloning, as1-casein cDNA, cattle 1758. | 
ritirachium album 8478. , gene expression, cloning, ubiquitin-protein hydrolase YUH1 gene, Saccharom 
expression, construction, plasmids, fructose-bisphosphate aldolase, man 10921. cerevisiae 9852. 
expression, cystatin C genes, synthesis, man 2842. gene expression, cloning vectors construction, maltose-binding protein fusion 
expression, human immunodeficiency virus RNA-directed DNA polymerase, affinity 7784. i 
chromatography, purification, characterization, crystallization 7906. gene expression, cloning vectors, pac promoter hybrids construction, phage 
expression, interleukin 2 cDNA, mice 8864. promoters, +lac promoter 847. 
expression, man glutathione transferase 2512. gene expression cloning vectors, use phage T7 DNA-directed RNA polymerase 
expression, nucleotide pe erate thioredoxin genes, Anabaena 9317. gene expression, cloning, xylan endo-1,3-B-xylosidase genes, Bacillus 
expression, promoters, rRNA 25S genes, ‘aegis cerevisiae 9806. polymyxa 889. 
expression, species-specific antigens, cloning, recombination, genes, gene expression, coat protein genes, cDNA, soybean mosaic virus 10061. 
ampylobacter pylori 6871. gene expression, common antigen cloning, Legionella micdadei 9794. 
F factor, ccd locus operons, genetic control 7653. gene expression, crystal protein genes, cloning, Bacillus thuringiensis 4797. 
F factor maintenance, fim locus nucleotide sequence 6246. gene expression, DNA-directed SNA polymerase genes cloning, rats 736. 
F factor transfer function expression, integration host factor, tra operon 765. gene expression, DNA-directed DNA polymerase recombinants, man 3910. 
F factors, physical mapping, Tn5 transposons, restriction endonuclease mapping gene expression, dnaN gene+dnaA gene operons 6700. 
5318, , ) gene expression fibrinogen y chain genes, man 925. 
fadR gene nucleotide sequence, fatty acids metabolism 5487. gene expression, gene fusion, lacZ gene, gag gene, T cell leukemia virus | 8 
1D gene nucleotide sequence, role pili biosynthesis, membrane proteins, outer gene expression, gene transfer, B-glucosidase genes, cloning, Ruminococcu 
membranes 8213. \ albus 1811. 
fda , Nucleotide sequence, fructose-bisphosphate aldolase class I! 10276. gene expression, gene transfer, adenylate kinase cDNA, muscles, chickens 
fertility plasmid F replication, hup gene products role 4574. gene expression, gene transfer, cloning, indole-phosphate hydrolase iph get 
fic Poh mutation cloning, gene products characterization 6896. Nostoc commune 4817. 
flbB operon nucleotide sequence, Flal protein identification 2304. gene expression, hybrids genes, antigens, sporozoites, merozoites, Plasm 
folC gene, promoters, transcription, folylpolyglutamate synthase, dihydrofolate falciparum 2846. 
- synthase 9150. " ; gene expression, immunogenicity, cloning, antigens, proteins 9853. 
formamidopyrimidine-DNA glycosylase overproduction, cloning, fpg gene, nucleotide gene expression, insecticides proteins genes, Bacillus thuringiensis 
sequence 6874. ) am subsp. aizawai 3845. 
formate acetyltransferase genes, nucleotide sequence, transcription control 7382. gene expression, insertion sequence Is1 mutants, revertants analysis, Gal g 
frameshift mutant, pyrimidines dimerization, U.V. radiation induction 9209. phenotypes 823. 


frequency, spectrum, mutation, production, cis-syn thymine-thymine cyclobutane gene expression, man tumor necrosis factor cDNA, mutagenesis, initiation c 


Biochemistry Abstracts 2 vol. 19 


Escherichia coll, (continued 


: 


; 


ai 


fs 


q 


ap 


ost 


ie 


at 


5 


/ genes cloning, proline, leucine biosynthe: 


| in, gore 


_ 9770. 


reat shock proteins, pt 
deat shock 032 protein, stability 


Mutagenesis effects on 2828. 
Bee. erpression metallothionein | genes cloning, heavy metals tolerance, mice 


gene expression, MRNA decay 5178. 

gene expression, murine leukemia virus RNA-directed DNA polymerase genes, 
C-terminus domains defects, RNA-directed DNA polymerase activity, ribonuclease H 
activity deficiency 2880. 

gene expression, nucleotide sequence, hyaluronidase, phages, Streptococcus 
pyogenes 6888. 

gene expression, overproduction, cloning, cDNA, B2-interferon, man 2817. 

eee. SEES plasmids gene transfer, growth hormone cDNA, Thunnus thynnus 


gene expression, plasmids transformation, cloning, genes, immunoglobulin G +1 
chain constant region, man 1809. 

ae aaa plum pox virus Nla protein cDNA, cloning, proteolysis activity 

gene ee pol gene, RNA-directed DNA polymerase, human immunodeficiency 
virus z 

gene expression, Sendai virus, nucleocapsids, proteins, antigenic determinants, 
peptide mapping 2819. 

gene expression, sialidase genes cloning, Streptococcus pneumoniae 4827. 

gene expression, spheroplasts transformation, plasmid pBR322 transfer, cellulase 
genes cloning, Ruminococcus albus 4808. 

gene expression, SV40 fusion proteins gonee. cloning 5875. 

gene expression, synthetic copper metallothionein genes, Neurospora crassa 4034. 

gene expression, synthetic genes, metallothionein, man, cloning 2829. 

gene expression, transformation, cloning, saccharopine dehydrogenase LYS5 gene, 
Yarrowia lipolytica 860. 

gene expression, transformation, plasmids, citrate synthase cDNA, Saccharomyces 
cerevisiae 2827. 

gene expression, transiation initiation, eukaryotes genes 5037. 

gene fusion, plasmids cloning vectors 3814. 

gene mapping, argi gene, pyrB gene, recombination role, plasmids stability 3607. 

gene mapping, colicins genes, plasmid pCHAP4 4295. 

gene mapping, miaA gene cloning, A2-isopentenyl adenosine 7821. 

gene products, phage ®X174 DNA replication, in vitro 9592. 

gene regulation, lac operon, mathematical models, methodology 3763. 

“asd aaa , putA gene, putP gene, ginG gene role, lacZ gene gene fusion 


ne transfer 1675. 
in, enzyme-linked immunosorbent 


genes, argF gene, interspecific hybridization 

genes cloning, cell adhesion, kidney cells, ad 
assay 5823. 

Aaah outer membranes lipoproteins, proteins, Haemophilus influenzae 
1460. 


sis, Desulfovibrio desulfuricans 1741. 
ees cloning, use plasmid pML24 cloning vectors, gene regulation, promoters 
1 


genes derepression, DNA repair, mutagenesis, reviews 1558. 
genes dicB gene loci 5641. 
genes, HU-2 gene, nucleotide sequence 3433. 
genes rearrangement, biotin operon 6239. 
i Probes, nucleotide sequence, 8-fructofuranosidase, DNA inversion 


ginALG operon, nucleotide sequence, amino acid sequence predictions 9362. 

gipD gene, promoters, operators structures, nucleotide sequence 7359. : 

gipR gene. repressors, glycerol-3-phosphate regulons, nucleotide sequence, amino 
acid sequence 6550. 

gitBDF operon characterization, site-directed mutagenesis 2788. 

jlucitol operons, expression, regulators 5537. 

glucose-1-phosphatase, agp gene gene mapping, gene expression 9520. 


Bh ads rats liver, man placenta, homology, cDNA nucleotide sequence 
{ it. 


glutamate dehydrogenase gdhA gene, palindromes deletion, mRNA stability 4131. 
glutamate Sa sonanane: cake Toner, transformation, Synechococcus, 
association, ammonium tolerance 1797. 
glutamate synthase and nucleotide sequence 3457. 
mate-ammonia ligase genes, cloning, nucleotide sequence 4535. 
-glutamate-cysteine ligase genes cloning, ces cerevisiae gene 
glutamic acid aei/dod gitS gitP gene 9829 
mic carriers, cloning, gene, gene F 
glutamine-tRNA ligase cDNA nucleotide sequence, homology, man, Saccharomyces 
cerevisiae 5421. aT SAMO 
glutamine-tRNA seal engineering changes enzymes specificity, site directed 
mutagenesis 5798. 
y-glutamyitransferase genes cloning, ggt gene, purification 4783. 
glutaredoxin mutants isolation, characterization 827. Me 4 
redoxin mutants isolation, nucleotide sequence, characterization 556. 4 
glycerophosphoryl diester phosphodiesterase ugpQ gene, nucleotide sequence, amino 
acid sequence predictions 9282. 
glycine acetyltransferase kbli gene, nucleotide sequence 9411. 
glycine-tRNA ligase, phenylalanine-tRNA ligase, antibodies cross-reactivity 5033. 
glycogen gigB gene, nucleotide sequence 4475. 
glycogen phosphorylase gigP gene, cloning, nucleotide sequence 10341. 
le bypass operon cloning, overexpression 4784. 


mec? genes cloning, gene expression, growth rate 913. 

'S protein, homology rium rculosis BCG-a gene, BCG-a gene 
nucleotide sequence 8216. . - * 

growth hormone, pigs, cloning, gene expression vectors, translation efficiency 
395. 


growth hormone secretion, bacteriocin release proteins use, genetic engineering 
7833. 
growth rate, spoT gene mutants effects on guanosine tetraphosphate levels, 


eguiation rnA gore promoters 5628. 
°F ga heat s! 


proteins, nucleotide sequence, transcription regulation 


gene, +lactate dehydrogenase genes, gene fusion, CHO cells 3765. 
Operon, gluconeogenesis regulation, glucitol enzyme Ill, operons 1590. 

A gene, gene fusion, gene expression, B-galactosidase activity 4661. 
-transporting ATP synthase, site-directed mutagenesis, subunits purification 


Nes conservation 9493. 

nN gene, nucleotide Lama 203. reg 
transcription, ers, sigma r ‘ 

3978. 

yemB gene, nucleotide sequence 7322. 


Escherichia coll, (continued) 


hemB gene, nucleotide sequence, cloning, restriction endonuclease mapping 3346. 

hemolysins activity transport site specific mutagenesis, temperature-sensitive 
mutant, hly gene 836. 

hemolysins sp expression, promoters analysis 5650. 

hemolysins hly gene, transcription organization 2308, 

hemX gene, nucleotide sequence, amino acid sequence predictions 6422. 

hepatitis B virus X protein expression, DNA recombinants, phage M13 vectors gene 
Il promoters 2824. 

high voltage DNA electroporation methodology 10860. 

himA gene, gyrB gene mutation, phage \ mutation, phage \ growth 8710. 

ee himD gene, integration host factor repression b2-att gene, phage \ 


hisH gene, frameshift mutant, complementation 5334. 

histidine operons, structure, function 5535. 

histones like protein H-NS, nucleic acids interactions 7940. 

HlyA protein, amino acid sequence, repeated sequence, site-directed mutagenesis, 
effects on erythrocytes binding 3818. 

hlyR gene, hemolysins biosynthesis, secretion enhancement 5633. 

hns gene cloning, nucleotide sequence, location 5290. 

homocysteine methyltransferase genes, cloning, gene expression 6696. 

homology antigen K88, adhesin F41 genes nucleotide sequence 7379. 

homoserine succinyltransferase metA gene, nucleotide sequence, amino acid 
sequence predictions 9284. 

human proinsulin secretion enhancement, signal sequence mutants 5849. 

hupA gene, gene mapping 3418. 

hyeropen peroxide, effects on DNA repair, DNA-directed DNA polymerase |, 
DNA-directed RNA polymerase Ill, exodeoxyribonuclease ili role 9617. 

ice nucleation, Pseudomonas syringae inaZ gene deletion effects on 5338. 

ilv gene clusters, nucleotide sequence 9333. 

ilv operon promoters, integration host factor binding 4998. 

ivD A ein ilvA gene, translation coupling 7085. 

iiWGMEDA operon, nucleotide sequence, amino acid sequence predictions 9368. 

iVGMEDA operon, point mutation, effects on gene regulation 9680. 

ilvVIH operon, DNA-binding protein, promoters transcription 5955. 

in vitro transcription oriC region, chromosomes origin replication 8722. 

in vivo alleles replacement methodology, genetic engineering, use phage M13 6806. 

IncFli plasmid NR1, replication initiation proteins 9552. 

IncFll plasmid NR1, stability loci, gene mapping, nucleotide sequence 9389. 

IncP plasmid transfer, DNA protein interaction, relaxation sites 9967. 

influenza virus rn ped fl Protein gene expression, phage T7 DNA-directed DNA 
polymerase activity 9575. 

initiation factor IF-1, characterization, interaction, ribosomes 10045. 

initiation factor 3, interaction, ribosomes, mitochondria, cattle 1117. 

initiation, posttranslational modification, 17K antigen, Rickettsia rickettsii, 
Escherichia coli 6242. 

insertion sequence !S1 containing, transposons 3797. 

insertion sequence IS1 frequency, recombination 794. 

insertion sequence !S1, genetic analysis transposition 5757. 

insertion sequence !S1, inverse polymerase chain reaction, in vitro gene 
amplification methodology 7533. 

insertion sequence 1S102 mediation, deletion formation, replication 9547. 

insertion sequence !S2, inverted repeat, duplication 5404. 

insertion sequence |S2, nucleotide sequence 3447. 

insertion sequence !S30 rearrangements, gene expression 1796. 

insertion sequence ISS structure, translocation mediation 3343. 

insertion sequence 1S50, cointegrates, promotion, phage \ prophages, multiple 
donor requirement 4752. 

insertion sequences, integration host factor, DNA binding 998. 

integration host factor, binding sites, ilvGMEDA operon : 

integration host factor, Chlamydomonas chloroplasts promoters repression 7697. 

integration host factor, interactions, phage \ cos gene 6652. 

integration host factor regulation transcription phage Mu 7662. 

integration host factor, terminase mutants, phage \ DNA, packaging 9560. 

introns RNA cloning vectors construction, gene expression 7782. 

isochorismate synthase entC gene, nucleotide sequence, amino acid sequence 
predictions 9412. 

isocitrate lyase, aceA gene nucleotide sequence 6189. 

isoleucine-tRNA ligase activity, (RNA aminoacylation 2064. : 

isoleucine-tRNA ligase, amino acids discrimination, tRNA lle aminoacylation 26. 

kasugamycin sensitivity, role Streptococcus pyogenes erm gene 5652. 

katE gene gene regulation, transcription, hydroperoxidase I! 7642. 

katG gene, nucleotide sequence 6574. 

kdsA gene, operons 1339. 

8-ketoacyl-ACP synthase |, fabB gene, nucleotide sequence, comparison, 
Saccharomyces cerevisiae FAS2 gene 6448. : rs 

Klenow fragrhent DNA-directed DNA polymerase, DNA biosynthesis, mispairs 
formation, tautomeric forms 10746. . 

lac gene, gal gene, promoters, DNA reactivity patterns 9348. : 

lac gene, lysine decarboxylase, arginine decarboxylase genes, gene fusion 9675. 

lac gene promoters, DNA conformation, N.M.R. 4553. 

lac operon promoters, insertion sequence |S2 insertion 5767. 

lac sais Rr pyrocarbonate, DNA binding 9691. 

lac repressor, DNA binding domains, N.M.R. 1983. 

lac repressor mutation effects on, operators specificity 6976. 

lacl gene, mutagenesis, U.V. radiation induction 7257. 

lacl gene mutation, nucleotide sequence, DNA-directed DNA polymerase | 273. 

lacl gene mutation, repressors structure 9998. y 

lacl nucleotide sequence changes, induction, U.V. radiation 5607. 

B-lactamase, Bacillus licheniformis a-amylase biosynthesis, peptidase | 
role 4078. 

B-lactamase bla gene mRNA, half-life, stability enhancement, lincomycin 
stimulation 10124. ; , ‘ 

B-lactamase blaT gene, cloning, nucleotide sequence, point mutation 2274, 

B-lactamase class A, cloning, gene expression, nucleotide sequence, 
Klebsiella oxytoca 6864. : 

lactase promoter, caps proteins +DNA-directed RNA polymerase synergism 8937. 

lactose gene regions, Raman spectroscopy 9534. 

lactose permease lac Y gene, nucleotide sequence, lactose transport 8421. 

lacUV5 promoter mutation, transcription, Bacillus subtilis gene expression 9679. 

lacZ gene, fla gene, gene fusion, phage Mu, B-galactosidase activity 4750. 

lacZ gene, fusion, transfection, expression, transgenic plants 10893. 

lacZ gene, beh ex, 08 6-galactosidase, insertion, 
d nd In i 

i ary gene expression, role codons, role tRNA 930. 

lacZ gene, gene expression, transcription monitoring 5148. 


131 


Subject Index 


a a i a 


Escherichia coli, (continued) 4 eerie Racherichia coli, (continued) 
lacZ gene+phage M13 gene fusion, use nucleotide sequence determination h is ; , “ J 1 , . 
leukotriene ha nyerolaee cDNA gene expression 10918. PCB biodegradation genes, cloning, cosmids, 2,3-dihydroxybipheny! dioxygen: 
leuV gene promoters, nucleotide sequence, comparison tac promoter P1 promoter, 5877. . 
tnB gene 7486, ome Si gene: Seneca, Ses scanner S247 
lexA gene replacement, spectinomycin resistance 7477. penicillin G acylase pga gene, nucleo K ee 
Loan gmalae arginine, DNA binding sites 7983. pfl gene loci, nucleotide sequence, formate acetyltransferase-activating enzyr 
lipid A biosynthesis, IpxA gene nucleotide sequence 578. ; formate acetyltransferase 3384. _ Ss, woe , 
lipopolysaccharides antigen O, genetic variance, hybridization analysis 6439. phage X, U.V. radiation mutagenesis, photoreactivation, Escherichia coli 
lipopolysaccharides antigens genes, cloning, gene expression 5665. ‘ 9587. , 
lipopolysaccharides genes, cloning, Salmonella typhimurium gene expression 4799. phage d cloning vectors 8832. A 
luxR gene cloning, gene regulation, luminescence, Vibrio fischeri 9706. phage A, cloning vectors, regulation genes aici 3830. 
lysostaphin genes, repeated sequences 9359. phage i, cro repressor+operators complex, .M.R. 7977. 
mal regulon, MalK protein overproduction, gene regulation 6764. phage A, cA gee prophages structure 3653. _ 
malate synthase A aceB gene, nucleotide sequence 3422. phage d DNA biosynthesis, initiation, replication proteins 9589. ae 
MalT protein, ATP copettant activators transcription mal gene 8998. let », DNA, DNA-binding protein, integration host factor, recombination 
map gene, gene mapping 6435. 1957. . ‘ 
melibiose operon, promoters, melR gene, gene expression 3739. phage i, DNA isolation methodology 5210. 
melR gene promoters, transcription, cyclic AMP receptors role 6109. phage \ DNA terminase overproduction 3657. Y 
meromyosin gene expression, translation initiation sites 7633. phage formation, DNA topoisomerase (ATP-hydrolysing) role 7579. 
methionine aminopeptidase processiny, granulocyte colony-stimulating factor phage \ genomes replication origins, DNA biosynthesis 6636. 
genes, cloning, overproduction 6865. phage. int gene, gene expression, reviews 9576. ’ 
methodology, site-directed mutagenesis, ligation, oligodeoxyribonucleotides, phage , integrase, int gene transcripts stability, gene regulation 7667. 
heteroduplex DNA 2790. phage A integration mutants, integration host factor dependency 7779. 
methylated-DNA-protein-cysteine methyitransferase, purification, characterization phage \, late genes, translation initiation, gene expression 9595. 
9925. phage \ promoters activation, mutation effects on 9588. 


metR gene, gene expression, metE gene genetic control, methionine biosynthesis | phage \ promoters, mutation 9570. , 
4668, Mile 2 d promoters, ricin A chain, gene expression, temperature effects on 
miaA gene, cloning, nucleotide sequence, tRNA modification, mutagenesis 9863. 25. 


miaA gene effects on protein biosynthesis, growth rate 53. phage \ recombination intermediates, phosphorothioate substitution 6638. 
microcin B17 genes, nucleotide sequence, amino acid sequence predictions 9386. phage d recombination pathways, RecBCD recombinase, cos element 7926. 
mismatch DNA repair mechanisms 3665. phage A recombination, proteins binding sites 6975. ? 
mod gene, restriction-modification systems, nucleotide sequence 9353. Phage \ replication, DNA biosynthesis initiation, templates supercooling 
Is, arabinose operon gene regulation models, DNA loops 9727. 7. : : <a: 7 
motA gene MotA protein overproduction, promoters 1649. phage A, terminase subunits, proteins interactions 4897. i 
mreB gene nucleotide sequence, mre region gene products 6544. phage \ ZAP, cDNA expression cloning vectors, in vivo excision properties 
murE gene, murF gene cloning, gene products identification 919. 4765. es : 
mutagenesis, N-acetoxy-N-2-acetylaminofluorene induction, control, role, RecA phage, conjugation transfer direction, plasmid collb-P9 8798. : 
8721. phage fd assembly, coat protein, DNA interactions, electrostatic properties 
mutants, characterization, M1 RNA genes 7867. 10749. ’ 
mutants, defects ribosomes editors 3109. phage fd, gene 2 proteins, plasmids le om origins 6635. 
mutants, petit ce pcan. plasmid R6K replication 7959. phage fd, phage If1, ha 2 Pf1, phage Pf3, phage Xf, phage IKe, DNA conform 
mutants, kil gene, ColE1 plasmid 8809. Raman spectroscopy 5545. 
mutants, outer membranes, proteinase VI! deficiency, cloning 8899. phage f1, gene V proteins, temperature-sensitive mutant 3651. : 
mutants, pBB29 plasmid, U.V. radiation, DNA repair 7587. phage f1, gene V, synthetic variants construction, oligodeoxyribonucleotides 
mutants, pha: 4 infection, reprocessing, lysine tRNA 5023. assembly 4036. 
mutants, tRNA Ala, tRNA Phe, base pairs substitution 47. phage f1 replication origin, initiation proteins interactions 9991. 
mutants, tRNA, role nucleotidyltransferase 25. phage Mu+phage A derivatives, transposition 4734. 
mutants, uvrC gene, UvrC protein, DNA, excision repair, U.V. radiation 611. phage Mu, B protein structure-function relationships, transposition 10197. 
mutation, mutT gene, DNA biosynthesis 596. phage Mu, Mu B protein binding DNA, transposition 7752. 
mutation, ompR gene, nucleotide sequence, role, porins, osmoregulation 454. hage Mu, operons, gene expression, gene regulation 4637. 
mutS gene, DNA mismatching, DNA repair 7590. hage Mu, P gene, N gene, nucleotide sequence 2291. 
mutT gene cloning, nucleotide sequence 938. phage Mu transcription, integration host factor, DNA conformation, supercoilin 
mutY gene, transversion mutation 610. 9537. 
Myxococcus xanthus, reverse transcription, bacteria, reviews 7042. phage Mu, transposase, translation regulation 6929. 
nadA gene, nadB gene cloning, characterization 7834. phage M13, lacZ gene, oxygen effects on mutation, nucleotide sequence, DNA | 
nagE gene, nagB gene, nucleotide sequence 6238. 10760. 
N4-aminocytidine mutagenesis 7258. phage M13 mp18 heteroduplex mismatching base pairs, DNA repair 5594. 
nar gene, formate-hyd in lyase, succinate dehydrogenase gene expression 7649. phage M13, site-directed mutagenesis screening improvements, genetic engin 
nar gene promoters nucleotide sequence 9677. metheddogy 4754. 
B-nerve growth factor proteins, cDNA, expression, mice 2837. phage N4 genomes termini structure 9582. 
nirB gene promoters, nucleotide sequence, mutation analysis 6427. phage PBS2 uracil-DNA glycosylase inhibition genes cloning 5831. 
nitrate reductase, narL gene, narX gene identification, gene expression 2820. rere PRD1, early region genes, DNA-directed DNA polymerase, nucleotide seq 
nitrite reductase (NAD(P)H) genes promoters, oxygen regulation 9681. 99. 
SE ns ee mutation sites, lacl gene, phage P1, cre gene mutation, loxP ed recombination 5579. 
nucleotide sequence analysis 2598. phage P1 DNA insertion, phage \ cloning vectors 3831. 
1-nitrosopyrene, 1-nitropyrene, mutagenicity 1702. phage P1, DNA packaging, transduction, quantitative Southern hybridization ¢ 
nomenclature, flagella genes, figA gene, flgB gene 4217. phage P1, plasmids replication, copy number control, role RepA protein 4584. 
nucleoside triphosphatase, recA protein ATP interaction, GTP hydrolysis, kinetics phage P1, a lon ban gene, gene mapping, cloning, repressors 5624. 
7918. f phage P1 replication, regulation mechanisms, copy number control 3644. 
nucleosides, tRNA Ile, aminoacylation, chromatography 1054. phage P4 integration, nucleotide sequence, site- ific recombination 3652. 


nucleotide sequence, fhuC gene, fhuD gene, homology, ATP-binding protein 1354, phage QB, electroporation, RNA transfection 5739. 

nucleotide sequence homology, Mycoplasma tuberculosis antigens genes 3424. phage QB RNA-directed RNA polymerase, electron microscopy, subunit struc 
nucleotide sequence, hybridization analysis, chromosomes 10227. 52. 

nucleotide sequence, malEFG operon, gene mapping, transcription termination 5067. sab QB, RNA-directed RNA polymerase, recombinants RNA RNA biosynth: 
nucleotide sequence methodology, transposon Tn5 use 6203. 7899. 

nucleotide sequence, ne: ea function, envA gene 501. phage SP, RNA genomes, nucleotide sequence 6054. 


nucleotide sequence, ompC gene, OmpC porin, pore domain genetics 5263. phage SP6, DNA-directed RNA polymerase genes, nucleotide sequence, amin 
nucleotide sequence, plasmid pColV-K30, replication regions, incompatibility, sequence cbyaeete 9366. 

partition location 500. ’ . phage T3, DNA packaging systems 9573. ; 
nucleotide sequence, plasmids, nahR gene, DNA binding, ues products 4406. phage T4 base plates genes, transcription, RNA hybridization analysis 5161. 
nusA allele, interaction, antitermination, effects on, rifampicin, resistance phage T4, cloning, dCMP hydroxymethylase, gene 42, nucleotide sequence § 

‘poB mutation 5783. 52 aaa phage T4, deoxyribodipyrimidine endonucleosidase DNA ok role 
NusA protein, binding, transcription termination, in vitro 9096. pag rg haiainag lIl+deoxyribonuclease IV (Phage T4-induced) 8183. 
NusA protein, DNA-directed RNA polymerase, pausing enhancement, transcription phage T4 DNA lesions, heat induction 9583. 

termination, elongation 10933. ‘ phage T4 DNA packaging systems 9586. 

a protein, transgription termination, in vitro 9095. phage T4 DNA repair epistasis, simultaneous replication 1546. 

-alkyiguanine, O"-alkylthymine, DNA repair 7596. phage T4, DNA-directed DNA polymerase mutants, amino acids changes 991 
oligodeoxyribonucleotides synthesis, cloning, leuV gene promoters mutation 7069. phage T4 DNA-directed DNA polymerase N-terminus, gene 43 gene mappi 
ompA gene, bla gene, MANA stability, translation efficiency 5036. phage T4, endonuclease VII activity, Holliday junctions cleavage 3875. 
ompA gene, bla gore transcripts, specificity cleavage sites, ribonuclease 7187, phage T4, frameshift mutant hotspots sites, 4 |A topoisomerase (ATP-hydro! 
ompA gene mRNA, stability regulation, endonuclease cleavage 3153. action sites 9913. 
ompC gene, gene expression, promoters activation, ompR gene proteins regulation phage T4, gene 2, gene 50 nucleotide sequence 7476. 

9688. , phage T4, gene 32 mRNA, binding sites 5169. 
ompC gene ompF gene fusion proteins characterization 801. phage T4 gene 49, recombination endodeoxyribonuclease VII gene regulatio 
ompF gene promoters, site-directed mutagenesis 7778. phage T4, group | introns, tran: ition, demonstration gene conversion 77: 
ompT gene, gene products identification, proteinase, outer membranes 4301. phage T4 mRNA, processing, ribonuclease E role 5162. 
operators conversion, proteins+DNA loops, gene expression 3716. phage T4 mutation size distribution, ethyl methanesulfonate tic) aes 95 
operators, lac repressor interaction 4629. _ phage T4, phage \, excision DNA repair, exodeoxyribonuclease III, 
operons transcription patterns, thrS gene+infC gene+rpiT gene 6114. 3-methyladenine DNA glycosylase |, deoxyribodipyrimidine endonucleosid 
osmoregulation lipoproteins osmB gene, nucleotide sequence 4377. effects on, U.V. radiation, methyl methanesulfonate 5593. 
outer membranes antigenic determinants, phoE gene cloning BT IIe ae phage T4, protein UvsY, strands exchange catalysis 8701. 
outer membranes, porins, protein P gene mapping, oprP gene hybridization phage T4, ribonucleoside-diphosphate reductase nrdA gene, cloning, nu 

analysis, Pseudomonas aeruginosa 463. sequence 3510. 
outer membranes, tonB gene mutation 6251. phage T4, RNA introns, nucleotide sequence 5166. 


palindromes, repeated sequence, gene conversion, evolutionary genetics, reviews phage T4, transcription, DNA, negative supercoiling, plasmids templates 55 


I em ea a aE 


sherichia coll, (continued) 

hage 14, tRNA Ser mutation, nucleotide sequence 5122. 

hage T5, eai tagion, late region genes, nucleotide sequence 4523. 

ihage 17, DN. biosynthesis, replication analysis 1542. 

hage T7 gene expression, gene 19, products purification, characterization 5833. 
hage T7 gene 10 ribosome-binding site, enhancement gene expression 5851. 
hage 17 transcription, DNA-directed RNA polymerase processivity 5910. 
hage T7, transcription pause sites gene mapping, characterization 5576. 
hage ©X174, J gene, mutants isolation, characterization 6262. 

hage ©X174, palindromes size, nucleotide sequence 9344. 

hage &X174 replication, DNA biosynthesis, site-directed mutagenesis 9578. 
hage ©X174 replication pathways, DNA biosynthesis 3656. 

hage 186, eee gene expression, nucleotide sequence 8270. 

hage 29, DNA biosynthesis initiation, primers analysis, reviews 9577. 

hage 29, replication origins, DNA biosynthesis 7572. 

hage a3, DNA biosynthesis, mutants, DNA, nucleotide sequence 8690. 


hage 434 Cro protein+DNA complex, X-ray crystallography 6985. 
hage 434, Cro protein, X-ray crystallography wre 

nage 434 DNA, repressors recognition 6984. 

hage 434 repressors, X-ray crystallography 7978. 


80 early region, nucleotide sequence, amino acid sequence predictions 
hage 80, repressors cleavage, recA gene proteins activity 9996. 
hage 80, transcription regulation 179, os 
hages cloning vectors, reviews 8833. 
henylalanine-tRNA ligase, pheS _ kinetics, characterization 9057. 
henylalanine-tRNA ligase, tRNA interaction, X-ray scattering analysis 9047. 
henylalanyl-tRNA synthetase operons, pheST operon, open reading frames, 
nu sequence, translation 1359. 
heST operon, himA gene, gene fusion, gene regulation 799. 
ages. gene fusion, plasmids 10861. 
IhOBR operon 


characterization 1749. 

hosphoenolpyruvate-dependent phosphotransferase, pstH gene, pts! gene, crr gene, 
Nucleotide sequence, operons 7278. 

jhosphoenolpyruvate-sugar phosphotransferase systems fruA gene, nucleotide 
sequence 4428. 

ghosphoribosyiaminoimidazole carboxylase, purE gene, purK gene, nucleotide 
sequence 4422. 

ibosylaminoimidazole carboxylase, purE gene, purK gene, operons, 

nucleotide sequence 4423. 

Ihosphorylase, gigP gene cloning, purification, characterization 9851. 

hrA cloning, photoreactivation 7622. 

ili, adhesins sta gene, DNA nucleotide sequence 409. 

ili genes, papB gene+lacZ gene gene fusion, hybridization analysis 5832. 

ili subunits genes, nucleotide sequence, amino acid sequence predictions 9281. 

= pilin traA gene, point mutation, nucleotide sequence 6255. 

lasmid ColE1, dimers resolution, recombination sites 3484. 

asmid ColE1, DNA proteins binding 9972. 

asmid pACYC184, DNA biosynthesis, plaque assay 6629. 

asmid pAC3 cloning vectors 3836. 

asmid pBR322+plasmid pNC601, cloning vectors construction 5821. 

asmid pBR322 cloning vectors 8831. 

asmid pBR322 derivatives, role unique cloning sites 10880. 

asmid pBR322, rop gene, nucleotide sequence 4546. 

asmid pBR328 cloning vectors, rgiB gene use 6843. 

lasmid pColV-H247, incE gene, nucleotide sequence 5340. 

ad pColV-K30, aerobactin operons gene expression, metals ions regulation 

lasmid pColV-K30, aerobactin systems, gene expression, metals ions regulation 
5658. 


asmid pCQV2, cloning vectors, anti-sense RNA, htpR gene, proteolysis regulation 
849 


sasmid pCU1, replicons nucleotide sequence 3544. 
Wasmid pIN+ompA gene secretion cloning vectors, signal peptides modification 


asmid a plasmid pBR322, 


NP gene, B-lactamase gene expression 1759. 
oA 'SC101, partition loci, DN: 
15. 


| phil alas (ATP-hydrolysing) binding sites 


asmid P1 partitioning, parB gene, parS gene 1654. 
asmid RK2, korA gene transcription 5145. 
asmid R1, parB* om loci, nucleotide sequence 1338. 


asmid Ai replication, copy number control, mutation identification 
characterization 4562. 

asmid R1 replication origins effects on chromosomes replication 7161. 

asmid R1 replication, repA gene mRNA leader sequence, structure 9122. 

Nasmid R1, stability, copy number control, role ParD protein 5558. 

lasmid R1-19 tra operon, MRNA degradation 7685. 

dasmid R100, traJ gene, finP gene, transcription, genetic control 9146. 

Yasmid R100, unidirection replication 5564. : 

asmid R100-1, dnaA gene function, mutation suppression 6630. 

lasmid R1162 replication, role dnaA gene 5557. : 

lasmid R16, pnd gene, nucleotide sequence, gene expression 8434. 

lasmid R6, replication initiator protein, comparison activators, silencers 9543. 

lasmid R6K, DNA biosynthesis, terR gene nucleotide sequence 9364. 

lasmid R64, rci gene, nucleotide sequence 6249. 

‘ plasmid transfer traH gene, nucleotide sequence, amino acid sequence 7293. 

lasmid-phage shuttle cloning vectors, phage M13 replication origins+phage 
5807. 


lasmids, 10668. 
lasmids, d(C-T)n:d(A-G)n, nuclease S1 ( rgillus) sensitivity 1816. 

lasmids cloning vectors, CDNA cloning bea? 

lasmids, cloning vectors, gene transfer, lomyces 5813. 


inofluorene adducts mutagenesis, mutation 


lasmids cloning vectors, positive selection 8837. F 
ids copy number control, penB gene, loci, mutation, cloning, effects on 
growth rate 9830. : 
lasmids detection, screening, extraction methodology 1224. 
olen DNA conformation equilibrium 1530. 
ids, DNA cyclization, recombination 4499. ; 
ae DNA isolation methodology, role sucrose mediated lysis 7226. 
ids, gene transfer, Campylobacter 854. é 
lasmids, initiation codons structure, effects on translation 8071. 
ids oriC, replication initiation, cardiolipin activation, dnaA protein 1561. 
ids quantitation 7235. 
lasmids, recombination, RecF pathway 763. 
lasmids replication, antisense RNA control 5554. 
ids supercoiling, triplexes, repeated sequence, base pairs level 1360. 


Biochemistry Abstracts 2 vol. 19 


Escherichia coll, (continued) 
plasmids systems, gene fusion, int gene+lacZ gene 5778. 
Plasminogen activator eres cloning, transcription efficiency 3863. 
pMccC7 plasmid, appR gene, effects on transcription 9152. 
Poly(3-hydroxybutyrate) depolymerase genes, cloning, nucleotide sequence 4343. 
porins envY gene, nucleotide sequence, amino acid sequence predictions 6425. 
porins gene expression regulation, ompR gene, envZ gene 1790. 
porphobilinogen deaminase hemC gene, uroporphyrinogen-IlI synthase hemD gene, 
nucleotide sequence 5349. 
porphobilinogen synthase, porphobilinogen deaminase, hemB gene cloning 1808. 
preparation, transtormation competence 7730. 
Preprimosomes, DNA helicase, replication forks 595. 
preproglycinin gene expression, signal pene effects on 4693. 
Primosome protein n' characterization, DNA helicase 1874. 
production manganese superoxide dismutase, biotechnology, man 4789. 
promoters, cloning, diphtheria toxins, iron effects on 9824. 
promoters DNA-directed RNA polymerase complex affinity labelling 947, 
promoters elements, definition, consensus sequence, selection 9676, 
promoters bre conan cloning, plasmids, gene expression 3858. 
promoters, ilvY gene, ilvC gene, transcription activation, operators 5794. 
promoters inversion, cloning vectors construction 9778. 
Promoters, maiE gene, malK gene, transcription activation 7630. 
promoters probes, plasmids, uidA gene 5805. 
Promoters structure, function, reviews 265. 
promoters, transcription termination sites 7154. 
protein biosynthesis, initiation codons, ribosomal! subunit 30S, tRNA fMet 
ag pate antibacterial activity, antibiotic DuP 721, 3-aryl-oxazolidinones 
protein OmpF, protein OmpC, antibiotic resistance, B-lactam antibiotics, 
genes cloning Enterobacter cloacae 1743. 
proteinase gene expression, cloning 1762. 
patel lay homology, insulin degradation enzymes, cDNA nucleotide sequence, 
man ik 
proteins similarity, nucleotide uence data bases 6485. 
Proteus mirabilis recB gene, recC gene, recD gene cloning 1807. 
Proteus vulgaris, comparison, hlyB gene cDNA nucleotide sequence, HlyB protein 
hemolysins 7474. 
proU gene, gene expression, osmoregulation, DNA supercoiling 3751. 
Pseudomonas aeruginosa exotoxin A cloning, gene expression, secretion 1801. 
Pseudomonas aeruginosa, IncP-1a plasmid, requirements promiscuity 7728. 
Pseudomonas putida, toluene dioxygenase, toluene cis-glycol dehydrogenase, 
catechol 2,3-dioxygenase genes, gene expression, cloning 7823. 
pUB307 plasmid, antibiotic resistance plasmids mobilization, Neisseria 
gonorrhoeae 5740. 
purF gene, mutation analysis 3332. 
purF operon mutation, cvpA gene, colicin V production 9529. 
purR gene, nucleotide sequence 3333. 
put operon promoters, putC bs oor nucleotide sequence 4286. 
pyr gene, gene regulation, DNA-directed RNA ponmnorere pausing 7654. 
pyrBl operon gene regulation, pyrimidines 9723. 
pyrE gene, codons translation 9064. 
pyrophosphatase, gene ppa, cloning, nucleotide sequence 3504. 
pyruvate dehydrogenase (lipoamide), oxoglutarate dehydrogenase (lipoamide), 
branched-chain-oxoacid dehydrogenase comparison, transacylase, bkdB gene, 
Pseudomonas putida 2269. 
juinolones resistant mutant, gyrA gene mutation 6227. 
/r, DNA repair, suppressor mutations, ethyl methanesulfonate 2673. 
R6-5 plasmid, PsiB gene characterization, effects on RecA protein 3722. 
pid tag replication, initiation termination factors identification 6627. 
racC gene, recE gene, frameshift mutant suppression, gene fusion nucleotide 
sequence 9421. 
y fadiation mutagenesis phage A, nucleotide sequence 5226. 
radiosensitizers, DNA damage, DNA repair 10763. 
rec-1 gene cloning, characterization, Haemophilus influenzae 7819. 
recA gene nucleoproteins filaments 7934. 
recA gene proteins+ DNA complex, linear dichroism, fluorescence 7961. 
recA gene proteins, effects on DNA coiling 7376. 
recA gene proteins, proteinase activity, biochemical properties 7960. 
recA gene proteins, structure-activity relationships, DNA stands assimilation 


recA gene, Rec A protein+ DNA complex assembly 4953. 

tecA gene RecA protein activation, proteinase, rRNA, tRNA 7650. 

recA gene RecA protein, DNA binding, DNA repair, mutagenesis 608. 

recA gene, RecA protein, DNA binding, unwinding 602. 

recA gene RecA protein, DNA repair induction, Bacillus subtilis 612. 

recA gene, umuD gene, proteins cleavage, activation, mutagenesis 209. 

pric | por cleavage phage 80 cl! repressor, DNA dinucleotides stimulation 
7990. 

RecA protein, formation DNA synapses intermediates 7965. 

recA protein interaction hydroxymethylcytosine, phage T4 DNA 5574. 

RecA protein, recA gene deficiency suppression, phage \ B protein 9591. 

RecA protein, single-stranded DNA, cleavage cl repressor, 2 age 80 7989. 

recD gene, recA gene, role recombination, DNA repair 7598. 

recD strains, transformation linear DNA 8800. _ 

recF gene proteins, recA gene mutation, recombination 9765. 

reciprocal recombination, genetic analysis, DNA 7489. 

recombinant, gene expression, cloning, surface protein A spaA ee 
hybridization, nucleotide sequence, Streptococcus sobrinus 9842. 

recombinants, CFA/I plasmid, cloning, deoxyribonuclease digestion, use genes 
probes 5857. 

recombinants, transformation, gene transfer, Vibrio cholerae toxins genes, 
excretion, leaky phenotypes, mutants, use vaccines 1792. 

recombination deficient mutant, phage y DNA terminase 5581. 

recombination, DNA topoisomerase activity, vaccinia virus 8940. 

recombination inhibition, resolvase, lactose repressor binding 815. 

recombination, phage A inversion 9585. ; pk 

recombination, supercoiling, phage Mu, DNA inversion, Gin protein, sites 
specificity 5776. ; 

relA gene, nucleotide sequence, characterization 3319. 

release factor RF1, release factor RF2, UAA codon 6018. ’ 

release factors, pulsed field gel electrophoresis, phages, gene mapping 7106. 

rep gene mutations, overproduction deletion effects on survival 3928. ; 

replication initiation, purification, methodology, characterization, DnaA protein 
1961 


repressors, lexA gene, U.V. radiation treatment, mitomycin C treatment 4625. 
repressors, RecA protein activity, substrates, phage 8698. 


133 


Subject Index 


Escherichia coli, (continued) b 
restriction-modification genes, cloning, nucleotide sequence 4481. 
rhamnose operon, gene regulation 9684. : : 
thinovirus (human) 14 proteins, gene expression, processing 3848. 
Rho protein, role transcription termination, reviews 6767. 


thsC gene, rhsD gene, nucleotide sequence, amino acid sequence predictions 9410. 


ribonuclease D rnd gene, nucleotide sequence 9369. 
ribonuclease H, DNA+RNA hybrids inhibition 5889. 
ribonuclease III processing, tRNA Glu genes, in vitro 7177. 
ribonuclease Ill, tRNA substrates, mutants 2857. 


ribonuclease P RNA components, functional domains, mutants, identification 3881. 


ribonuclease P, subunits interactions 9869. 

ribonuclease PH, tRNA precursors processing 941. 

ribonuclease T1 genes, cloning, gene expression 909. 

ribonucleoside-diphosphate reductase nrdA gene, nucleotide sequence 10716. 

ribosomal protein L11 operons, translation feedback regulation 204, 

ribosomal protein L14, ribosomal protein L24 biosynthesis, feedback inhibition 
4059. 

ribosomal protein L25, puritication, conformation 9072. vi 

ribosomal protein L27 localization, comparison Bacillus subtilis 1086. 

ribosomal protein L7, ribosomal protein L12 mutants, elongation factor Tu, 
elongation factor G function 7. : 

ribosomal protein S1, ribosomes translation specificity 4081. 

ribosomal protein S10 operons, transcripts secondary structure 3140. 

ribosomal protein S15, FRNA 16S binding sites 9071. 

ribosomal protein S8, interaction, binding sites, rRNA, MRNA 5044. 

ribosomal proteins cross-linking characterization 40. 

ribosomal proteins localization, ribosomal subunit 50S, immunoelectron 
microscopy, homology Bacillus stearothermophilus 1100. 

ribosomal proteins, structure 1088. ; 

ribosomal proteins, S10 operon, transcription+transiation coupling, attenuation 
8739. 

ribosomal subunit 30, rRNA 16S conformation 1087, 

ribosomal subunit 30S+ribosomal subunit 50S binding equilibrium 9075. 

ribosomal subunit 30S assembly, ribosomal proteins initiation 9074. 

ribosomal subunit 30S domain Ill three dimensional structure models 4063. 

ribosomal subunit 30S, neutron scattering 4071. 

ribosomal! subunit 30S proteins, rRNA 16S, three dimensions fitness 7094. 

ribosomal subunit 30S, ribosomal proteins, tRNA nucleotides residues interaction 
10040. 

ribosomal subunit 30S, RNA+proteins cross-linking probes 7097. 

ribosomal subunit 30S structures, switch, conformation 7093. 

ribosomal subunit 50S assembly, ribosomal protein L20 replacement 9073. 

ribosomal! subunit 70S, ribosomal subunit 50S, peptidyltransferase activity, 
ribosomal protein L16 peptides 2087. 

ribosomes binding-site, effects on gene expression, initiation codons 1114. 

ribosomes, electron microscopy 7095. 

ribosomes, electron microscopy 7096. 

ribosomes, p-azidopuromycin photoaffinity labelling 1077. 

ribosomes, rRNA 5S+protein complex, ribonuclease H, structural analysis 3099. 

ribosomes selection mRNA translation initiation sites 7110. 

ribosomes, translation errors 7102. 

ribosomes translocation, rRNA binding 1115. 

ribosomes translocation, rRNA binding 1115. 

ribosomes, tRNA binding 7107. 

ribosomes, tRNA, codons anticodons interaction, exit site 1109. 

ribulose-bisphosphate carbo: 5 

ricin N-glycosidase activity, rRNA, ribosomes, characterization 2919. 

rifampin antibiotic resistance, rpoB gene mutation, restriction endonuclease 

mapping, nucleotide oo 9398. 

riml gene, rimJ gene, cloning, nucleotide sequence 9370. 


RK2 plasmid fe oral DNA topoisomerase (ATP-hydrolysing), DNA-directed DNA 


polyrnerase 7910. 
ar (esl replication, requirements, proteins TrfA, DNA topoisonmerase 


payee: DnaA protein, DnaB protein, DnaG protein, DNA-directed DNA 


ARR notarte, ti thodol 

mu reparation met jy 7124, 

RNA fiscteotios sequence synthesis 3038. 

RNA polymerase sigma factor, amino acid sequence, antibodies detection 1836. 
RNA 9S precursors, RNA 5S, structure domains, analysis, processing 9179. 
RNA 4.58, structure domains, homology, signal be at particle AN 
RNA-directed DNA polymerase activity, single-stranded DNA production 5913. 


RNA-directed RNA polymerase mapping, one replicase genes mutation 7881. 


RNA-directed RNA polymerase, phage ne 33 gene products binding 9960. 
MRNA expression, phages RNA-directed RNA polymerase activity 9170. 
MRNA leader sequence, secondary structure, ribosomal protein 1144. 
mRNA, processing, identification 5'-terminus nucleosides 7146, 

MRNA signals, protein biosynthesis initiation 5072, 

MRNA stability, phage d transcription termination regions 5163. 

mRNA, translation repression complex, formation thermodynamics 4077. 
rRNA biosynthesis feedback regulation, initiation factor 2 45, 

RNA cleavage, a-sarcin specificity 5112. 

rRNA genes, polymorphism, hybridization analysis 7472. 

rRNA 16S 3'-terminus assembly, ribosomal proteins interactions 4080. 
rRNA 16S conservation, protein biosynthesis 9365, 

FRNA 16S genes mutation, streptomycin antibiotic resistance 5356. 

FRNA 16S, interaction, ribosomal sated 4069. 

rRNA 16S, interactions, ribosomal proteins 4070. 

rRNA 16S, interactions, ribosomal proteins 4079. 

RANA 16S, models, three dimensions folding, use, computer graphics 5197. 


RNA 16S, mRNA, reading frame switch, base pairs formation, protein biosynthesis, 


Meh aed 7103. 
rRNA 16S mutagenesis, mRNA translation, ribosomes systems 5060. 


FRNA 16S mutation, ribosomal subunit 30S, ribosomal subunit 70S assembly 5059. 


rRNA 16S point mutation, effects on protein biosynthesis 5061. 

tRNA 16S point mutation, plasmids cloning 3851. 

rRNA 16S processing 1101. 

rRNA 16S processing pathways 7185. 

tRNA 16S, ribosomal subunit 30S reassembly 1107. 

rRNA 16S, rmB gene mutation 5466. 

tRNA 165 structure, tRNA binding, sites, lead(II) probes 8101, 

rRNA 168, structure-activity relationships, reviews 1145. 

RNA 16S 3-terminus assembly, ribosomal proteins interactions 4068. 

nS hae A teeta cleavage sites, elongation factor EF-Tu, ribosomes binding 
es } 

rRNA 23S a-sarcin regions, cDNA probes 4142. 


134 


lase activation, rubisco activase cDNA clones 10196. 


A, man 5134, 


i  ——— ee 


Escherichia coli, (continued) , : 
rRNA 23S, chloramphenicol binding domains, nucleotide sequence, mutants 
rRNA 23S domains, structure, assembly, function 5055. 
rRNA 23S maturation translation coupling 6025. __ a 
tRNA 238, phosphodiester bonds cleavage, a-sarcin activity 9108. 
rRNA 58, deletion mutagenesis, ribosomal protein L18 binding sites 5049. 
rRNA 5S Raman spectroscopy, eukaryotes 1156. 
tRNA, adenosine, recognition, exit sites, ribosomes 5030. , 
tRNA anticodons interactions sites, rRNA 308, localization, electron microscc 
computers 6030. 
tRNA Arg, nucleotides mutation 1143. 
tRNA, 5-fluorouracil substitution, N.M.R. 1068. 
tRNA function, codons recognition, streptomycin effects on 5029. 
tRNA Gly 3'-terminus, synthesis, characterization 1065. ‘ 
tRNA Ile anticodons, purification, lysine substituted, nucleosides, N.M.R. 
absorption spectroscopy 10027. = : 
tRNA Leu isoacceptors, translation regulation, protein biosynthesis 3087. 
tRNA Met maturation, stability, aminoacylation 21. 
tRNA Met, metZ gene nucleotide sequence, stringent response control transc 
5286. 
tRNA Met, truncated form, N.M.R., purification 1056. 
tRNA Phe conformation change, peptidyl transferase reaction, fluorescence, 
ribosomes 5062. 
tRNA Phe genes, translation 4060. 
tRNA Phe identification, nucleotide uence variants 9123. 
tRNA Phe, magnesium, europium, lead cleavage induction, binding sites 
identification 10029. 
tRNA Phe, nucleotide sequence, substitution, cloning 5026. 
tRNA Phe, tRNA Lys, aminoacyl-tRNA synthase, aminoacylation, synthetic tDN/ 
tRNA Phe+rRNA interaction sites, peptidyltransferase centers, ribosomes 90 
tRNA SeCys genes, nucleotide sequence 6480. e 
tRNA substrates, tRNA (uracil-5-)-methyltransferase activity mechanisms 49C 
tRNA termination codons mrp yrs ee 4630. 
tRNA tertiary structure, tRNA (guanosine-O* -)-methyltransterase 
recognition 1064. 
tRNA, thermal stability, ethanol effects on 4147. 
tRNA Thr tertiary structure, threonine-tRNA ligase activity 2063. 
tRNA Trp mutation, ribosomes dissociation 8033. 
tRNA Trp structure, ribosomes coding 8034. 
tRNA tufB operon poquisten. feedback inhibition 7659. 
tRNA Val, fluorouracil substitution, 5-fluorouridine residues mobility, N.M.R. 
1061. 
tc operon, cloning, site-directed mutagenesis 9769. 
tnd gene cloning, characterization, overexpression 4786. 
mh gene transcription, SOS regulon 613. 
todA operon, morphology rodA gene, penicillin-binding protein 2 pbpA gene, 
nucleotide sequence 4369. 
torB gene cloning, identification gene products 5335. 
tplJ operon, leader sequence, feedback regulation, mRNA secondary structure 
rpoB gene, dnaG gene, suppressors, temperature-sensitive mutant, nucleotic 
sequence 9692. 
rpoB gene mutation, superhelix regulation, transcription termination suppress 
9694. 
tpoB gene, rifampin promotion readthrough termination sites tL7 3183. 
gene, comparison rpoC1 gene, 2 gene, Nostoc commune 7890. 
POH gene, heat shock sigma factor, phage 14 gene expression 5571. 
POH gene transcription, dnaA gene proteins regulation 7159. 
trnB operon nucleotide sequence deletion, relA gene mutation 2266. 
rts gene, nucleotide sequence 7312. 
tuv operon structure, cloning, gene regulation 7644. 
16S 23S rRNA complex, formation, recognition sites 4066. 
30S subunit, interaction, release factor, analysis, antibodies 2095. 
+Saccharomyces cerevisiae cloning vectors construction 7785. 
Saccharomyces cerevisiae, ag ila melanogaster, man, Bacillus subtilis, 
Schizosaccharomyces pombe, DNA, codons use patterns 5380. 
Salmonella typhimurium, Tn10d-Cam trai , cat gene 7743. 
Salmonella typhimurium tricarboxylic acid transport, operons cloning, 
characterization 1806. 
san Heke cloning, gene expression 1786. 
sbceC gene mutants, replicons propagation 4572. 
secA gene gene regulation, SecA protein secretion 5623. 
secA gene, mutations, effects on proteins secretion, lacZ gene 7443. 
secB gene, nucleotide sequence 7320. 
secretion cloning vectors, use lamB gene fusion, IGF-! 5848. 
secretion vectors, subtilisin E production, use ompA 4759. 
secretory leukocyte protease inhibitor, toxicity, leukocytes DNA-binding prote 
mMRNA-binding protein 9964, 
Shiga-like toxin |, comparison nucleotide sequence Shiga toxin, Shigella 
dysenteriae 473. 
Shiga-like toxin II, variant, genes cloning, nucleotide sequence 7367. 
shuttle vectors construction, transformation, Rhodococcus 1736. 
sigma factor footprinting, DNA-directed RNA polymerase 8919. 
single-stranded DNA proteins binding 1962. 
single-stranded DNA-binding protein, nucleic acids interactions 7963. 
single-stranded DNA-binding protein, phage T4 gene 32 1958, 
single-stranded DNA-binding protein, structure, X-ray crystallography 10958. 
site-directed mutagenesis, CAP ieee effects on transcription DNA bindinc 
site-directed mutagenesis, DNA-binding protein, poly(dT) affinity, N.M.R. 
spectroscopy 8979. 
site-directed mutagenesis methodology, plasmids cloning vectors 6822. 
site-directed mutagenesis, mutants selection methodology 6823. 
soi Phe btage ? gene, gene fusion, oxidation stress 527. 
SOS repair, DNA-bi ng protein levels 9568. 
SOS repair inhibition, ada gene Ada protein 1549. 
SOS repair, RecA protein, separation LexA protein proteolysis function, ph: 
\ repressors proteolysis 8185. 
SOS response, characterization untargeted mutagenesis activity 5225. 
SOS response, role umuDC operon, lexA gene 5592. 
spc operon feedback regulation, mRNA processing 6026. 
spc operon, translation regulation, analysis, target sites, ribosomal protein 
repressors 5045. 


Spinacea oleracea acyl carrier protein | gene expression, purification, 


characterization 5865. 
SSB protein effects on RecA at single-stranded DNA binding 
SSB protein, single-stranded 

(2 


196. 


NA-binding protein, helix destabilizing, revi 
1097; 


herichia coli, (continued) 
4 locus, ge RI, parB locus, F factors effects on extrachromosomal 

rain C, cloning hosts, methylated DNA 3921. 

fains, detection, DNA probes, hybridization, feces samples, man 4224. 
feptokinase mutation, effects on skc gene, plasmids 9685. 

reptomyces kanamyceticus kmr gene, promoters, cloning, nucleotide sequence 


Streptomyces, plasmid pLR591 cloning vectors construction 4771. 
reptomyces rimosus tetracycline resistance genes cloning, tet347 gene, gene 
expression 467. 

tomycin resistance plasmids, RP4 plasmid, pRK290 plasmid, transformation 
Rhizobium meliloti 7736. 
ringent response, gene expression Bacillus amyloliquefaciens B-glucanase 
pe role guanosine tetraphosphate 5667. 

tion mutagenesis, dam gene 8826. 

> ia dismutase genes expression, requirements deletion signals sequence 
Ippressor mutant construction 1592. 
Ippressor mutant, loci, gene mapping 9255. 
V40, DNA binding, nucleotide sequence, antigenT 5282. 
¢ promoter cloning vectors, gene fusion, proteins gene expression 3826. 
llurium resistance plasmid pMJ606, nucleotide sequence 6245. 
rminase host factor, binding, phage \ cos gene 9940. 
rmination factor rho active sites, hydrolysis, ATP 56. 
rmination factor rho RNA interactions 4090. 
it gene operators, DNA modification, Tet repressor interactions 4994. 
t gene operators mutagenesis, base pairs identification, Tet repressor 
recognition 4992. 
t gene promoters, transcription initiation 5146. 
it repressor, mutation, induction, localization, tetracycline binding domains 
t essor+tet operator complex structure, electrical properties, 
hydrodynamics 1982. 

gene promoters, nucleotide sequence 5668. 
tracycline, antibiotic resistance characterization, Tcr gene, aerobic 
conditions 1744. 
tracycline antibiotic resistance genes cloning 916. 
f Operon attenuation, role transcription termination 5655. 
f-1 gene mutation, complementation, cloning, thr-1 gene, Methanococcus 
eta ii, hydrothermal vents isolates 2 
; ine 


sequence s 

reonine-tRNA ligase, structure-activity relationships 5032. 

sere. excC gene, tolB gene, mutations, proteins release periplasmic space 
1 


luene biodegradation, transposon Tn4651, transposon Tn4653, nucleotide 
sequence, gene ag 9758. 

ins genes cloning, Bacillus alvei 9838. 5 
—_—, genes, multicopy suppression effects on amino acids biosynthesis 
anscription, asnC promoter, termination sites 3347. 


anscription gene regulation, ptsH-ptsl-crr ron 9155. 4 
anscription, initiation, ansiational modification, 17K antigen, 
Rickettsia rickettsii 6242. 


anscription promoters, DNA cruciforms regulations 7698. , 

anscription regulation, supercoiling, DNA topoisomerase (ATP-hydrolysing) 

anscription termination, enzymes release measurements 9151. 

anscription termination signals 54. 

anscription termination su; ion, ribosomes, pyr gene 6031. 

anscription termination termination factors, nun gene 3110. 

ansduction phage P1, analysis chromosomes replication time 3643. 

ansfection, alkyiguanine-DNA alkyltransferase genes, resistance, alkylating 
3245. 


ansfection, protoplast fusion, contingent replication assays, isolation, 
enhancers, cloning vectors, papilloma virus, murine sarcoma virus 850. 


ansformation, deficient mutant, recA gene, DNA damage, DNA repair, RSU-1069, 


2-nitroimidazoleaziridine 10762. 


hydrogenase, amino acid sequence predictions, tdh gene nucleotide 


Biochemistry Abstracts 2 vol. 19 


Escherichia coli, (continued) 

trpB gene, use gene transfer, dominance selection markers, mammalian cells 5816. 

trpE gene, expression, anthranilate synthase overproduction 4780. 

trpE gene promoters, comparison aroH gene trpR gene 7674. 

trpE gene, transcripts, promoters 7711. 

trpR gene mutations, tryptophan repressors 7982. 

trxA gene, mutations, suppression dnaA46 mutations, thioredexin 7689, 

tryptophan operon, transcription pausing 1133. 

tryptophan repressors, thermal stability 9682. 

tsx gene, gene regulation 1635. 

tufB operon regulation, feedback inhibition 7658. 

tufB operon regulation, rRNA gene dosage, growth rate dependence 7657. 

tumor necrosis factor-8 gene expression, genes cloning, gene products 
purification, man 7827. 

type | site-specific deoxyribonuclease activity, hsdS gene, hsdM gene, nucleotide 
sequence 7871. 

type II site-specific deoxyribonuclease, deoxyribonuclease Taq! genes, mutants, 
characterization 9335. 

type |I site-specific deoxyribonuclease genes, cloning, gene expression 6691. 

tyrP gene nucleotide sequence, tyrosine transport 7: 4 g° 

U.V. radiation, effects on tRNA Tyr suppressor mutant, ochre mutant 3689. 

ae edation. RecA protein, effects on, transformation, SOS repair, plasmids 

78. 

ubiG gene, gene expression regulation 1593. 

UDPglucose-hexose-1-phosphate mile paglecbahaoe galT gene, nucleotide sequence, 
amino acid sequence predictions 9360. 

uidA gene transcription, gene regulation, translation 621. 

umuC function, production, lacT mutation, induction, U.V. radiation 5451. 

unc operon gene expression 9725. 

uncG gene, gene expression, uncA gene, adenosinetriphosphatase 5822. 

uncG gene temperature-sensitive mutant, nucleotide sequence 533, 

uneG gene, uncA gene, gene regulation 1645, 

ung gene, nucleotide sequence, uracil-DNA glycosylase gene expression 291. 

uracil-DNA glycosylase ung gene mutation 6449. 

urease loci genetic analysis, DNA rearrangement 1706. 

urinary tract virulence, pili, a-hemolysin genes, cloning 4782. 

uroporphyrinogen-lll synthase hemD gene, nucleotide sequence, hem operon 
identification 3480. 

use, expression, chickens 10245. 

use, fibroblast growth factor cDNA nucleotide sequence, expression, man 10522. 

use, glutathione transferase Ya subunits, cDNA expression, rats, liver 6746. 

use, Schistosoma japonicum glutathione transferase expression, recombinants 
10827. 

use, synthetic cystatin A genes, gene expression, man 6751. 

uvrB gene homology, excision DNA repair deficient mutant, nucleotide sequence, 
Micrococcus luteus 6260. 

uvrB gene proteins incision, proteolysis role 5596. 

uvrC gene, plasmid pPV502 probes, transcription, promoters 852. 

uvrD gene mutants induction SOS repair, DNA repair 7592. 

vectors expression papilloma virus (human) 6 DNA clones, open reading frames, man 
6747. 

Vibrio cholerae nanH gene cloning, sialidase, gene expression 2822. 

Vitreoscilla hemoglobin genes, cloning, nucleotide sequence, gene expression 
4813. 

VT2 gene cloning, phages 5829. 

Xanthomonas campestriscampestris proteinase genes cloning 1751. 

xth gene nucleotide sequence 7377. 

xylA gene, cloning vectors, selection, plasmids xylose utilization 9783. 

xylE gene containing cloning vectors, promoters analysis 7788. 


ba lu 
D A nding, N-nitrosobenzyl-methylamine metabolism, ellagic acid, inhibition, 
rats 3269. 
Esterase, 
gene amplification, insecticides resistance, Myzus persicae 9250. 
Esterase 


gas nucleotide sequence, mice 2439. 

ers, 

interactions, nucleic acids base pairs, poly(A), poly(C) chemical modification 
65. 


1265. 
ansformation, gene expression, cloning, saccharopine dehydrogenase LYSS5 gene, Estradiol, 


Yarrowia lipolytica 860. 

ansformation, high voltage electroporation 7760. ; pap. e 
ansformation, plasmids, cloning vectors construction, Bacillus thuringiensis 
israelensis 1739. 


induction estrogens receptors binding estrogen-responsive element, homodimer, man 
1992. 

induction, gene expression, oviduct, Xenopus 4168. 

regulation, collagen mRNA, amino acid sequence, uterus, rats 391. 


ansformation, plasmids, release, methodology, DNA preparation, Saccharomyces Estrogens, 


cerevisiae 9194. ; 
ansformation, transfer, plasmids, hybrids, Clostridium acetobutylicum 772. 
ansiation terminators sequence, use vate expression investigation 9719. 
ansposon 5 resolvase, identification DNA binding sites 7753. 
ansposon ns + lacZ gene fusion construction 9759. 

in tn10, DNA recombination 3483. ty) 
ansposon Tn10, tetA gene point mutation, translation initiation 7313. 
ansposon Tn10, tetA gene rearral ent 9336. 
ansposon Tn2610 organization 9757. 
ansposon Tn3, tran: se binding inverted repeated sequence 9963. 
— Tn3411, citric acid, insertion sequence 1S3411, nucleotide sequence 
: R 
ansposon Tn3926, transposase genes nucleotide sequence 7498. F 

Tn4521 characterization, mutation, insertion sequence !S2 loci 3794. 

—" Tn4653 identification, characterization, toluene degradation genes 


insposon Tn5 construction, antibiotic resistance markers, plasmid R388 4729. 
insposon Tns insertion, amp gene, poem pBR322 831. be 
Tn5, insertion sequence !S50, temporal control, transposition 4731. 
insposon Tn5 insertion, targets specificity 5768. 
insposon Tn5taci, generation conditional mutant 7746. , 
| in Tn501, mercury resistance merR gene promoters, transcription 
regulation 7152. : : en As 
insposon Tn521 characterization, plasmid RP4, tellurite resistance 9422. 
insposon Tn7 insertion sites, attTn7, DNA nucleotide sequence 1689. 
, population dynamics, population etics, reviews 7040. 
1Q 4 nucleotide sequence, F plasmid 7467. Pia 
iticum, continuous flow cell-free system translation, calcitonin mRNA 7201. 
) fepressor, DNA binding energy 4996. 
/ repressor interactions, operators 9993. 
| repressor mutants, reversion 5973. 


activation, pS2 gene transcription, breast carcinoma, man 6123. 

effects on retinolbinding protein mRNA levels, Xenopus laevis 5173. 

glucocorticoids, regulation enhancers prolactin genes, rats 4688. 

induction, mRNA levels, MCF-7 cells S93. t 

induction, post-transcription modulation, c-myc gene, oncogenes, expression, 
breast cancer cells, man 686. 

T-kininogen, gene expression regulation, rats 10801. ; 

relief negative control expression ovalbumin genes promoters, chickens 1663. 

response elements, PS2 gene enhancers, palindromes, man 5699. 2 

rei sive elements, synergism glucocorticoids responsive elements, vitellogenin 
ll genes enhancers, chickens 5659. ; ; 

transcription factors, binding, vitellogenin genes, upstream regions, chickens 
2980. 


cn receptors, 
binding enhancers luteinizing hormone B chain genes, rats 6676. 
binding estrogens response elements, prolactin , fats 6999. 
binding Veh he response elements, vitellogenin A2 genes, CV-1 cells, Xenopus 
laevis 5992. 
estradiol induction DNA binding, homodimer, estrogen-responsive element, man 
1992. 
genes, cDNA nucleotide sequence, amino acid sequence predictions, rats 10471. 
genes, cDNA nucleotide sequence, man 3377. be! 
genes, microinjection Xenopus laevis oocytes, gene products activity, man 4825. 
genes, restriction fragment length polymorphism, Pssi, breast carcinoma, man 
10429. . 
progesterone receptors, synergism, expression vitellogenin Il genes, chickens 
5981 


response, nuclear transcription systems 4153. 
Estrus cycle, yy 
gonadotropins effects on DNA-directed DNA polymerase | activity, ovary, hamsters 
6924. 


135 


Subject Index 


E14T62a cells, . ’ 
hypoxanthine phosphoribosyltransferase genes transfection, mice 10924. 
Ethanol 
effects on tRNA, thermal stability, Escherichia coli 4147. 
induction, oo P450, cDNA nucleotide sequence, rats, man 10247 
inhibition, SV40 DNA amplification, N-methyl-N'-nitro-N-nitrosoguanidine 
induction, transformed cells, hamsters 9596. 
regulation, PDC1 gene, Saccharomyces cerevisiae 9669. 
regulon, genes, nucleotide sequence, Aspergillus nidulans 8507. 
+water mixture, DNA, lithium salts, forms transition 3634. 
Ethanolamine, 5 
incorporation, elongation factor EF-1a, post-translation changes, cells, man 
7112. 
Ethanolaminephosphotransferase, 7 
EPT1 gene, cloning, gene mapping, Saccharomyces cerevisiae 2615. 
Ethidium, 
ions, binding, RNA Z-form transitions 3132. 
Ethidium bromide, 
+agarose assays, cDNA synthesis reactions 10014. 
+d(CpG) complex, theories 3036. 
+DNA restriction fragments complex, C.D. 2638. 
propidium iodide, interaction DNA, thermodynamics 1511. 
Staining, U.V. radiation exposure, DNA damage 2698. 
staining DNA, visibility enhancement methodology 10183. 
Ethyl methanesulfonate, f pis . 
mutagenesis, phage T4 mutation size distribution, Escherichia coli 9584. 
N-Ethy/-N-nitrosourea, 
DNA adducts, DNA repair, tissue culture, man 4595. 
DNA alkylation, phage 4232. ’ 
DNA, ethyiguanine removal, ethyithymine stability, cell lines 3296. _ 
mutations, restriction fragment length polymorphism mapping, quaking gene, 
histocompatibility locus H-2, mice 5425. 
Ethylene, 


‘oduction, Dianthus ee flowers, gene expression, senescence 8783. 
lu 


'4,6-0-Ethylidene-p- ranoside), 

nuclei, topoisomerase II, DNA, tumor cells, man 4235. 
Ethyinitrosourea, 

interactions, DNA 3262. 
Eubacteria, 

archebacteria, eukaryotes, ribosomal proteins evolution 9816. 


comparison archebacteria, SOD gene, nucleotide sequence, cloning, superoxide 


dismutase 9814. 

evolution, glyceraldehyde-3-phosphate dehydrogenase amino acid sequence, 
comparison archebacteria, eukaryotes 10224. 

evolution. ribosomal! proteins, elongation factors genes, cloning, comparison 
archebacteria, eukaryotes 9815. 


heat shock proteins HSP70 genes, nucleotide sequence, homology, archebacteria 


4418. 
ribosomal proteins evolution, comparison archebacteria, eukaryotes 9070. 


jum, 
bile acid 7-dehydroxylation genes cloning 2811. 
Planctomycetales, rRNA 5S, analysis, primary structure, secondary structure, 
ylogeny 10068. 
Eug! gracilis, 
genes, ribosomes proteins, organization, chloroplasts 9309. 
tel effects on chloroplasts, elongation factor Tu, conformation, stability 
phenylalanine-tRNA ligase activity, 5’,5""-P1,P4-tetraphosphate ies 2065. 
mRNA induction, translation, light, leucine-tRNA ligase, valine-tRI 
rRNA 23S genes, nucleotide sequence, chloroplasts 2380. 
tRNA Ser, tRNA Pro, tRNA genes, ni ide sequence 6540. 
fn gene transcription, initiation, chloroplasts 6129. 
Eukaryotes, 
bifunctional mRNA, protein biosynthesis, reviews 1. 
chromosomes, frequency distribution, microcloning 380. 
cloning vectors Grit er we 10885. _ 
diadenosine 5',5""-P',P"-tetraphosphate, phosphonate analogs, substrates, 
inhibitors, degrading enzymes 2898. 
DNA, oligomers, nucleotide sequence, conformation 3595. 
DNA preparation methodology 10179. 
DNA primase, DNA replication, site recognition, reviews 1006. 
DNA topoisomerase reactions, supercoiling topology 1878. 
DNA-directed DNA polymerase, DNA primase, structure-function relationships, 
mechanism 1004. 
DNA-directed DNA polymerase, non-templated reactions 5906. 
DNA-directed RNA polymerase, reviews 1840. 
electroporation, gene transfer methodology, reviews 802. 
eubacteria, archebacteria, ribosomal proteins evolution 9816, 
evolution, glyceraldehyde-3-phosphate dehydrogenase amino acid sequence, 
comparison archebacteria, eubacteria 10224. 
evolution, phylogeny analysis, taxonomy, rRNA, Giardia lamblia 8086. 
evolution, ribosomal proteins, elongation factors genes, cloning, comparison 
archebacteria, eubacteria 9815. 
genes cloning, baculovirus cloni 
gene expression, reviews 10886. 
genes, translation initiation, Escherichia coli gene expression 5037. 
initiation factor elF-2 y-subunits, GTP interaction, initiation complex, 
affinity od 2109. 
initiation factor elF-2 inhibition, guanine nucleotides exchange factors 3125. 
initiation factor elF-2, structure, regulation 1126. 
initiation factor elF-2, ternary complex, inhibition, magnesium, tRNA fMet 3117. 
initiation factor elF-4D conservation, hypusine containing proteins 1131. 
introns, homologous regions, nrdB gene, sunY gene, phage T4 6352. 
protein biosynthesis, initiation factor elF-4D, hypusine formation 1084. 
protein biosynthesis termination, translation regulation, reviews 3008. 
protein biosynthesis, translation initiation, calcium ionophores inhibition 8054. 
protein biosynthesis, translation regulation 1081. 
pUC plasmid cloning vectors, neomycin resistance 4763. 
retroposons, LINE transposon, transposition mechanisms, reviews 7034. 
ribosomal proteins evolution, comparison archebacteria, eubacteria 9070. 
ribosomal proteins, genes, comparison Methanococcus vannielii 9325. 
pin ily ribosome- inactivating protein, active sites, RNA N-glycosidase 
ribosomes subunits, initiation factor elF-3 effects on 1105. 
RNA rRNA 4.5S, nuclzotide sequence, evolution, hybridization analysis 6094. 
MRNA, turnover, regulation, reviews 1192. 


vectors, Autographa californica cell culture 


136 


A ligase 9062. 


Eukaryotes, (continued) ' 
rRNA 16S, probes, identification methodology 2261. 
rRNA 58, incorporation, ribosomal subunit 50S, Bacillus stearothermophilus ‘ 
rRNA 5S Raman spectroscopy, Escherichia coli, Bacillus subtilis, Thermus 
thermophilus 1156. 
splicing, comparison RNA, phage T4 5166. ‘ ; 
transcription activators, mechanisms, GAL4 protein, GCN4 protein, Saccharo 
cerevisiae, reviews 6004. J 
TU elements like transposons, structure, transposition, reviews 7033. 
Euplotes y ‘ Fab. 
genetic code, termination codons use, differences Tetrahymena thermophila | 
Euplotes crassus, : 
actin, tubulin, histone H4 genes, nucleotide sequence, amino acid sequence 
micronuclei genomes, DNA, repeated sequence, gene mapping 1388. _ 
Oxytricha nova, chromosomes fragmentation, DNA fragmentation nucleotide sec 
macronuclei 10342. 
Euplotes eurystomus, (eaees Le 
macronuclei, histone H1 like proteins, purification, stoichiometry, nucleosome 
10969. 
Euplotes ralkovi, ; a : 
pheromone Er-1, sex pheromone, cDNA nucleotide sequence, amino acid seq 
predictions, isolation, characterization 8432. 
Europe, . 
influenza A virus, hemagglutinins genes, cDNA nucleotide sequence 10721. 
thalassemia, a-like globin genes, deletions a-like, man 10695. 
Europium, 
chelating agents probes, detection DNA, fluorometry 1307. _ 
cleavage induction, tRNA Phe, binding sites identification, Lupinus, Escherich 
coli 10029. 
Eurypelma californica, ’ : 
rRNA 188, nucleotide sequence, secondary structure, evolutionary genetics < 
Evans blue, 
DNA-directed DNA polymerase, DNA primase, DNA-directed RNA polymeras 
inhibition, varied sources 3919. 
Evolution, 
actin genes, nucleotide sequence, DNA 5267. 
Alu elements, nucleotide sequence conservation, man 10486. 
a-amylase genes nucleotide sequence, Bacillus stearothermophilus 1346. 
archebacteria, comparison eubacteria, eukaryotes, glyceraldehyde-3-phosphe 
dehydrogenase amino acid sequence 10224. 
archebacteria, ribosomal proteins, elongation factors genes, cloning, 
Methanococcus vannielii 9815. 
catA gene nucleotide sequence, Acinetobacter calcoaceticus 8297. 
chromatin binding proteins, characterization, various sources 8963. 
collagen type IV a1-chain, cDNA nucleotide sequence, cells, mice 7397. 
DNA base composition, thermal denaturation, genomes, Teleostei 8229. 
DNA, nucleotide sequence, actin genes, Plasmodium falciparum 5267. 
eukaryotes, prokaryotes, phylogeny analysis, taxonomy, rRNA, Giardia lambl 
8086. 


excision repair ERCC-1 gene, nucleotide sequence, mutagenesis, mice 5595 
a-globin genes, nucleotide sequence, mutation, Cercopithecoidea 6372. 
hea genes, nucleotide sequence, Triticum aestivum 10511. 
-transporting ATP synthase genes nucleotide sequence, Rhodospirilium n 
9397. 
heat shock proteins cDNA nucleotide sequence, mice 7402. 
3-hydroxyisobutyrate dehydrogenase cDNA nucleotide sequence, liver, rats 7 
involucrin genes, nucleotide sequence, comparison, man, Gorilla gorilla 5461 
kinetoplasts DNA, minicircles, nucleotide sequence, diversity, Leishmania 
mexicana amazonensis 4507. 
lysozyme genes, stomach, cattle 9288. 
methyl coenzyme M reductase genes, archebacteria 9144. 
mitochondria DNA, nucleotide sequence, inversion, Pisaster ochraceus 9435 
molecular biology, archebacteria, conferences 9999. 
nucleotide sequence gk tee, DNA, restriction endonuclease mapping, m 
streak virus isolates 10238. 
nucleotide sequence, homologous regions, introns, phage T4, eukaryotes 63 
oncogenes, myb gene, nucleotide sequence conservation, Vertebrata 6375. 
phylogeny, rRNA 16S nucleotide sequence, taxonomy, Deinococcus, Thermus 
prolactin nucleotide sequence, placenta, cattle 10551. 
tative protein, nucleotide sequence, salivary gland, mice 388. 
protein, nucleotide Samat Streptococcus pyogenes 1344. 
ribosomal protein L18a cDNA nucleotide sequence, rats 9515. 
ribosomal proteins, amino acid sequence, DNA archebacteria, comparison 
eubacteria, eukaryotes, Halobacterium marismortui 9070. 
ribosomal proteins, amino acid sequence, DNA nucleotide sequence, Halobac 
marismortui 9070. 
RNA rRNA 4.5S nucleotide sequence, hybridization analysis, eukaryotes 60S 
rRNA, gene amplification, halophilic bacteria 7144. 
rRNA 16S, nucleotide sequence comparison, Archebacteria 9121. 
tRNA 16S nucleotide sequence, Pasteurellaceae 9416. 
rRNA 5S, structure, nucleotide sequence, archebacteria 9119. 
tRNA, rRNA 238, introns comparison, archebacteria, Desulfurococcus mobili 
strain ey el Q, homology, RNA 2 nucleotide sequence, genes, cucumber 
virus 6312. 
Streptococcus pneumoniae lytA gene, phage Cp-1 cpl gene, homology 
Toxoplasma gondii, rRNA nucleotide sequence, relationship Apicomplexa 2 
transposon Tn2610 organization, tnpA gene, tnpR gene, Escherichia coli 97) 
Evolutionary genetics, 
Adh gene, nucleotide sequence, Drosophila mojavensis 7357. 
alkaline phosphatase genes, nucleotide sequence, man 10441. 
Alu retroposon repeated sequence, conservation, man, monkeys 8536. 
Balbiani leh gS saa Chironomus pallidivattatus, Chironomus tentans, repe: 
sequence 549. 
colicin | receptors genes, nucleotides sequence, amino acid sequence pred 
Escherichia coli 9377. 
-crystallin genes, linkage analysis, man, rats 1395. 
ferritin subunits genes, nucleotide sequence, rats 458. 
fructose-bisphosphate aldolase genes, localization, chromosomes, man 441 
eri nucleotide-binding protein subunits genes 7536. 
inoeens oxidase genes, cDNA hybridization analysis, man, guinea: 


herpesvirus (porcine) 1, restriction endonuclease mapping, genomes 5272. 
histocompatibility locus FLA, cDNA nucleotide sequence, cats 8417. 
histocompatibility locus HLA DQ region, DONA rearrangements, man 231. 


homeobox containing genes, mammalian cells 10662. 
immunoglobulin A heavy chains genes, mice species 285. 


Biochemistry Abstracts 2 vol. 19 


lutionary genetics, (continued) Eye lens, (continued) 

imunoglobulins « chain Igk-VSer gene, structure, mice 8415. cells, chickens 135. 

Munoglobulins variable region heavy chains genes, Heterodontus francisci 6300. differentiation, detects, role c-mos gene overexpression, transgenic mice 3864. 
volucrin genes, nucleotide sequence, Lemur catta 10470. proteins, cDNA nucleotide sequence, homology glutathione transferase, 

n status, MRNA stability, translation 5039. > Ommaastrephes sloanei pacificus 6302. 

atallothionein MT-2 pseudogenes, cDNA nucleotide sequence, rabbit 3578. regeneration, DNA 3-nitrobenzothiazolo(3,2-a)quinolinium chloride interaction, 
tochondria DNA conservation, endonuclease activity, Mammalia 10489. lotophthalmus viridescens 3693, 

itochondria, Saccharomyces cerevisiae 8003. _ RNA elongation assays, o-crystallin+ oncogenes transcription, chickens 8122. 
cleotide sequence, genomes, Plasmodium falciparum 1366. transcription factors, aA-crystallin genes promoters, binding, mice, chickens 
ig comparison, plasmid pWW60-1 1, plasmid pWW53-4, Pseudomonas aeruginosa 10221. 


lindromes, repeated sequence, gene conversion, Escherichia coli, reviews 5001. 
wathyroid hormone genes, exons mapping, man 8477. 


con A genes, nucleotide sequence, man 10548. Fab, 
irus, RNA genomes, proteins linkage 10984. fragments, crystallization, immunoglobulins, DNA specificity, mice 2923. 
Ocollagen genes, exons mapping, man 10657. W Sd cloning Escherichia coli 1745, 
Otein-tyrosine kinase eph gene, cDNA nucleotide sequence, rats 3536. Fabry's disease, 
trovirus (avian) long terminal repeat, nucleotide sequence 10424. a-galactosidase genes rearrangement, point mutation, man 8246. 
INA 18S, nucleotide sequence, secondary structure, Eurypelma californica 3156. Facial nerve, 
(NA 28S methylation groups, cores conservation 10074. nuclei, tubulin MRNA levels, axons ablation, rats 6057. 
INA SS nucleotide sequence, nucleotides substitution rates, computer F factor, 
ications 104. ‘ centromeres nucleotide sequence 1452. 
INA genes, conversion, function, deficiency, duplication, NADH dehydrogenase, a-Factor, 
mitochoncria, Paracentrotus lividus 6015. MFa1 gene, activation sites, Saccharomyces cerevisiae 6205. 
tavirus (human), characterization, RNA, hybridization analysis, rotavirus a2-Factor, 
(feline) 6066. function, repressors activity, Saccharomyces cerevisiae 6973. 
rine proteinase genes, nucleotide sequence, Nematoda, Protozoa 10375. Factor B, 
arsius syrichta, 5-globin genes, B-globin genes, cDNA nucleotide genes, restriction fragment length polymorphism, man 6281. 
Sequence 3478. tissues specific genes expression, alternatives sites transcription initiation, 
yroglobulin genes, structure 10459. liver, kidney, mice 4667. 
ansposon Tn3, transposition, models, reviews 7002. Factor D, 
ypomyosin genes, cDNA nucleotide sequence, man 10475. purification, characterization, liver, rats 2979. 
Ba Mays, chloroplasts genomes, restriction endonuclease mapping 453. Factor H, 
ision, complement, cDNA nucleotide sequence, mice 2532. 
oning vectors, cloning tyrA gene, Escherichia coli 5802. Factor IX deficiency, 
NA repair enzymes, cisplatin, mutation, Escherichia coli 9864. coagulation factor IX, mutation, man 8624. 
NA repair, exodeoxyribonucilease III, Rat forages DNA glycosylase |, a-Factor receptors, 
deoxyribodipyrimidine endonucleosidase, on, U.V. radiation, methyl STE2 gene nucleotide sequence, similarity B-adrenergic receptors, 
methanesulfonate, phage A, phage T4, Escherichia coli 5593. Saccharomyces kluyveri 3315. 
retion, Factor Vill deficiency, 
netics, DNA cisplatin adducts, urine, rats 7271. coagulation factor VIII genes, L1 element inseriton, man 10481. 
Sliative toxin A, insertion, L1 sequence, mutation mechanisms, man 6350. 
a gene nucleotide sequence, Staphylococcus aureus 1387. Factor V11, 
deoxyribonuclease, jenes, nucleotide sequence, detection, polymorphism, man 2590, 
<oA gene, cloning, nucleotide sequence, Streptococcus pneumoniae 7381. F factors, 
deoxyribonuclease |, physical mapping, restriction endonuclease mapping, Escherichia coli 5318. 
NA repair, thymine glycol lesions 9619. Familial mitochondrial rg eda nag 
deoxyribonuciease lil, mitochondria genes mutations, hereditary diseases, man 8227. 
tivity, polydeoxyribonucleotides hydrolysis, Escherichia coli 3876. Fao fiC2 cells, f 
ymparison heat treatments, production single-stranded DNA, in situ hybridization eb sero a promoters binding transcription factors, HNF-1 protein, 
7869, patoma 1. 
deoxyribonuclease IV ( T4-induced) role DNA repair, deoxyribodipyrimidine Farnesyl pyrophosphate synthase, 
endonucieosidase, phage 14, Escherichia coli 8183. genes, cDNA nucleotide sequence, liver, rats 3558. 


methyladenine DNA glycosylase |, deoxyribodipyrimidine endonucleosidase, Fasciciin |, F ; ur 
‘effects on, U.V. radiation, methyl methanesulfonate, excision DNA repair, phage genes, nucleotide sequence, amino acid sequence, gene expression, Acridoidea, 


A, T4, Escherichia coli 5593. Drosophila 7423. 
le, DNA repair, hydrogen peroxide effects on, Escherichia coli 9617. Fat body, — , ° F 
$e generation unidirectional deletion clones, nucleotide sequence methodology mediators induction lectins genes, Sarcophaga peregrina 7655. , 
generation 559. storage proteins, sex specific proteins, plasma proteins, mRNA, nucleotide 
sequence, development regulation, Bombyx mori 86. 
, fusion proteins, bifunctional, expression, Escherichia coli, Fatty acid synthase, ; : ; 
lulomonas fimi 9802. nes, thioesterase domains, cDNA nucleotide sequence, liver chickens 2456. 
ns, Fatty acid-binding protein, ; ; 
NA binding, electrophoretic mobility assays, factors, Trypanosoma brucei 4956. growth hormone fusion genes, mechanisms generation gradients genes expression, 
fms gene, differential transcription, exon 1, colony stimulating factor-1, Fatty eoicae man, transgenic mice 1632. 
placenta trophoblasts, monocytes, man 10777. acids. 
stone H3 genes, nucleotide sequence, Volvox carteri 257. binding proteins, genes, cDNA nucleotide sequence, heart cattle 2545. 
10b protein genes, nucleotide sequence, Plasmodium falciparum 2288. metabolism, fadR gene nucleotide sequence, Escherichia coli 5487. 
aera f src warts <j is vi Autograph lifornica : Pre eouion cDNA extension procedure, chickens 5397 
ing, region genes, n ar rosis virus, rapha californi cl ha , : i : 
folios prt eee slags io cDNA nucleotide sequence, liver, chickens 8587. 
apping, nucleotide sequence, early region DNA, adenovirus (murine) 1 10231. cDNA nucleotide sequence, liver, rats 8436. 
apping, parathyroid hormone genes, man, evolutionary genetics 8477. FAS2 gene, cDNA nucleotide sequence, Penicillium patulum 7528. 
apping, procollagen genes, man, evolutionary genetics 90657. FAS2 gene, nucleotide sequence, amino acid sequence productions, Saccharomyces 
ne, cloning, Gocherichia coli gene expression, man 8890. cerevisiae 7291. 
sequence, sexual inducer cDNA, cloning, Volvox carteri 290. genes, cDNA nucleotide sequence, mammary gland, rats 6478. 
ization, Ly-5 antigen nucleotide sequence, mice 3513. genes, transtription, insulin regulation, mice 4169. 
eles mRNA, cDNA hybridization analysis, mammary gland, rats 3545. 
jlyribonucleotide synthase (ATP), identification, Trypanosoma brucei 6908. : MRNA nucleotide sequence, NADPH binding sites 8092. 
toxin ‘c receptors, ; ; 
tterotoxin C1 genes, enterotoxin B, comparison, mene sequence, genes, eDNA spse egecen mene CoS has 
'Streptococc' pyogenes, Staphylococcus aureus 1353. Nes, cloning, ] j ee 
séud pik inosa, Snead gene expression, secretion, Escherichia coli immurogooe ouiiey genes one nucleotide sequence, mast cells, 
‘ ukocytes (basophilic), man i ? ; 
xB gene, nucleotide sequence, amino acid sequence predictions, Pseudomonas ienenunogiobutn Ey mare genes, cDNA nucleotide sequence, transfection COS 
i cells, activity, rats . 
ec i Fit peheeni G, CD16 -_ nes, upd nucleotide sequence, gene mapping 
eC gene i izati ‘eptococcus pyogenes 5839. chromosome 1, natural killer cells, man ‘ 
ead aa: erecta. Se dis immunoglobulin & genes, on Leste sequence, macrophages, man 4454. 
i i ing, expression, secretion, immunoglobulin G, genes, cl nucleotide sequence, man 8408. 
Cochencne, col 1801. eel Mesh oleae immunoglobulin G, genes, cDNA nucleotide sequence, similarity major 
e C, spC gene, nucleotide sequence, Streptococcus pyogenes 6561. histocompatibility complex class | molecules, rats 5390. 
wrimental allergic encephalomyelitis, ‘ : Feces, ph arg Wa hae : } ee 
aL r cells, use T-cell receptor variable region genes, autoimmune pectic oa coli strains, Shigella detection, DNA probes, hybridization, 
ice 4398 man ; 
ekromosomel inheritance, Feline immunodefic! virus, ’ ; 
tsmid Ri, parB iocus, F factors effects on, stm locus, Escherichia coli 3627. proviruses cloning, cDNA, hybridization analysis, gag gene, pol gene, comparison 
DNA, analysis, characterization, Papelbon rea eens Kel ee oe 
tellite ificati i , Leishmania tarentolae E sae 
ite DNA’ Seueteemancen mest long terminal repeat structure function, transcription regulation, endogenous 
n Mu, structure, Zea mays 329. comparison exogenous, cats 9653. 


‘ Feline panieukopenia virus, 
4A changes, classical conditioning induction, Hermissenda crassicornis 5200. rn geneireg rr ital plasmids 8699. 

ine sa : ; : 
Tystaliin genes i free , chickens 1079. fgr gene, restriction endonuclease mapping, nucleotide sequence 8635. 
mon caeain peaheo aoacion vanecrplen promoters, embryo genes containing genomes, nucleotide sequence, gene products analysis, Harvey 


137 


Subject Index 


Feline sarcoma virus, (continued) 
sarcoma virus 79. 


Fermentation, 

cloning, transformation, biotechnology, yeasts 7841. 
Ferredoxin, 

cDNA nucleotide sequence, placenta, man 8375. 


fdxH gene, heterocysts, petF gene, vegetative cells, Anabaena, cloning, gene 
expression, Escherichia coli 10902. SEN 
fdxN gene, nucleotide sequence, Anabaena, Rhizobium meliloti 4316. 
frxA gene identification, nucleotide sequence, Bradyrhizobium japonicum 2268. 
genes, cDNA nucleotide sequence, testes, chickens 2553. idx 
genes, cloning, nucleotide sequence, hybridization analysis, restriction 
endonuclease mapping, Entamoeba histolytica 2289. 
genes, fdxH gene cDNA nucleotide sequence, heterocysts, Anabaena 7428. 
genes, nucleotide sequence, Synechococcus, comparison Chloroglueopsis fritschii, 
Mastigocladus laminosus 510. 
pores: transfection expression Escherichia coli, man 6905. : 
mology vanillate demethylase, vanillate demethylase genes nucleotide sequence, 
Pseudomonas 6373. 
Ferredoxin-NADP* reductase, vt 
genes, cDNA nucleotide sequence, amino acid sequence predictions, adrenal cortex, 
cattle 8303. 
Ferritin, 
ferritin H genes, gene expression cloning vectors Escherichia coli, man 781. 
gene expression, translation regulation, MRNA, iron response elements, man 3728. 
genes, transcripts iron responsive elements binding proteins, man 1207. 
nes transcripts, repressors MRNA translation, characterization, rabbits 4184. 
paavy chains, genes, cDNA nucleotide sequence, mice 2431. 


subunits genes, nucleotide sequence, rats, evolutionary genetics 458. 
subunits H+L, cDNA nucleotide sequence, ceils, mice 7416. 
Ferritin H, 


Ines, gene expression cloning vectors Escherichia coli, man 781. 
mology, thyroid mRNA, cDNA nucleotide sequence, rats 308. 
Ferrous sulfate, 
methyl linoleate hydroperoxide, adenine, ascorbic acid, reaction products, 
characterization 7055. 
Fertilization, 
coy , DNA content, fluorochrome specificity, man 5214. 
mRNA adenylation, translation, oocytes, Spisula 8037. 
mRNA derepression, eggs, Lytechinus pictus 8077. 
Fetal calf serum, 
factors enhancement Ha-c-ras gene induction transformation fibroblasts, rats, 
mice 753. 
a-Fetoprotein, 
neuen oer enhancers interaction AFP1 protein, transcription factors, liver, 
man 5975. 
genes, cDNA nucleotide sequence, fetuses, rats 2192. 
genes, comparison organization albumin genes, rats 1415. 
genes, deoxyribonuclease | hypersensitivity sites, rats 666. 
genes, deoxyribonuclease | sites a-fetoprotein, comparison albumin genes, 
mice 677. 
genes loci, repeated sequence organization, rats 8654. 
genes, methylation patterns, rats 10208. 
nuclear factor I, AFP gene, binding proteins, promoters, liver, rats 389. 
tats, cDNA, cloning, gene expression, Escherichia coli, Saccharomyces cerevisiae 


genes, ennancers, promoters, activation, glucocorticoids repression, nucleotide 
sequence, hepatocytes, man 680. 
&-Fetoprotein, 
peated expression, transcription regulation, hepatoma tumor cells, man 3748. 
888, 


carcinoembryonic antigen cDNA nucleotide sequence, liver, man 8468. 
development, IGF-II genes transcription, MRNA analysis, man 141. 
a int-2 gene gene expression, MRNA levels, in situ hybridization, mice 
disease transmission, hepatitis B virus, heterogeneity, nucleotide sequence, 
restriction endonuclease mapping, genomes 2374. 
enamel matrix MRNA, translation, components, characterisation, tooth, man 2198. 
genes gene expression four eight cells stages development, man 720. 
a sac membranes, insulin gene expression, rats 10825. 
Inegen, 
chain genes, Escherichia coli gene expression, man 925. 
B-ibrinogen, 
apne eh binding transcription factors, HNF-1 protein, hepatoma Fao fiC2 
cells 
Fibroblast growth factor, 
cDNA, initiation codons identification, RNA biosynthesis, protein biosynthesis, 
high-molecular weight multiple forms, hepatoma, man 5073. 
cDNA nucleotide sequence, expression, use Escherichia coli, man 10522. 
cDNA nucleotide sequence, gene expression, brain, retina, cattle 7276. 
fibroblasts, similarity int-2 gene gene products, int-2 gene multiple 


wingee mice 4187. 

gene lucts, polypeptides, translation initiation codons, hepatoma cell lines, 
man 8069. 

genes, cloning Escherichia coli, cattle, man 8896. 

+insulin, DNA biosynthesis induction, cell proliferation, phorbol 12-myristate 


13-acetate diester inhibition, NIH/3T3 
Fibroblast growth factor (basic), 
genes cloning, man, Escherichia coli gene expression 3853. 
Fibroblast growth factor (basic) receptors, 
cDNA nucleotide sequence, chickens 10636. 
Fibroblasts, 
acetylcholine receptors subunits, cDNA, transfection, cell lines 10836. 
automated methods microinjection, enhancement detection MRNA induction growth 
inhibition, lym) s T, HeLa cells, man 1206. 
calciferol receptors binding, DNA, vitamin D-dependent rickets, man 10200. 
ona genes promoters, growth factors regulation, mice 659. 
cell lines, xeroderma pigmentosum, integration sites, DNA biosynthesis, 
replication, SV40 cloning vectors, man 750. 
* cell permeability, oncogenes gene expression, GTP activation, mice 8780. 
chromatin structure changes, aging, skin, man 1917. 
pag oa gees MRNA levels, transforming growth factor-f effects on, 
man h 
collagen mRNA comparison, osteoblasts, man 10087. 
collagenase mRNA levels, man 5096. 


lis 4617. 


138 


Fibroblasts, (continued) : 

core protein, heparan sulfate proteoglycans, cDNA nucleotide sequence, lung 
7400. 

cytoplasm, DNA-binding protein activation, a-interferon stimulation, man 
5964, 

cytosol, DNA+RNA complex, chick embryos 9214. 

defective DNA repair, homocystinuria, man 4605. 

dibenzo(a,e)fluoranthene, DNA adducts, mice 1249. _ ’ 

DNA biosynthesis inhibition tests, carcinogens screening, man, methodology ‘ 

DNA biosynthesis inhibition, transforming growth factor-B, growth factors, 
mitogenicity, hamsters 10767. 

DNA biosynthesis inhibitors proteins, liver 5563. a= 

DNA damage, benzo(a)pyrene, DNA-directed DNA polymerase a activation, n 
2670. 

DNA damage repair, N-methyl-N’-nitro-N-nitrosoguanidine, alkaline elution, 
Alzheimer's disease, man 3281. 

DNA, release, cytosolic complex, embryos, chickens 3217. 

DNA repair, U.V. radiation, 5-bromo-2'-deoxyuridine, kinetics, flow cytometry, 
man 4602. 

DNA repair, deoxynucleoside triphosphate pool sizes, man 2672. 

DNA repair, deoxynucleoside triphosphates pool size, fluctuations, man 4599. 

DNA repair, deoxyribonuclease sensitivity, localized genomic repair, xeroderm 
pigmentosum, man 2669. 

DNA repair, DNA-directed DNA polymerase, man 1556. 


DNA repair, nin permeabilization, reparative strand incisions, man 4606. 
DNA-directed DNA polymerase a, DNA primase, cell cycle-dependent express 
mice 2897. 


DNA-directed DNA polymerase 5, DNA repair synthesis, late times, UV. 
irradiation, man 1854. 

DNA-directed DNA polymerase genes promoters, transcription factors, mice 3 

epidermal growth factor, hnRNP A1 proteins gene expression modulation, mF 
patterns, rats 7136. 

epidermal growth factor stimulation c-jun gene expression, rats 1611. 

fetal calf serum factors enhancement Ha-c-ras gene transformation, rats, mice 
753. 

fibroblast growth factor (basic), genes cloning, man, Escherichia coli gene 
expression 3853. 

fibronectin, procollagen mRNA levels, prostaglandin Eo effects on, man 5078. 

c-fos gene MRNA levels, man 5079. 

c-fos gene MRNA levels, rats 8080. 

growth factors, gene families, FGF.6 gene nucleotide sequence, mice 8647. 

cg factors, similarity fgf-S gene products, fgf-5 nucleotide sequence, man 

75. 

growth factors, similarity gene products K-fgf gene, K-fgf gene transfection 
COS-1 cells, gene products secretion, acquired immune deficiency syndrome 
4823. 

heat shock proteins, intermediate filaments, ribonucleoproteins, distribution, 
thermotolerance, HeLa cells, rats 2078. 

hepatitis B e antigen gene transfer, gene expression, man 6773. 

histones variant synthesis, age culture states, man 2954. 

host Sheree minute virus of mice, gene mapping 3342. 

immediate early genes cDNA nucleotide sequence, steroids+thyroid hormone 
receptors, relationships, mice 10645. 

IMR-90 cells, WI-38 cells, transformation, genes transfection methodology, m: 
4722. 

initiation factor elF-2, elongation factor EF-2, immunofluorescent localization, 
embryos, mice 4103. 

v-jun gene, cDNA nucleotide sequence, growth factors activation, mice 301. 

c-jun pons expression cell cycle phases transitions, mice 1613. 

juvenile forms Sandhoff disease, B-N-acetylhexosaminidase B chains cDNA 
nucleotide sequence, point mutation, man 6539. 

keratin gene expression, cDNA transfection 8797. 

mammary tumor virus transcription regulation, nuclei factors binding 10117. 

c-mos gene, restriction fragment jongt polymorphism, chromosomes, cancer 
patients 7292. 

Newcastle disease virus infected, metalloproteinase inhibitors genes, cDNA 
nucleotide sequence, mice 303. 

oncogenes, gene expression, indomethacin effects on 10829. 

overexpression c-src gene, enhancement mitogenesis response epidermal gr 
factor, mice 704. 

parvovirus (human) Ay ignore early proteins NS1, nuclear transiocation, 
correlation, man X 

plasmids pRSVCAT transfection electroporation, skin, man 1793. 

polyoma virus late region MRNA translation 9607. 

polypeptide B cDNA nucleotide sequence, Sm autoantigens, snRNA containir 
ribonucleoproteins, man 8639. | 

protein biosynthesis, insulin stimulation, diacylglycerol kinase inhibitors | 
treatment, mice 5041. 

purines synthesis, de novo regulation, purine nucleotides, : 
phosphoribosylipyrophosphate, man 2019. 

pyrimidines dimers, U.V. radiation dimerization, skin, man 7049. 

v-ras gene p21 gene products inhibition platelet-derived growth factor inducti¢ 
c-myc gene c-fos gene, mice 5685. 

rats, avian erythroblastosis virus transformed cells, gene expression, gene 
amplification, correlation sensitization, minute virus of mice killing eat : 

ribonucleoproteins, carbohydrate binding protein 35, identification, mice 

MRNA, c-fos gene transcripts degradation, man 5189. 

MANA levels, c-fos gene, c-myc gene, protein kinase activity, mice 8079. 

oe containing ribonucleoproteins, cytoplasmic assembly, stored proteins. 


secretory protein cDNA nucleotide sequence, growth factors induction, mice 
sister chromatid exchange, U.V. light, Bloom's syndrome, man 2939. 

bac techie purine-nucleoside phosphorylase genes, cloning vectors, 
temperature-sensitve mutant, RNA biosynthesis, RNA metabolism, lung, ha 


temperature-sensitive mutant, RNA metabolism, transcription, hamsters 51 
thrombospondin mRNA, cDNA nucleotide sequence, man 8117. 
thymidylate synthase mRNA, poly(A) content, mice 7135. 

transcription regulation, CAD mRNA levels, cell cycle, mice 7156. 

bby al gene expression, nucleotide sequence, cloning, Rous sai 
transformed cells, DNA biosynthesis, gene amplification, satellite DNA, mi 


transtormed cells, early region genes, cloning, hybridization analysis, mice 


NS EE ee eee ee eee 


roblasts, (continued) 
anstormed cells, plastin genes, cDNA nucleotide sequence, man 2613. 
mes cells, polyoma virus DNA biosynthesis, nitropyrenes induction, rats 


anstormed cells, retll gene, restriction endonuclease mapping, nucleotide 
Sequence, mice 10268. 

5',8-trimethylpsoralen DNA adducts, cross-linkage removal, man 5237. 

‘Opomyosin genes, CDNA nucleotide sequence, mice 3389, 

).V. radiation damage, DNA repair inhibition, man 2668. 

eects pee e intestinal peptide stimulation, DNA biosynthesis, cell lines, mice 

roin, 

enes, transcription factors, silk gland, Bombyx mori 8130. 

ARNA precursors accumulation, cold, larvae, Bombyx mori 6044. 

NRNA, structure, codons use patterns, Bombyx mori 6060. 

NANA structure +nucleotide sequence, Bombyx mori 7145. 

nRNA translation, tRNA modulation, cell-free system, Nephila clavipes 9065. 

in, 

ellular, monoclonal antibodies proteins, gene expression fusion, gene transfer 
in Escherichia coli, man 42. 

a alternative splicing transcripts, transformed cells, embryos, chickens 


enes, CDNA restriction fragment length polymorphism, man 2350. 

jenes, repeated sequence, binding regions, nucleotide sequence, chickens 494. 

enes, splicing, nucleotide sequence, gene expression, man 3559. 

NANA, levels, prostaglandin E2 effects on, fibroblasts, man 5078. 

NANA, levels, transforming growth factor-8 effects on, fibroblasts, man 5100. 

NRNA levels, transforming growth factor-8 regulation, fibroblasts 5105. 

NRNA precursors, splicing, deregulation, tumors, liver, man 10127. 

wonectin-binding protein, 

iffinity chromatography, fnbp gene, cloning, gene expression, Staphylococcus 
aureus 1761. 

yenes, nucleotide sequence, staphylococcus aureus 4421. 


jenes, cDNA nucleotide sequence, amino acid sequence predictions, epidermis, mice 


amentation, 
ic gene mutation cloning, gene products characterization 68S6. 
aments, 


ytoskeleton, genes, cDNA nucleotide sequence, amino acid sequence predictions, 


a cells, man 10287. 

8, 

el DNA clones, recombinants antigens, characterization, fusion proteins, 
gia malayi 915. 

ration, 


ino , DNA fragments templates, radioactive labelling 10016. 
In, 
lili, genes cloning, gene expression, Salmonella enteritidis 7817. 
Bases DNA 

, DNA binding, nucleotide sequence, evolution, reviews 2991. 
gerprinti 


osmids oe vectors 10833. 

NA, mettiodology, ge! electrophoresis optimization 5213. 

INA, methodology, use small samples peripheral blood 5212. 

NA, non-radioactive oligonucleotides probes, simple repeats 2211. 

INA stability, autopsy, man 9539. 

ym DNA, two-dimensional separation, man 8565. 

nammalian cells DNA 8594. 

usca domestica genomes 10379. ‘ 

ligodeoxyribonucleotides, digoxigen labelling, specificity, repetitive 
sequences, in situ hybridization 10653. 

ligonucleotides probes, forensic science 567. 

2seudomonas aeruginosa genomes, gel electrophoresis 4416. 

estriction fragment length morphism mapping, hybridization analysis, 
alkaline phosphatase DNA probes 7464. 

3NA, ribonuclease protection, use typing, epidemiology, clinical isolates, 

_tespiratory syncytial virus 10064. : 

atellite DNA, repeated uence, forensics application, man 439. 

Bepococeus pyogenes DNA 4451. 


fg A phage P1 recombination 7302. 


intigens, flaA gene, cloning, nucleotide sequence, DNA, flagellin, Spirochaeta 
aurantia 9379. P 
sampylobacter coli, DNA nucleotide sequence, antigenic variants, genes 
555 


iene coriog, flagellin mutants construction, Caulobacter crescentus 7818. 
in genes cloning, nucleotide sequence, Bacillus subtilis 9499. 

operon nucleotide sequence, Flal protein Escherichia coli, Escherichia coli 

2304. 

‘li gene, cloning, proteins amino acid sequence, Salmonella typhimurium 9849, 

enes, clusters, gene mapping, Caulobacter crescentus 5367. 

enes, figA gene, figB gene, nomenclature, Escherichia coli, Salmonella 

gerald lation, ftr Caulobact ntus 10770 

enes, transcript ne regulation, , Cau ler crescentu 1. 

ag vaneorigh coe DNA‘directed RNA polymerase, sigma factor 28, Bacillus 

. ilis 9899. 

Jotility, chemotaxis, gene expression, Caulobacter crescentus 7631. 


A gene cloning, mutants construction, Caulobacter crescentus 7818. 

aA gene, cloning, nucleotide sequence, DNA, Spirochaeta aurantia 9379. 
enes cloning, nucleotide sequence, Bacillus subtilis 9499. 

‘anes, cloning, nucleotide sequence, Camp! ter coli 9428. 

, identification, nucleotide sequence, Rhizobium meliloti 5378, 


ag transcription, DNA-directed RNA polymerase, sigma factor 28, Bacillus 
ilis 9899, 
protein, 


IDB protein, identification, Escherichia coli 2304. 


aki 
Se tection, open reading frames lnenys 2 [sri virus (human) 16 


genomes, cervix carcinoma cell lines, man 1 


lation cDNA clones non-A, non-B hepatitis, characterization RNA association 
infection 9797. 


4 


Biochemistry Abstracts 2 vol. 19 


Flavivirus, 
RNA, resistance, ribonuclease T1 digestion, oligonucieotides, fingerprinting, gel 
electrophoresis 7113. 
Flavobacterium, 
cloning, opd gene, membrane proteins phosphotriesterase, gene expression, 
Streptomyces lividans 7832. 
deoxyribonuclease, production, characterization 3890, 
opd gene, nucleotide sequence, plasmids 7362. 
Flavobacterium okeanokoltes, 
ms deoxyribonuclease Hgal, deoxyribonuclease Fokl genes, nucleotide sequence 9357. 
javone, 
induction, nodD gene, proteins binding, Rhizobium meliloti 5024. 
Flavonoids, 
ONA-directed DNA polymerase |, DNA-directed RNA-polymerase, inhibition 2888. 
roots, gene regulation, nod gene gene expression, nodulation, Rhizobium 
leguminosarum 5703, 
Flavoproteins, 
electron transfer, cDNA nucleotide sequence, man 2403. 
electrons transfer, genes, cDNA nucleotide sequence, liver rats 2581. 
FIbB protein, 
Flal protein, identification, Escherichia coli 2304. 
Flocculation, 
role, mitochondria DNA, oli1 gene, oxi2 gene, restriction endonuclease mapping, 
Saccharomyces cerevisiae 5295. 
Flow cytometry, 
chromosomes sorting methodology, construction gene libraries 7224. 
Flowers, 
Dianthus caryophyllus, gene expression, ethylene production, senescence 8783. 
inhibition pigmentation, antisense naringenin-chalcone synthase genes, transgenic 
Petunia hybrida 2813. 
FLP recombinase, 
2h gers mechanism, loading, DNA target sequence, Saccharomyces cerevisiae 
$924. 
independent recombination frequency, Saccharomyces cerevisiae 9630. 
induction DNA bending, 2 circle, Saccharomyces cerevisiae 7975. 
mechanisms recombination, 2. circle, Saccharomyces cerevisiae 2902. 
plasmids, DNA recognition, analysis, binding sites, Saccharomyces cerevisiae 
9755. 
site-specific recombination, Holliday structure, 24 circle, Saccharomyces 
cerevisiae 7758. 
synthesis, in vitro, DNA binding domains, Saccharomyces cerevisiae 8906. 
Fluorescence, 
analysis, RNA ribosomal protein L1a interaction, ribonucleoprotein 5S, ribosomes 
assembly, Saccharomyces cerevisiae 2090. 
detection gene transfer, Escherichia coli Propecioease lacZ gene, genetic 
markers, transduction, mammalian cells 747 
detection improvements, DNA nucleotide sequence determination methodology, 
automated methods 2605. 
DNA binding, cyclic AMP dependent protein kinase 10198. 
DONA nucleotide sequence, gene amplification 10555. 
DNA, smooth muscle, cell culture 1486, 
high mobility group protein 2 containing nucleosomes, thymus, cattle 1938. 
measurement, phage \ DNA injection kinetics, LamB protein containing 
liposomes, reconstitution 3991. 
non-radioactive nucleotide sequence determination methodology, 
deoxyribonucleotides, chemical degradation, automated methods 3598. 
nucleotides binding, initiation factor elF-4E, Saccharomyces cerevisiae 2967. 
protein biosynthesis, initiation factor elF, Saccharomyces cerevisiae 7109. 
Fluorescent dyes, 
tole DNA base composition determination methodology 10168. 
Fluorescent labelling, 
DNA, methodology, DNA nucleotidylexotransferase 10167. 
Fluorescent probes, 
biotin labelling, in situ hybridization analysis, gene mapping, microscopy 6507. 
determination DNA nucleotide sequence, automated methods 5409. 
Fluorine-19, 
N.M.R. probes, anticodons structure, tRNA, Escherichia coli 20. 
3'-Fluoro-3'-deoxythymidine, , 
antiviral activity, human immunodeficiency, virus 1 replication, in vitro 3028. 
3'-Fluoro-2’,3’-dideoxy-5-bromouridine, 
nthesis, antiviral activity, human immunodeficiency virus 9030. 
3'-Fluoro-2’,3'-dideoxy-5-chiorouridine, 
nthesis, antiviral activity, human immunodeficiency virus 9030. 
’-Fluoro-2’,3'-dideoxy-5-iodouridine, 
pee antiviral activity, human immunodeficiency virus 9030. 
’-Fluoro-2’,3’-dideoxyuridine, , ‘ 
chlorine containing derivatives, synthesis, antiviral activity, human 
immunodeficiency virus 8022. 
Fluorochrome, 
ecificity, DNA content, fertilization, oocytes, man 5214. 


5-F i rg 
DNA, inhibition, DNA methylase Hhal activity 2913. 
5-Fluorodeoxyuridine, , ' ra 
substitution, oligonucleotides, mismatched base pairs stability, CDNA, genes 
probes 15. 
Fluoro’ i 
detection DNA, europium chelating agents probes 1307. 
DNA damage, unwinding, evaluation 1256. 
3’-Fluorothymidine, ’ ‘ ome : ’ 
phosphorylation, antiviral activity, human immunodeficiency virus, cell lines, 
mammalian cells 4022. 
Fluorouracil, 
deoxyuridine, interactions, cell lines, man 8021. 
+guanine, base pairs formation equilibrium, N.M.R. 1528. ie 
substitution, tRNA Val, N.M.R., 5-fluorouridine residues mobility, Escherichia 
coli 1061. 
5-Fluorouracil, 
fluorine-18 labelling, preparation 7043. ee ; 
N.M.R. probes, anticodons structure, tRNA, Escherichia coli 20. 
substitution, tRNA, N.M.R., Escherichia coli 1068. 
5-Fluorouridine, . , ‘et ‘ 
residues mobility, N.M.R., tRNA Val, fluorouracil substitution, Escherichia coli 
1061. 
FM3A cells, ' t F , 
N4-aminocytidine mediation replication errors, induction mutation, mice 616. 


3 
3 


139 


Subject Index 


——— 


Fnr protein, 


gene regulation, nar gene, promoters, nucleotide sequence, Escherichia coli 9677. 


Foci, 


Friend leukemia virus, (continued) : ‘ 
proviruses integration sites, Fim-1 locus, Fim-2/c-fms locus, Fim-3 locus, 
EY chromosome 13, chromosome 14, chromosome 3, myeloid leukemia. m 
1, 


screening methodology, colonies hybridization, role DNA probes, mammalian cells Frog virus 


10157. 
Folate-binding protein, 
cDNA nucleotide sequence, cells, man 7405. 
Follicle-stimulating hormone, 
genes, isolation, nucleotide sequence, rats 10630. i 
yroid-stimulating hormone, luteinizing hormone, « subunit genes, CDNA 
nucleotide sequence, pituitary, mice 4520. 
Follicies, ; 
1-methyladenine production, gonad-stimulating substance, cyclic AMP, cells, 
Astena pectinifera 4019. 
Follistatin, : 
genes, nucleotide sequence, detection, production mRNA populations, alternative 
ea 259. 
Folyipolyglutamate synthase, (Pong s. 
dihydrofolate synthase, transcription, folC gene, promoters, Escherichia coli 
9150, 
Foot-and-mouth disease virus, . 
antigens genes, gene fusion, anthranilate synthase trpE gene, gene expression, 
gene products proteolysis stability, Escherichia coli 9795. 
crossing-over, recombination, RNA, genomes, structure 6068. 
3D gene, nucleotide sequence conservation 10225. 
cDNA clones, translation processing structural proteins, reticulocytes lysates, 
tabbits 2091. 
RNA nucleotide sequencing, VP1 protein, comparison isolates, epidemiology, 
vaccines, Aw 2128. 


strains, poly(A)-containing RNA, oligonucleotides mapping, ge! electrophoresis, 
base composition 64. 
Footprinting, 


methodology, DNA, role methidiumpropyl-EDTA+ iron(II) 10192. 
M form, 


algR gene, gene expression, nucleotide sequence, Pseudomonas aeruginosa 5370. 
I 


Formaldehyde, 
+adenine derivatives interaction, N.M.R. 7053. 
Formamidopyrimidine-DNA glycosylase, 
overproduction, cloning, fpg gene, nucleotide sequence, Escherichia coli 6874. 
Formate acetyltransferase, 
formate acetyltransterase-activating enzyme, gene mapping, nucleotide sequence, 
Escherichia coli 3384. 
genes, nucleotide sequence, transcription control, Escherichia coli 7382. 
‘ormate nsferase-activating enzyme, 
formate acetyltransferase, gene mapping, nucleotide sequence, Escherichia coli 
3384 


formate acetyltransferase, pfl gene loci, nucleotide sequence, Escherichia coli 
Formate dehydrogenase, ‘ Cah 
nitrate reductase, respiration, fdn gene, Salmonella typhimurium 1711. 


genomes restriction endonuclease mapping, DNA recombinants, transiation map 
cell-free system 6483. ieee 
immediate-early gene, methylation promoters, transcription inhibition, 
site-directed mutagenesis, transient expression assays 2763 
8-Fructofuranosidase, - hah 2 te 
DNA-binding protein fusion, nucleoproteins localization, Saccharomyces cerevisi 
8949. 
in gene probes, nucleotide sequence, DNA inversion, Escherichia coli 288. 
UC ene, MAL gene, GAL gene, similarity palindromes downstream regions, 
acces sequence, Saccharomyces cerevisiae 1427. ’ ‘ 
SUC2 gene, Saccharomyces cerevisiae, dominance markers, transformation, Pic! 
pastoris 9744. ’ 
SUC2 gene, Saccharomyces cerevisiae, transformation, gene transfer, gene 
expression, Schizosaccharomyces pombe 770. 
Fructose-bisphosphatase, ‘ 
cDNA nucleotide sequence, regulation, MRNA, insulin, liver, rats 2452. 
gene expression, gene regulation, catabolite repression, plasmids, Saccharomyc 
cerevisiae 5673. Fe : 
genes, cDNA nucleotide sequence, chloroplasts, Triticum aestivum 5534. 
genes, nucleotide sequence, Escherichia coli 3356. 
Fructose-bisphosphate aldolase, ah: ; 
class || genes, fda gene nucleotide sequence, Escherichia coli 10276. 
A gene, structure, organization, man 4497. 
genes, alternative promoters use, myogenesis, mice 6748. _ 
genes, localization, chromosomes, man, evolutionary genetics 441. 
genes, nucleotide sequence, rats 9261. 
plasmids, man, construction, expression, Escherichia coli 10921. 
Fructosyltransferase, 
ftf gene, nucleotide sequence, Streptococcus mutans 2263. 
Fruit bodies, ; 
deoxyribonuclease fare characterization, cleavage, single-stranded DNA, 
double-stranded DNA, Coprinus cinereus 944. 
Fruits, 
development, Lycopersicon esculentum, polygalacturonase genes, cDNA nucleot 
sequence, restriction fragment length polymorphism 3600. 
MRNA levels, factors affecting, Lycopersicon esculentum 9104. 
Fts protein, 
cell division regulation, ftsZ gene mutation, suppressor mutant, Escherichia coli 
7774. 
Fujinami sarcoma virus, 
long terminal repeat, binding enhancer-binding protein 6959. 
Fumarate hydratase, 
fnr gene, ne gene, tricarboxylic acid cycle, anaerobic metabolism, Escherichia 
coli 1760. 
fumB gene nucleotide sequence, Escherichia coli 9527. 
Funaria hygrometrica, 


operons characterization, nucleotide sequence, upstream region, Methanobacterium plastids, mitochondria DNA synthesis, visual perception, bromodeoxyuridine 


formicicum 5262. 
Formate-hydrogen lyase, 
gene expression, nar gene, Escherichia coli 7649. 


in, 
RN bese? (hata is inhibition, development, Asterina pectinifera 8154. 
Formycin B, 
Pa Spat Sp antibiotics, transcription, interaction energies 4190. 
corey eran prciclate cyclo-ligase, 
cDNA nucleotide sequence, man 2491. 


Fos protein, 
role. fos promoter repression, NIH 3T3 cells, mice 8738. 
ho 


trans-activator pre BZLF1 protein, binding, AP-1 sites, DNA, 


ola virus 696: 
in, 


DNA topoisomerase (ATP-hydrolysing) inhibition, Ehrlich ascites tumor cells 9910. 
Fowl plague virus, 
neuraminidase gene nucleotide sequence, DNA clones 5124. 
Fowl ges virus, 
DNA termini, nucleotide sequence, repeated sequence 6585. 
tecombinants, cloning vectors construction, expression, influenza virus 
hemagglutinins genes, use vaccines 846. 
Foxtall mosaic virus, 
Papaya mosaic virus, characterization subgenomic double-stranded RNA, in vitro 
translation 5138. 
Fragile sites, 
X chromosome, DNA markers mapping, man 6386. 
X chromosome, late replicating DNA, man, reviews 583. 
Frameshift mutant, 
hisH gene, complementation, Escherichia coli 5334. 
hotspots sites, pl T4, DNA topoisomerase (ATP-hydrolysing) action sites, 
Escherichia coli 9913. 
pyrimidines dimerization, U.V. radiation induction, Escherichia coli 9209. 


suppression, gene fusion nucleotide sequence, racC gene, recE gene, Escherichia 


coli 9421. 
Frankia, 
nifH gene nucleotide sequence, evolution 5274. 


nitrogen fixation, nifK gene, nifD gene, nucleotide sequence, amino acid sequence 


predictions 6433. 
Frtycrony redicals + DNA combination, hypothe 
‘oxy! radicals+ combination, hypotheses 1248. 
Friend erythroleukemia cells, 
erythroid cells differentiation, tRNA Met production measurements 4048, 
hepatitis B virus X gene, gene products transcription factors, 
patocarcinogenesis 4355. 
histones, immunofluorescence localization, nuclei 2951. 
ribonuc! ‘oteins complex, prosomes, glycosylation, lectins bindings 3954. 
mRNA ility 1160. 
tRNA Met, tRNA Asn, biosynthesis, differentiation, independent regulation 3070. 
transfection antisense c-myc gene, inhibition cell cycle progression, mice 4824. 
Friend leukemia virus, 
enhancers, DNA, effects on thymocytes, lymphocytes T, transcription, mice 5569. 
Molone) My 6143. virus, anhancers regions recombinants, localization diseases 


immunohistochemistry 5606. 
Fungl, 
aminoacyl-tRNA ligase role RNA splicing, mitochondria, reviews 5031. 
comparison bacteria, genes, B-lactam antibiotics biosynthetic pathway 9823. 
comparison Pneumocystis carinii, rRNA nucleotide sequence, taxonomy, phylog 
8108. 
snRNA, isolation, gel electrophoresis, immunoprecipitation 80. 
transformation, DNA, reviews 6788. 


netetrahydrofolate dehydrogenase methenyltetrahydrofolate cyclohydrolase, Fur protein, 


8-galactoside, operators, Escherichia coli 1712. 
Furocoumarins, 
interactions, DNA, photochemistry 4273. 
Fusarium, 
T-2 toxin effects on chromatin condensation, hypothalamus, rats 10956. 
Fusarium solani pisi, 
bros genes, transcription activators, cutin monomers, fungi nuclei, in vitro 
743, 
Fusion protein, 
antigens, antigenicity, genes, cloning, Trypanosoma cruzi 4803. 
translational frameshifting, retroviral-like transposons, TYA gene, TYB gene, 
Saccharomyces cerevisiae 1710. 


Gaeumannomyces graminis, 
benomy! resistance genes, transformation 6779. 
GAL11 protein, 
transcription activators, GAL1 gene, GAL7 gene, GAL10 gene, GAL11 gene, 
Saccharomyces cerevisiae 5677. 
GAL4 protein, 
analysis mutants, transcription factors, Saccharomyces cerevisiae 7996. 
We zinc binding sites, transcription factors, Saccharomyces cerevisiae 
GCN4 protein, mechanisms transcription activators, Saccharomyces cerevisiae, 
reviews 6004. 
transcription activation, GAL80 protein inhibitors, conversion, activators, 
Saccharomyces cerevisiae 4654. 
transcription activators, titration transcription factors, Saccharomyces 
cerevisiae 6729. 
GAL80 In, 
transcription inhibitors, conversion, activators, effects on GAL4 protein 
transcription activation, Saccharomyces cerevisiae 4654. 
Galactose, 
jenes, clusters, gene mapping, transcription, Kluyveromyces lactis 5475. 
induction cloning vectors, production heterologous proteins, Saccharomyces 
cerevisiae 3821. 
induction regulatory genes, GAL3 gene nucleotide sequence, promoters, 
Saccharomyces cerevisiae 2335. 
promoters, GAL4 a. Saccharomyces cerevisiae 9803. 
Galactose-binding In, 
cDNA nucleotide sequence, cattle 8363. 
a-Galactosidase, 
genes, cloning, gene expression, Escherichia coli 3861. 
genes rearrangement, Fabry's disease, point mutation, man 8246. 
melA gene, nucleotide sequence, amino acid sequence predictions, Escherichia 


140 


Biochemistry Abstracts 2 vol. 19 


a 


a-Galactosidase, (continued) 
9374. 


B-Galactosidase, 
activity, gene fusion, phage Mu, lacZ gene, fla gene, Escherichia coli 4750. 
activity, gyrA gene, gene fusion, gene expression, Escherichia coli 4661. 
a-complementation, assembly synthetic genes, Escherichia coli, use plasmids 
screening 4743. 
genes, cloning, nucleotide sequence, amino acid sequence predictions, 
Lactobacillus bulgaricus 9383. 
genes, cloning, plasmids cloning vectors systems, Escherichia coli 6832. 
genes, cloning, restriction endonuclease mapping, Rhizobium meliloti 4505. 
genes, Sclerotinia sclerotiorum, cloning, gene expression, Escherichia coli 875. 
genes, thermophilic bacteria, anaerobic bacteria, cloning, gene expression, 
__ Escherichia coli 9843. 
eae d(pCpG)n-d(pCpG)n, gene expression, lacZ gene, Escherichia 
i 7809. 


lacZ gene, Escherichia coli, genetic markers, transduction, fluorescence 
detection, gene transfer, mammalian cells 747. 

markers genes, herpes simplex virus 1 abe ahr C, promoters 9525. 

Proline, transcnption, proC gene regulation, Salmonella typhimurium 4626. 

MRNA, Escherichia coli, expression, translation, control, pyruvate kinase 
sequence, Saccharomyces cerevisiae 9184. 


Fur protein, operators, Escherichia coli 1712. 


B-Galactosi ic lectins, 
cDNA nucleotide sequence, mice 10638. 
Galanin, 


genes, cDNA nucleotide sequence, amino acid sequence predictions, adrenal 
medulla, pigs 8312. 
genes, cDNA nucleotide sequence, amino acid sequence predictions, pituitary 
tumors, rats 8390. 
Gallus gallus domesticus, 
nucleotide sequence, W chromosome specific repetitive DNA 4492. 
Gametocytes, 
DNA biosynthesis, DNA content, Plasmodium falciparum 594. 
Gas vacuoles, 
vac gene, nucleotide sequence, Halobacterium salinarium 7516. 
Gastrin, 
genes, regulation elements downstream TATA box, tissues specificity, man 729. 
genes, restriction fragment length polymorphism, man 520. 
genes transcription regulation, epidermal growth factor+gastrin-releasing 
peptide+ vasoactive intestinal peptide+ somatostatin e' 
: cone. emer small cell 5873 
Precursors, i Processing, lung carcinoma, man : 
Gastrin-releasi , 
effects on gastrin genes transcription regulation, cells, man 10110. 
genes, deoxyribonuciease | mapping, lung carcinoma, man 7532. 


DNA glycosylase activity, measurements, man 3943. 
Gastrointestinal tract, 
antigen (tumor-associated) gene families, nucleotide sequence, man 10416. 
Gaucher's disease, 
glucocerebrosidase cDNA nucleotide sequence, mutation characterization, man 6445 
man, B-glucosidase, cDNA nucleotide sequence 2426. 
GCN4 protein, 
GAL4 protein, mechanisms transcription activators, Saccharomyces cerevisiae, 
reviews 6004. 
GDP-binding protein, 
Purification, elongation factor EF-Tu, protein biosynthesis, Halobacterium 
marismortui 52. 


Goese, 
malonyl-CoA decarboxylase cDNA nucleotide sequence, distribution, tissues 5246. 
Gel Sommer ety, 
agarose, double-stranded DNA purification, plasmids 10177. 
cellulose, double-stranded DNA, single-stranded size 3222. 
op proteins, — constants, computer applications 4948. 
electrophoresis, 
agarose, determination sizes RNA, hybridization analysis 7117. 
agarose slab, isolation, purification, Pseudomonas ovalis deoxyribonuclease Pov 
4840 


asymmetric field inversion DNA separation techniques 7212. 

chromosomes separation, neuroblastoma, man 8544. 

contour-clamped neous electric fields, DNA resolution, Saccharomyces 
cerevisiae, Candida albicans, Schizosaccharomyces pombe 1221. 

dam gene methylation, phage T2, phage T4 7256. : 

denaturing gradient, DNA helix lity, base modifications, methylation, 
evaluation 10739. 

detection, RNA, double-stranded, Phytophthora infestans 8099. 


determination nucleotide sequence, automated methods, computers algorithms 8171. 


DNA, Serene analysis, automated methods 7239. 
DNA, oligoacridines interactions 1299. 
DNA reptation, theories 3638. : 
DNA-directed DNA merase insertion fidelity, Drosophila 6921. 
double-stranded RNA genomes, rotavirus (guinea-pig), isolation, intestine, 
inversion, DNA 
Ly rsicon esculentum 101 é 
field inversion, methodology, agarose, vaccinia virus DNA mapping, effects on 
mobility 9273. , 
field inversion, resolution chromosomes, Schizosaccharomyces pombe 7210. 
Sia , oligonucleotides, RNA, resistance, ribonuclease T1 digestion, 
vivirus 7113. 
gels, nucleic acids transfer, vacuum blotting 183. 
genomes fi inting, Pseudomonas aeruginosa 4416. 
genomes sizing, restriction endonuclease mapping, pulsed-field agarose gel 
electrophoresis, Haemophilus influenzae 9378. 1 rs 
ape ghia capillary, oligodeoxyribonucleotides separation, purification 
7. 


iron contamination, Sg elie lividans DNA degradation 3208. 
isolation plasmids, Sea Plaque agarose 6162. 
isolation, snRNA, fungi, yeasts, Pisum sativum 80. ” 
mobile genomes, restriction endonuclease mapping 6455. 

oligonucleotides mapping, poly(A)-containing RNA, strains, foot-and-mouth disease 

virus 64. 
Optimization, DNA fi inting me §213. " 
orthogonal field alternation gel electrophoresis, separation techniques, 


eit restriction fragments separation, 


ects on, cells, man 10110. 


Gel electrophoresis, (continued) 
chromosomes, gene mapping, hybridization analysis, Candida maltosa 181. 
ec pl gh alternating, chromosomes, localization genes, Candida albicans 
orthogonaleld-alteration, supercoiling, size, DNA amplification, Leishmania 


physical mapping, Tn5 transposons, F factors, Escherichia coli 5318. 

polyacrylamide, methodology, RNA probes, hybridization analysis, polyacrylamide 
gel electrophoresis, unfractionated mammalian cells 5098. 

proteins, DNA cloning, conjugation regulation, Tetrahymena 9793. 

pulse-field-gradient, gene mapping, Caulobacter crescentus 7531. 

age field gel electrophoresis, gene mapping, release factors, Escherichia coli 


pulsed field, separation chromosomes size, mathematical models, methodology 6161. 
pulsed-field chromosomes, replication, Caulobacter crescentus 4569. 
pulsed-field, DNA cleavage methodology, Escherichia coli, Bacillus subtilis 7247. 
pulsed-field, DNA, methodology 10178. 
pulsed-field, DNA mobility, relaxation intervals, Saccharomyces cerevisiae 6621. 
pulsed-field, DNA preparation methodology, plants 8175. 
puised-field, DNA separation methodology, molecular weight 2016. 
pulsed-field, megabase DNA separation methodology, reviews 7253. 
pulsed-field methodology, DNA electrophoretic bands width, electric field 
radients 3618. 
pulsed-field methodology, DNA separation, reptation theories 3221. 
pulsed-field, size genomes, Ureaplasma urealyticum, Mycoplasma mycoides 5393. 
purification, RNA-directed DNA polymerase multiple forms, DNA biosynthesis 
activity, human immunodeficiency virus 1 1850. 
release factors, pulsed field gel electrophoresis, phages, gene mapping, 
Escherichia coli 7106. 
RNA fragments, rotavirus (lepine) 72. 
rotating, phage T7 DNA characterization, concatamers, packaging 6170. 
single-stranded RNA, double-stranded RNA, rice stripe virus 6097. 
systems, oligodeoxyribonucleotides, gene amplification products 10011. 
goer Ge atid methodology, proteins+ nucleic acids complex, Escherichia coli 
Gel-filtration chromatography, 
PR ach sine a isolation purification plasmids 6160. 
8, 
agarose, DNA electroelution methodology 179. 
bear DNA silver staining methodology 10156. 
DNA electroelution, purification methodology, electrodialysis 7250. 
grrr agarose, treatment ribonuclease, elimination RNA contaminants 


Gelsolin, 
genes, cDNA nucleotide sequence, pigs 4364. 
Geminivirus, 
deletion mutant clones effects on DNA infectivity Nicotiana benthamiana, genes 
replacement vectors 6766. 
genomes comparison caulimovirus, DNA structure, Z-form 10732. 
potato yellow mosaic virus, characterization subgenomic DNA clones, host range, 
symptoms, Petunia hybrida 5584. 
Gemmata, 


. lsosphaera, Planctomyces, Pirella, rRNA 5S nucleotide sequence, Planctomycetales 
7098. 


GenBank, 
procedure submission DNA nucleotide sequence data, data banks 5428. 
Gene amplification, 

N-acetyiglucosaminyltransferase genes, tunicamycin sensitivity, cloning, proteins 
homology, hamsters, Saccharomyces cerevisiae 10865. 

adenylate deaminase genes, rearrangement, CHO cells 456. 

antifreeze proteins genes, Limanda ferruginea 8293. 

Bacillus licheniformis genes amy gene, coe: gene transfer, plasmid pBR322 
insertion, chromosomes, gene expression, Bacillus subtilis 862. 

chorion genes, regulation, Drosophila melanogaster 4619. 

cloning expression simian transforming growth factor-B genes, CHO cells 902. 

cloning vectors, G418 resistance, gene expression mammalian cells 5810. 

copy number control, role DNA inversion, 2p circle, Saccharomyces cerevisiae, 
reviews 7037. 

deoxyribonuclease BspMI, pUC18 plasmid 7763. 

DNA biosynthesis, mitochondria DNA levels, mice 6633. 

DNA biosynthesis, satellite DNA, fibroblasts transformed cells, mice 8686. 

DNA instability, hypervariability, Streptomyces ambofaciens 4426. 

DONA, nucleotide sequence fluorescence 10555. ; 

DNA, nucleotide sequence, trimethoprim, methotrexate resistance, Haicbacterium 
voleanii 193. 

epidermal growth factor receptors genes, liver carcinoma cell lines, man 432. 

Epstein-Barr virus DNA biosynthesis, Raji cells, stimulation, superinfection, 
Epstein-Barr virus, nasopharynx carcinoma isolates 1544. 

flanking region, open reading frames mapping, papilloma virus (human) 16 genomes, 
cervix carcinoma cell lines, man 10670. 

gene expression, avian erythroblastosis virus transformed cells, fibroblasts, 
correlation sensitization, minute virus of mice killing, rats 641.0 

gene expression, deoxyribonuclease EcoRI genes, cloning, Escherichia coli 4811. 

gene expression, gene transfer, spleen focus-forming virus cloning vectors, 
superinfection, animal cells 4707. ; 

gene regulation, chelatin CUP1 gene, copper resistance, genes 3712. yd 

gene transfer, neomycin phosphotransferase neo gene, tomato golden mosaic virus 
cloning vectors, transfection, Nicotiana tabacum 752. 

emogiaeks 6 chain thalassemia, man, Turkey 5426. » 4 

in vitro, inverse polymerase chain reaction methodology, insertion sequence |S1, 
Escherichia coli 7533. ; ? 

in vitro, polymerase chain reaction, genes polymorphism, nucleotide sequence 
determination methodology 10193. 

in vitro, polymerase chain reaction, methodology 1237. 

in vitro, polymerase chain reaction methodology tips 7237. 

in vitro, polymerase chain reaction, Thermus aquaticus DNA-directed RNA 
polymerase, reviews 7242. : 

inverted repeat, chromosomes, mammalian cells 2608. 

Leishmania tarentolae 10149. nines 

mdr1 gene, mdr1 gene gene expression, gene amplification, K562 cells revertants, 
man 711. 

methodology, polymerase chain reaction, role Thermus aquaticus DNA-directed DNA 
polymerase+RNA-directed DNA polymerase 7214. 

methodology, a1-antitrypsin deficiency diagnosis, DNA levels 8087. 

mitochondria, genes rearrangement, Romanomermis culicivorax 5310. 

multiplex, genetic screening deletion mutant Duchenne's muscular dystrophy, man 


141 


Subject Index 


Gene amplification, (continued) 
5438 


mutation systems, DNA point mutation 10586. % . 
ornithine decarboxylase genes, cloning, gene amplification, expression, CHO cells 
901. 
polymerase chain reaction, analysis nucleotide sequence individual cells, 
spermatozoa, man 2328. 
polymerase chain reaction equipment 4208. 
polymerase chain reaction equipment 10165. ‘ 
polymerase chain reaction methodology, genomes, mammalian cells 10169. 
polymerase chain reaction, replication errors, restriction fragment length 
polymorphism hybridization analysis 10354. 
polyoma virus transformed cells, DNA recombination, rats 1385. 
products, gel electrophoresis systems, oligodeoxyribonucleotides 10011. 
repeated sequence, Alu sequence, Primates 2614. 
tRNA, evolution, halophilic bacteria 7144. 
satellite DNA, drug resistance, Leishmania tarentolae 8169. 
T cell leukemia virus |, proviruses, DNA, nucleotide sequence, leukocytes 
(mononuclear), man 4443. 
toxins subunits genes, cloning, Vibrio cholerae 4807. 
Gene conversion, , 
chorion gene families, nucleotide sequence variants, Bombyx mori 6221. 
chromosomes, cell lines, mice 328. 
detection, phosphoglycerate kinase genes, TI nosoma brucei 7771. 
DNA repair, double-stranded DNA, plasmids, Escherichia coli 605. 
roup | introns demonstration, phage T4, Escherichia coli 7748. 
istocompatibility locus H-2, K locus genes recombination, analysis mutants, mice 
4404. 


immunoglobulins light chains genes, man 9439. 

intra chromosomes, induction, DNA breaks, Saccharomyces cerevisiae 9301. 

mitochondria introns, demonstration RNA maturase, deoxyrivsnuclease activity, 
Saccharomyces cerevisiae 7750. 

palindromes, repeated sequence, Escherichia coli, evolutionary genetics, reviews 
5001. 

recF gene, Escherichia coli 9620. 

regions, double-stranded breaks DNA repair, detection, Saccharomyces cerevisiae 
3815. 

tole RecA protein, multiple rounds crossing over, Escherichia coli 5573. 

three spontaneous mutations histocompatibility locus H-2 D locus, mice 4456. 

transposon P mutagenesis, Drosophila melanogaster 8811. 


U.V. radiation induction, homology recombination, Saccharomyces cerevisiae 7605. 


Gene expression, 
actin genes, mRNA, embryogenesis, Strongylocentrotus purpuratus 690. 
activation, nif gene, nitrogen fixation, gene regulation, Rhizobium meliloti 


activation, transcripts accumulation, actin genes, embryogenesis, 
Strongylocantrotus purpuratus 691. 

ones gene, cloning, transformation, plasmid pADE, Schwanniomyces occidentalis 

adenovirus, deletion mutant, characterization, RNA, stability, nuclei 4639. 

adenovirus, DNA-binding protein, RNA, promoters 5952. 

adenovirus (human), promoters, E4 gene, transcription, activation, gene products, 
c-myc gene, E1A gene 2748. 

adenovirus (human) 5 iaeyd region promoters, stimulation, trans-activation 
activity, early region DNA, adenovirus (murine) 1 4349. 

adenovirus, transformation, gene products, E1A gene, E1B gene, transcription 
P gene, glucose-1-phosphatase, Escherichia coli 9520. 

albumin genes, tissues specificity, liver, rats 133. 

albumin, transcription, promoters role, mice 8129. 

alkanal monooxy: 
coli, Bacillus subtilis, Vibrio harveyi 5883. 

alkanes assimilation enzymes genes, cloning, deficient mutant complementation, 
Candida maitosa 908. 


ea ar utilization, Pseudomonas oleovorans, Pseudomonas putida, Escherichia coli 


ie sel MRNA levels, in situ hybridization, molars differentiation, mice 
anhydrotetracycline oxygenase genes, cosmids, Lia Ppt apes probes, 
Streptomyces lividans, Streptomyces rimosus 7820. 
anthranilate synthase trpE gene, gene fusion, foot-and-mouth disease virus 
antigens genes, gene products proteolysis stability, gene products 9795. 
apoB gene, identification DNA sequence elements, hepatoma cell lines, man 674. 
aspartate aminotransferase cDNA, Escherichia coli 6400. 
dg agrelk Niall Avarol inhibition, human immunodeficiency virus 1 
A | 
B2 gene, gene families, eniiancement, DNA-directed RNA polymerase III 
transcription complex formation, SV40 transformed cells, mice 4657. 
Bacillus subtilis polC gene, Escherichia coli 1752. 
agro subsp.aizawai, insecticides proteins genes, Escherichia 
coli , 


B1-Alu gene, proteins, nuclear precursors, processed RNA, oocytes, Xenopus laevis 


3181 


be gone, bop gene, nucleotide sequence, bacterio-opsin, Halobacterium salinarium 


bop gene, brp wien bat gene, transcription, bacterio-opsin, Halobacterium 

pcre Wane heitis virus, gl tein gl, gl 
vine rhinotracheitis virus, rotein gl, glycoprotein gill genes, 

3 epee an we 1688 pees Skee 
revibacterium flavum, inebacterium glutamicum, cloning, threonine operon, 
Escherichia coli 8876. sid : : es 

capsid protein genes, methylation effects on, Epstein-Barr virus 6140. 

cat gene, chloramphenicol acetyitransterase, leader sequence protein biosynthesis 
control, Staphylococcus aureus 803. 

cat gene, post-transcription repression, human immunodeficiency virus 1 long 
terminal ae, Drosophila cell lines 7704. 

catechol oxidase mel gene, promoters gene expression, cloning, Streptomyces 
jumonjinensis 892. 

cattle growth hormone genes, ribosomes binding sites changes stimulation, 
Escherichia coli 8900. 

cattle lysozyme c2 cDNA, cloning, recombinants, Pichia pastoris 8880. 


cdc13 gene cloning, nucleotide sequence, mitosis, Schizosaccharomyces pombe 9788, 


cea gene, gene fusion, colicin E1 804. 
chemical kinetics, multiple, transcription factors, binding, models 3707. 
chloramphenicol acetyltransferase cat gene, alcohol dehydrogenase Adh1 gene 


regulatory sequences effects on, cloning vectors, plasmid pMANC‘1, transformation, 


142 


genase (FMN-linked) gore, pCSS117 plasmid vectors, Escherichia 


SS 


Gene expression, (continued) 


Zea mays 851. F 5 
chloramphenicol acetyltransferase genes, gene fusion, regulation, hordein B1 
enes, 5'-terminus, flanking region, Agrobacterium tumefaciens transformation 
icotiana tabacum 689. wae: , 
chloramphenicol acetyltransferase genes, trans-activation, 3'-terminus open 
reading frames, mammary tumor virus, mammary gland tumor cell lines, rats 46 
chromosomes structure relationship, Drosophila melanogaster 4918. 
class | molecules, major histocompatibility complex, interferon, transcription, 
DNA-binding protein 1612. : 
cloning, B-lactamase, class A, nucleotide sequence, Klebsielia oxytoca, 
Escherichia coli 6864. 4 
cloning, amylase, nucleotide sequence, Dictyoglomus thermophilum 10889. 
cloning, cauliflower mosaic virus DNA fragments, open reading frames, Escheric 
coli 4805. 
cloning, Clostridium difficile antigens, clostridial promoters, Escherichia coli 
5864. 


cloning, Clostridium perfringens, Clostridium bifermentans, phospholipase C gen 
6893. 


cloning, cosmids, 2,3-dihydroxybipheny! dioxygenase, PCB biodegradation gene 
Escherichia coli 5877. 

cloning, mercury resistance genes, Thiobacillus ferrooxidans 9845. 

cloning, methicillin antibiotic resistance genes, Staphylococcus aureus 859. 

cloning, nucleotide sequence, thioredoxin, plasmid pLCN2, plasmid pLCN4, 
Corynebacterium nephridii 1765. ; 

cloning, pla gene, plasminogen activator, coagulase, virulence plasmids, Yersini 
pestis 9817. 

eo promoters fragments, plasmids, Escherichia coli, Pseudomonas aerugint 
3858. 


cloning, Pseudomonas aeruginosa exotoxin A, Escherichia coli 1801. 

cloning, pUC19 plasmid, oligo-1,6-glucosidase genes, Escherichia coli, Bacillus 
thermoglucosidasius 7826. 

aps SANM2 gene, S-adenosylmethionine biosynthesis, Saccharomyces cerevis 
8882. 


cloning, Goan factor genes, H™ -transporting ATP synthase, Saccharomyces 
cerevisiae 8874. 

cloning, Streptomyces lipmanii, Aspergillus nidulans isopenicillin N synthase 
genes, Escherichia coli 866. 

cloning, toluene dioxygenase, toluene cis-glycol dehydrogenase, catechol 
2,3-dioxygenase genes, Pseudomonas putida, Escherichia coli 7823. 

cloning vectors, Escherichia coli 8839. 

cloning vectors, pac promoter hybrids construction, phage TS promoters, +lac 
promoter, Escherichia coli 847. 

bags Xylella fastidiosa antigens genes, Escherichia coli, Erwinia stewartii 
9798. 

coa gene, coagulase, agr locus, mutation, Staphylococcus aureus 928. 

control, isp gene, Bacillus subtilis 923. 

control, trans-activation, AP1 protein binding sites, long terminal repeat, visna 
virus 9167. 

creatine kinase mck gene, enhancers, ras gene inhibition, myoblasts, skeletal 
muscle 6731. 

CryD protein, Bacillus thuringiensis israelensis, Escherichia coli, Bacillus 
megaterium 6877. 

cytochrome P450, cytochrome P450b, cytochrome P450e genes, phenobanrbital 
induction, rats 671. 

development, cyclic AMP regulation, plasmid pDG1, transformation, Dictyosteliu 
discoideum 727. 

developmental genetics, Ultrabithoraxx abdominal A hybrids, Drosophila 6416. 

dexamethasone reduction, cDNA clones, thymus, rats 3180. 

palate reductase genes mice, gene transfer, cloning vectors, adenovirus 
(human), cell lines, man 1768. 

DNA binding, recognition role, trans n Ty1, Saccharomyces cerevisiae 5759 

ONA biosynthesis, early region, MRNA, adenovirus (human) 2 7573. 

DNA, cloning, microinjection, les, Xenopus 10857. 

DONA, competitive nodulation blocking phenotypes, plasmid pSD2, Rhizobium 
leguminosarum 5866. 

DNA nucleotide sequence, growth hormone, Shine-Dalgarno regions, initiation 
codons 9093. 

DNA size, organization, archebacteria 9381. 

pm hac catabolite repression effects on, tetA gene, Escherichia coli 


DNA-directed DNA polymerase pol gene, deletion mutation effects on, DNA 
biosynthesis, in vitro, s Simplex virus 1 958. 

cDNA cloning, cytochrome P450, rabbits liver, Saccharomyces cerevisiae 8875. 

cDNA, glutathione transferase genes, liver, rats 891. 

duck hepatitis virus DNA, cloning, Escherichia coli 9800. 

ducks growth hormone cDNA, nucleotide sequence, Escherichia coli 368. 

early region genes, gene regulation, repression, antigens, adenovirus 640. 

early region genes, promoters, ATF, cyclic AMP, E1A protein induction, adenov 
(human) 5 9703. 

early region genes, regions, promoters, nucleotide sequence requirements, 

lomegalovirus (human) 639. 

early region promoters, BZLF1 gene trans-activation, Epstein-Barr virus 9659. 

efficiency, accuracy, drugs dependence, reviews 3002. 

efficiency, accuracy, ribosomes growth rate, reviews 3001. 

egl gene cloning, plant diseases role, Pseudomonas solanacearum 905. 

en nous retrovirus like DNA, cloning, tissues, mice 2275. 

beh gene transfer, Moloney leukemia virus, retrovirus, cloning vectors 

enhancers, human immunodeficiency virus 1, T cell leukemia virus | tax gene g 
products stimulation, role hosts proteins, infected helper cells 7628. 

env gene, MRNA translocation, gene regulation, rev gene gene products, hume 
immunodeficiency virus 7624. 

envelopes glycoprotein gp64 een nuclear polyhedrosis virus, Orgyia 
pseudotsugata isolates 10232. 

Epstein-Barr virus latent membrane protein genes, cloning, vaccinia virus 
recombinants 9812. 

Epstein-Barr virus, promoters, enhancers, transactivation, regulation 4641. 

Epstein-Barr virus, promoters, regulation, transactivation, enhancers 4640. 

c-erbB-2 gene, epidermal growth factor receptors genes, inflammation, breast 
carcinoma, man 6117. 

Escherichia coli, cloning, Leptospira interrogans pomona antigens genes 7806 

Escherichia coli, cloning, as1-casein cDNA, cattle 1758, 

Escherichia coli, cloning, ubiquitin-protein hydrolase YUH1 gene, Saccharomyc 
cerevisiae 9852. 

Escherichia coli, cloning, xyian endo-1,3-6-xylosidase genes, Bacillus 


nea ed ee ee a 
_ Gene expression, (continued) 


Polymyxa 889. 

sete cor gene transfer, B-glucosidase genes, cloning, Ruminococcus 

us ‘ 

Escherichia coli, gene transfer, adenylate kinase cDNA, muscles, chickens 887. 

Escherichia coli, growth hormone cDNA, cloning, Oreochromis niloticus 9855. 

Escherichia coli, growth hormone cDNA, cloning, Oreochromis niloticus 9858. 

Escherichia coli, hybrids genes, antigens, sporozoites, merozoites, Plasmodium 
falciparum 2846. 

Escherichia coli, Saccharomyces cerevisiae, clonal selection, thymidylate 
synthase + dihydrofolate reductase, Leishmania major 1771. 

estradiol induction, oviduct, Xenopus 4168. 

fibroblast growth factor, CDNA nucleotide sequence, brain, retina, cattle 7276. 

oe ts transformation, nucleotide sequence, cloning, Rous sarcoma virus 

gene, cloning, affinity chromatography, fibronectin-binding protein, 

og Ress aureus 1761. af 2 

fnr gene, fumarate hydratase, aspartate ammonia-lyase, Escherichia coli 1760. 

formate-hydrogen lyase, succinate dehydrogenase, nar gene, Escherichia coli 7649. 

c-fos gene, cyclic AMP induction, mastocytoma cell lines, mice 6116. 

c-fos gene, DNA biosynthesis, 3T3 cells, stimulation, cytomegalovirus (murine) 
early region gene products 124. 

ap + vais gene regulation, N-nitrosodimethylamine induction kidney tumors, rats 


c-fos gene, MRNA levels, growth hormone stimulation, role protein kinase C 
activation, preadipocytes 6121. 

FRS gene, nucleotide sequence, cloning, phenylalanine-tRNA ligase, Saccharomyces 
cerevisiae 8873. 

gene amplification, avian erythroblastosis virus transformed cells, fibroblasts, 
correlation sensitization, minute virus of mice killing, rats 641. 

pce ames ification, deoxyribonuciease EcoRI genes, cloning, Escherichia coli 


gene amplification, gene transfer, spleen focus-forming virus cloning vectors, 
superinfection, wena cells 4707. . x 

gene cloning, catA gene, catB gene, catC igs 8-Ketoadipate metabolic 
pathways, Pseudomonas aeruginosa 8904. 

gene RAD52, Saccharomyces cerevisiae 1551. 

gene regulation, a-amylase mRNA hatlt-life, Bacillus licheniformis 8758. 

gene regulation, catabolite repression, fructose-bisphosphatase, plasmids, 

myces cerevisiae 5673. 

gene regulation, cDNA cloning, glutamate dehydrogenase (NADP*), Neurospora 
crassa 5837. 

gene regulation, human immunodeficiency virus, T cell leukemia virus, reviews 5. 

pe — intragenic domains, Moloney leukemia virus, embryos carcinoma 

is : 

gene lation, nod gene, fix gene, nodulation initiation, development, 
Rhizobium meliloti, roots exudates effects on, Medicago 5693. 

gene regulation, plasmids, gram-negative bacteria, reviews 9015. 

gene regulation, role oxygen, oe: fix gene, nitrogen fixation, 
Bradyrhizobium japonicum ? 

gene regulation, tat gene gene products, trans-acting factor, long terminal 
repeat, equine infectious anemia virus 646. 

me regulation, use anti-sense RNA 688. 
gene replication, transformation, DNA microinjection, telomeres 5774. 

gene 19, T7 5833. 

gene 42, dCMP hydroxymethylase, nucleotide sequence, cloning, phage T4, 
Escherichia coli 5836. 

genes cae ducks enhancers stimulation, transfection, erythroid cells, 
man 756. 


genes B-globin, man, microinjection, enhancers, stimulation, developmental 
stages, gut, mice 798. ; = 
genes, gene cloning, chloramphenicol acetyltransferase, Bacillus subtilis, 
Escherichia coli 3416. ; 
genetic analysis, human immunodeficiency virus 5170. 
, retrovirus, reviews 7017. 
in genes, homologous recombination, man 886. Ps. 7 
globin genes promoters, activation, enhancers, DNA fragments, DNA-binding protein 
binding, hepatitis B virus 7969. * 
i peroxidase genes, cDNA nucleotide sequence, selenium deficiency, rats 


Glycine max, preproglycinin cDNA, cloning, cleavage, post-transiation processing 
879. 


gnd gene, growth rate, Escherichia coli 913. : 
¢-Ha-ras gene, c-erbB gene, 9,10-dimethy!-1 ,2-benzanthracene carcinogenesis 
induction, oral cavity epithelium, hamsters 6119. dis tie 
Halobacterium salinarium bacterio-opsin bop gene, gene transfer, in vivo 
regeneration, bacteriorhodopsin, izosaccharomyces pombe 10907. 
itis B surface antigen genes, dexamethasone stimulation, gene regulation, 
itis B virus 645, 
hepatitis B virus, promoters, enhancers, liver, specificity 4647. =» 
simplex virus, DNA-binding protein, purification, characterization 4949. _ 
simplex virus 1, DNA-directed DNA polymerase, Saccharomyces cerevisiae, 
ing 2833 


herpes simplex virus 2 glycoprotein gG-2 genes, cloning, transfection, 3T3 cells 
3862 


homeobox, cDNA, nucleotide sequence, cloning, rats 261. , 
human immunodeficiency virus, aetna transactivation, herpesvirus (human) 6, 
ired immune deficiency rome 4665. - 

ran immu i virus peo gene, inhibition, antisense phosphorothioate 

Oligodeoxyribonucieotides, infected es T 9638. ‘ 

human immunodeficiency virus tat gene, ra trugiperda cell lines, cloning, 
nuclear polyhedrosis virus, Autographa californica isolates 900. , 

human immunodeficiency virus 1 core protein genes, vaccinia virus recombinants 
7812. . 

human immunodeficiency virus 1 envelopes genes, post-transiation processing, 
Cloning vectors, adenovirus (human) 5, recombinants 3867. ’ 

human immunodeficiency virus 1 long terminal repeat, activation, herpes simplex 
virus 1, induction transcription factors, enhancers binding, infected HeLa cells 
4164. 


Biochemistry Abstracts 2 vol. 19 


Gene expression, (continued) 
insertion sequence |s1 mutants, revertants analysis, Gal gene phenotypes, 
Escherichia coli 823. 
insertion sequence !S30 rearrangements, Escherichia coli 1796. 
int-2 gene, MRNA levels, in situ hybridization, fetuses development, mice 6115. 
a-interferon, B-interferon genes, nuclear factors binding sites, 
association enhancers, human immunodeficiency virus, man 8746, 
a-interferon, phage M13 cloning vectors, man 3777, 
interferon, RNA, 2-aminopurine inhibition, transcription, HeLa cells 3177, 
interleukin 2 receptors, gene regulation, T cell leukemia virus | transactivator 
__ pratein, interaction lymphocytes T transcription factors 1600. 
be eceeasien: cloning, glycoprotein gp220/340 genes, Epstein-Barr virus 
ipt gene, deoxyribonuclease | sensitivity, Ti plasmid, T-DNA 9751. 
17K antigen, posttranslational modification, Rickettsia rickettsii 6242. 
K14 keratin genes, tissues+differentiation specificity, mice 6752. 
kanamycin antibiotic resistance, inheritance, Agrobacterium tumefaciens 
transformation, transgenic plants, Petunia 1673. 
kil gene, ColE1 plasmid, Escherichia coli mutants 8809. 
Klebsiella ozaenae nitrilase bxn gene, cloning, bromoxynil resistance, transgenic 
Nicotiana tabacum 4796. 
B-lactamase ampC gene, ampR gene, cloning, Enterobacter cloacae 2719. 
B-lactamase ampC gene, gene regulation, ampD gene, cloning, B-lactam 
antibiotics antibiotic resistance, Enterobacter cloacae 2721. 
8-lactamase ampC gene, gene regulation, role ampR gene, B-lactam 
antibiotics antibiotic resistance, Pseudomonas, Enterobacteriaceae 2718. 
B-lactamase ampC gene, gene regulation, role ampR gene, ampD gene, ampE gene, 
Enterobacter cloacae 2720. 
lactate dehydrogenase, M, H, cDNA nucleotide sequence, characterization, skeletal 
muscle, rabbits 5858, 
leukemia 1210 cell lines, avarol, tryptophan inhibition 9641. 
lon gene, plasmids cloning vectors effects on, Escherichia coli 8829. 
long terminal repeat, enhancers, human immunodeficiency virus 1, tumor necrosis 
factor a stimulation 7705. 
long terminal repeat, heat shock induction, human immunodeficiency virus 4167. 
long terminal fepeet: human immunodeficiency virus 1, stimulation, role 
lymphocytes T activation, cell surface, CD3 antigen, CD28 antigen, man 4666. 
long terminal repeat, regulatory domains, tat gene trans-activation, human 
immunodeficiency virus 2 3165. 
long terminal repeat, tat protein induction transactivation, simian 
immunodeficiency virus, comparison human immunodeficiency virus 1 4664. 
ppg terre! repeat, transactivation, tat protein, site-directed mutagenesis 
effects on, human immunodeficiency virus 3973. 
lux gene loci, bioluminescence, gene fusion, lac gene, Vibrio harveyi 9832. 
luxA ron, luxB operon, Vibrio harveyi, promoters, alkanal monooxygenase 
(FMN-linked) illumination, Streptomyces coelicolor 874. 
pe pte ce colony-stimulating factors, macrophages, hematopoiesis, cloning, 
NA 1390. 
man B2-interferon cDNA, cloning, Escherichia coli 2817. 
man Sahin growth factor, cloning vectors, construction, signal peptides, 
synthetic genes, enterotoxins, Escherichia coli 845. 
membrane proteins genes, cloning, outer membranes, nucleotide sequence, 
Haemophilus influenzae 4294. 
mice epithelium, keratin genes, cloning, man 876. 
modulation, lysA gene, Corynebacterium glutamicum 5303. 
Moloney leukemia virus RNA-directed DNA polymerase pol gene, cloning, DNA 
biosynthesis, cell lines, man 7852. 
mosquitocidal proteins, Bacillus thuringiensis 2812. 
mutT gene cloning, nucleotide sequence, Escherichia coli 938. 
c-myc gene, differentiation, retinoic acid effects on, embryos carcinoma, mice 
6118. 
c-myc gene, heat shock, cells, mice 10803. } 
c-myc gene, RNA levels, in situ hybridization, embryos development, oogenesis, 
Xenopus laevis 6120. 
neurotensin, lithium potentiation, pheochromocytoma cells, rats 5731. 
nif gene, fix gene, gene regulation, nifA gene, nitrogen fixation, Azorhizobium 
caulinodans 5687. » 
nif gene, fix gene, nitrogen fixation, nifA gene gene products gene regulation, 
izobium meliloti 5686. 
nit-4 gene cloning, gene regulation, nitrate metabolism genes, Neurospora crassa 
10779. 
nitrogen regulator nes, Neurospora crassa 7687. 
hed oan, NOD, gene regulation, roots flavonoids, nod promoter, nodD gene 
gene products, Rhizobium leguminosarum 5703. me : 
nodA gene lacZ gene gene fusion, daidzein induction, Bradyrhizobium japonicum 
8744, 


nos gene,°T-DNA structure, Petunia, Agrobacterium tumefaciens 1676. ae 

nucleotide sequence, hyaluronidase, Streptococcus pyogenes, phages, Escherichia 
coli 6888. 

2'-5' oligoadenylate synthetase mRNA levels, interferon, poly(i)-poly(C) 
induction, tissues, mice 1166. ‘ 

oligodeoxyribonucleotides uptake kinetics, acridine linkage 5022. : 

sn iar Rous sarcoma virus transformed cells, comparison infected cells, chick 
embryos 3161. ; . ‘ 

open eet ah genes, gene regulation, protein biosynthesis delay, 
cytomegalovirus (human) 745. 

operators conversion, proteins +DNA loops, operators 3716. 


overexpression, rons, glyoxylate bypass operon cloning, Escherichia coli 4784. 
varexcresaicn, bonuciesse D, rnd gene, cloning, characterization, Escherichia 
coli 4786. 


p10 gene promoters effects on, nuclear polyhedrosis virus, Autographa californica 
isolates 6754. : ; ; J 

parpAa gene, nucleotide sequence, hybridization analysis, membrane proteins, 

typanosoma brucei 7361. 7 wt ? 

penicillin G acylase, cloning, Arthrobacter viscosus, Escherichia coli, Bacillus 
subtilis 9848. 

penP gene, plasmid pRW83, plasmid pBR322, B-lactamase, Escherichia coli 1759. 

phage OH, DNA, gene regulation, Halobacterium salinarium 9169. 

phage T4, genes, gene 42, nucleotide sequence, deoxycytidylate hydroxymethylase 


e T4, heat shock sigma factor, Escherichia coli moH gene 5571. 
3 ene, phoR gene, Escherichia coli 1749. , 
0-B-galactosidase genes, cloning, Lactobacillus casei 5853. 
hosphotransbutyrylase, butyrate kinase genes, Clostridium acetobutylicum 8903. 
Brotrus-lattern dcmonooxygenase (ATP-hydrolysing), Lampyridae, reviews 7045. 
photosystem II, reaction centers proteins psbA gene, light regulation, 


phar 
phol 


143 


Subject Index 


Gene expression, (continued) 
Synechococcus 10783. ; 
pituitary, rats growth hormone transgenic genes, gene transfer, oocytes, mice 
805. 


plasmid Ti, gene regulation, cytokinins biosynthesis, Agrobacterium tumefaciens 
1653. 

plastids, chloroplasts photooxidation, nuclei, reviews 6007. wee ‘ 

plum pox virus Nia protein cDNA, cloning, proteolysis activity, Escherichia coli 
10890. 

pol gene, RNA-directed DNA polymerase, human immunodeficiency virus, Escherichia 
coli 3912. 

poly-B-hydroxybutyric acid biosynthesis genes, Alcaligenes eutrophus 7830. _ 

promoters, transactivation, inhibition, enhancement, early region ICP27 protein, 
herpes simplex virus 10771. 

protein |i, genes cloning, Neisseria gonorrhoeae 9821. 

C protein mRNA, open reading frames, P protein initiation codons effects on, 
measles virus, adenovirus (human) hybrids 4158. 

proteinase, Erwinia chrysanthemi, Escherichia coli 1762. 

proteinase genes, human immunodeficiency virus, inhibition, Avarol, antiviral 
activity, infected lymphocytes T cell lines 19. - i 

Pseudomonas mattophilia B-lactamase blaS gene, cloning, Escherichia coli 
2814. 

puf operon, transcription termination, Rhodobacter sphaeroides 8074. 

tats a-fetoprotein cDNA, cloning, Escherichia coli, Saccharomyces cerevisiae 


tats cytochrome P450e cDNA, cytochrome P450e production, continuous culture, 
Saccharomyces cerevisiae 8885. 

tecE gene, Bacillus subtilis 1800. 

regulation, DNA inversion, sites specificity, mechanisms, bacteria, reviews 7036. 

regulation, porins, ompR gene, envZ gene, Escherichia coli 1790. 

regulation rotavirus, solution hybridization analysis, MRNA accumulation growth 
cycle 9134. 

regulation, ubiG gene, Escherichia coli 1593. 

tegulatory genes, gene regulation, trans-activator protein, rev gene gene 
products, human immunodeficiency virus 1 1602. 

repeated sequence, ID elements, regulation, fibroblasts, rats 895. 

replication, retrovirus, cloning vectors, Rous sarcoma virus, Rous-associated 
virus, variants, long terminal repeat 2801. 

restriction endonuclease mapping, myristylation, cores proteins, leukemia, murine 
leukemia virus, proviruses, mice 5289. 

retrovirus like elements, development, embryogenesis, mice 147. 

retrovirus vectors, chicken actin, human histones genes 5814. 

RH-42 gene, RH-44 gene, nodC gene, nodulation, Rhizobium leguminosarum 7646. 

ribosomal proteins, genes, nucleotide sequence, Methanococcus vannielii 9325. 

RNA biosynthesis, BHK cells, induction, repression, early region gene products, 
he simplex virus 2 643. 

RNA biosynthesis, diamidinophenylindole inhibition, genomes, late region, 
influenza virus infected cell lines 152. 

pied cartel at herpes simplex virus 1, promyeloid leukemia cell lines, man 
1 yi 

RNA biosynthesis, latency associated genes, transcripts levels, deletion mutant 
effects on, herpes simplex virus 1 1174. 

RNA biosynthesis, nucleoproteins post-transcription regulation, role 5'-terminus, 
3'-terminus long terminal repeat regions, T cell leukemia virus | 4644. 

RNA biosynthesis, thymidylate synthase genes, herpesvirus ateles 146. 

MANA decay, Escherichia coli 5178. 

MRNA levels, La Crosse virus, BHK cells, Culicidae cell lines 3176. 

mRNA levels, yeast-phase-specific yps-3 gene, relationship virulence, heat 
tolerance, strains, Histoplasma capsulatum 8126. 

mRNA, a region identification, promoters, platelet-derived growth factor 
2, megal neo differentiation, man 6710. 

rubella virus E1 structural protein cDNA, cloning, mammalian cells 10908. 

san gene cloning, Escherichia coli 1786. 

secretion, man lysozyme, cDNA, cloning, Saccharomyces cerevisiae 289. 

SerH3 gene hybridization analysis, macronuclei development, Tetrahymena 
thermophila 5842, 

signal peptides, yellow fever virus envelopes proteins, cDNA, cloning, SV40, 
cloning vectors 1769. 

sin operon structure, Bacillus subtilis 2264. 

Sindbis virus, structural proteins, baculovirus, Spodoptera frugiperda, 
processing 5828. 

site-dir mutagenesis, aspartate kinase II, subunit structure, nucleotide 
sequence, translation, Bacillus subtilis 819. 

SOD gene, nucleotide sequence, cloning, superoxide dismutase, comparison 
eubacteria, Halobacterium volcanii, Halobacterium cutirubrum 9814. 

sphingomyelinase genes conn nucleotide sequence, Bacillus cereus 7831. 

sporulation genes, spolVC loci, Bacillus subtilis 5619. 

stetin B genes cloning, use Escherichia coli, man 10920. 

steroid 21-monooxygenase, requirements, cyclic AMP dependent protein kinase, 
regulatory nucleotide sequence, mice 10820. 

stimulation, hepatitis B virus X gene, transactivation function, transfection, 
cell lines, man 6702. 

stimulation, trans-activation, human immunodeficiency virus long terminal repeat 
promoters, Escherichia coli 7695. 

proteins, structure, CDNA nucleotide sequence, Glycine max 10592. 
Str ces aureofaciens bromoperoxidase genes, cloning, Streptomyces lividans 


Streptomyces lividans, cloning, opd gene, membrane proteins phosphotriesterase, 
Flavobacterium 7832. 

subtilin precursors, cloning, nucleotide sequence, Bacillus subtilis 418. 

sucrose induction, liver, rats 7190. 

SV 40, mutants, characterization, enhancers, promoters 6717. 

synthetic cystatin A genes, use Escherichia coli, man 6751. 

synthetic genes, metallothionein, man, cloning, Escherichia coli 2829. 

pig Fe guise ribonuclease A, cattle, site-directed mutagenesis, Escherichia 
col 

synthetic tat gene, transactivator protein, human immunodeficiency virus, 
oligonucleotides synthesis, ligation, DNA, plasmids, cloning vectors 1552. 

targeted, ras gene, myc gene, transgenic mice, reviews 888. 

teichoic acids, DNA nucleotide sequence, Bacillus subtilis 1705. 

- temperature-sensitive, recombinants, Saccharomyces cerevisiae 7840, 
Melo pe Aa oa oxidase, cDNA nucleotide sequence, cells, Coptis japonica 


Thauumatococcus daniellii thaumatin cDNA, cloning, secretion, Bacillus subtilis 
thr gene, cloning, Brevibacterium lactofermentum, Escherichia coli 868. 


Gene expression, (continued) j : 

Thunnus thynnus growth hormone cDNA, gene transfer, plasmids, Escherichia co 
9857. 

tipA gene, cloning, thiostrepton effects on, Streptomyces lividans 9831. 

tomato bushy stunt virus, RNA, gene mapping, genomes 4137. _ , 

trans-activation, adenovirus promoters early region, cyclic AMP induction protein 
kinase effects on, pheochromocytoma cells, rats 4643. ‘ : 

trans-activation, recombinant i i gene products, mRNA biosynthesis 
requirements, human immunodeficiency virus 7626. } 

transcription factor SIl genes, human immunodeficiency virus 1 infected helper 
cells, man 4165. 

transcripts isolation, herpes simplex virus 1 latent infection, trigeminal 
ganglia, man 145. 

transforming growth factor-« cDNA, secretion, skin grafts, cells 3178. 

transforming growth factor-61 regulation its own, kidney, rats 3179. 

translation initiation, late genes, phage \, Escherichia coli 9595. 

transposon Ty, promoters mutation, gene fusion, Saccharomyces cerevisiae 5762 

tripeptide permease, tppB locus, Salmonella typhimurium 1589. 

a-tropomoysin genes, gene regulation, muscles, rats 731. 

tubulin mRNA destabilization, heat shock, Tetrahymena pyriformis 8088. 

uncG gene, Escherichia coli 5822. 

uracil-DNA glycosylase, ung gene, nucleotide sequence, Escherichia coli 291. 

vaccinia virus, temperature-sensitive mutant, characterization, DNA-directed RNA 
polymerase, transcription 4857. 

vesicular stomatitis virus glycoproteins genes, adenovirus (human) 5 cloning 
vectors, HeLa cells 6856. 

Vibrio cholerae nanH gene, sialidase, Escherichia coli 2822. 

Vitreoscilla hemoglobin genes, nucleotide sequence, cloning, Escherichia coli 
4813. 

Xfin tl nucleotide sequence, characterization, finger motif, Xenopus laevis 
10617. 


Yarrowia lipolytica saccharopine dehydrogenase LYSS5 gene, cloning, 
transformation, Escherichia coli 860. 
yeasts, tRNA genes, introns, effects on, transcription, Dictyostelium discoideum 
1774. 
Gene families, 
acetylcholine receptors, protein 83, cDNA nucleotide sequence, brain, rats 
83 


Alu element, negative regulatory enhancers, characterization, monkeys 6443. 

B2 gene, gene expression enhancement, DNA-directed RNA polymerase Ill 
transcription complex formation, SV40 transformed cells, mice 4657. 

carcinoembryonic antigen like, CDNA nucleotide sequence, rats 7398. 

carcinoembryonic antigen, nucleotide sequence, man 10546. 

chorion proteins, egg shells, Schistosoma mansoni, nucleotide sequence 3379. 

complement receptors, cDNA nucleotide sequence, mice 3459. 

a genes, nucleotide sequence, evolution, comparison rats mice man 


eo P450, nucleotide sequence, mRNA expression, polymerase chain reactic 
evolution, introns, exons, calcitonin, EF hand calcium-binding protein genes 

guastite transferase, gst-1 gene nucleotide sequence Caenorhabditis elegans 
ayceraidehyde<-phoephat dehydrogenase, gene mapping, Caenorhabditis elega! 


heat or: proteins HSP70, nucleotide sequence, characterization, Arabidopsis 


histone genes, expression, mRNA accumulation, DNA mediated gene transfer CH 
cells, mice 975. 

histones, cloning, characterization, Tilapia 8954. 

ible oa heavy chains, variable region, genes, hybridization analysis, 
man , 

immunoglobulins variable region, deletion mapping, mice 9451. 

immunoglobulins variable region loci, linkage analysis, man 3495. 

kallikrein, nucleotide sequence, expression, rats 8563. 

Ne -transporting ATPase, regulatory regions, nucleotide sequence, man 

Phycobiliproteins, phycobilisomes, cloning, hybridization analysis, nucleotide 
sequence, Calothrix 2316. 

potassium channels cDNA nucleotide sequence, brain, rats 8350. 

proline containing proteins, restriction fragment length polymorphism, man 565, _ 

en kinase, cDNA nucleotide sequence, polymerase chain reaction 


prothymosin a cDNA nucleotide sequence, transport, man 8337. 
rats, containing genomes, nucleotide sequence, gene products analysis, Harvey 
sarcoma virus 79. : 
ribonuclease, eosinophil-derived neurotoxin cDNA nucleotide SEQUeNOG: man 85¢ 
Shaker gene, potassium channels genes, nucleotide sequence, Drosophila 6403. 
bist ehcaames factor ATF transcription factor AP-1 immunological cross-reactivity 
Gene frequency, 
aie: on ribosomes biosynthesis, L2A 
Gene fusion, 
Agrobacterium tumefaciens promoters, Serratia marcescens chitinase chiA gene 
chimeras, transformation, gene transfer, gene expression, Nicotiana tabacum 8! 
aprE gene+lacZ gene, subtilisin, Bacillus subtilis 826. 
ber gene+abi gene, detection, polymerase chain reaction, chronic myeloid 
leukemia, man 10191. 
BCR gene, ABL gene oncogenes, expression, acute lymphatic leukemia, man 
cea gene, gene expression, colicin E1 804. 
chloramphenicol actyl transferase gene, amino acids biosynthesis, plasmidpMoN 
Lotononis bainesii transformation, Agrobacterium tumefaciens 8810. 
cloning vectors, a-interferon gene expression, speA gene genetic control, 
bacteria 9707. 
Escherichia coli enterotoxins 1798. 
evolution, nucleotide sequence, TRP1 gene, Phycomyces blakesleeanus 6576. 
gag gene, pol gene, protein biosynthesis, ribosomes frameshifting, in vitro, 
_ human immunodeficiency virus 1 3083. 
himA gene, pheT gens, pheST operon, Escherichia coli 799. | 
hordein B1 genes, 5'-terminus, flanking region, chloramphenicol acetyltransfera: 


gene, L2B gene, Saccharomyces cerevisi 


enes, regulation gene exproesiini; Agrsbactorae tumefaciens transformatio 
__ Nicotiana tabacum 689. 
int gene+lacZ gene, plasmids systems, Escherichia coli 5778. 
y-interteron, a1-proteinase inhibitors genes, Saccharomyces cerevisiae 
ubiquitin synthetic genes, gene expression, fusion proteins production 10897. 


Gene fusion, (continued) 
lac gene, bioluminescence, lux gene loci, Vibrio harveyi 9832. 
Soe: genes, lysine decarboxylase, arginine decarboxylase, Escherichia coli 


lactate dehydrogenase A genes, mice, chloramphenicol Bee wensterese genes, 
poring coli, gene transfer, gene expression, cyclic AMP effects on, CHO 
ce ; 

peer: fla gene, B-galactosidase activity, phage Mu, Escherichia coli 


ore ee gag gene, T cell leukemia virus |, gene expression, Escherichia coli 


vena peste regulation, putA gene, putP gene, ginG gene role, Escherichia 

i 3 

lacZ gene, MRNA levels, sporulation, Bacillus subtilis 6108. 

lacZ gene, pur operon, translation, Bacillus subtilis 9839. 

lacZ gene, unc gene, Escherichia coli 9725. 

lacZ gene+lacY gene, kanamycin antibiotic resistance, bacteria 3810. 

LT-lla operon, enterotoxins genetics, Escherichia coli 1348. 

metF gene lac ee operators mutation, phage A cloning vectors, Salmonella 
typhimurium 4812 

mice metallothionein genes, man = hormone genes, microinjection, gene 
expression, eggs, Salmo salar, Salmo gairdneri 8812. 

muc gene lacZ gene, plasmid pR rep region, muc gene expression, regulation SOS 

ir, plasmids 1550. 

dA gene lacZ gene, gene expression, daidzein induction, Bradyrhizobium 

j icum 8744. 

nodD gene+lacZ gene, nodY gene+lacZ gene, Bradyrhizobium japonicum 3721. 

nucleotide sequence, frameshift mutant suppression, racC gene, recE gene, 
Escherichia coli 9421. 

ompC gene+lacZ gene, Salmonella typhimurium, phage A cloning vectors 9776. 

phoA gene+cholera toxin, cloning vectors, Vibrio cholerae 7793. 

phoA gene, plasmids, Escherichia coli 10861. 

plasmids cloning vectors, Escherichia coli 3814. 

Promoters mutation, transposon Ty gene expression, Saccharomyces cerevisiae 5762. 

soi gene+lacZ gene, oxidation stress, Escherichia coli 527. 

ssp gene+lacZ gene, gene regulation, spores proteins, Bacillus subtilis 1647. 

systems, i Specificity, antibodies production 3808. 

systems, phage A repressors, Gram-negative bacteria 3806. 

toxins subunits genes, cloning, gene amplification, Vibrio cholerae 4807. 

trp gene, anthranilate synthase genes, cloning, nucleotide sequence, Rhizobium 
meliloti 9846. 

unc gene, lacZ gene, Escherichia coli 9725. 

vectors, streptokinase, Streptococcus equisimilis 5803. 


Gene libraries, 
antibiotic resistance mapping, chromosomes, Escherichia coli 6804. 
construction, cDNA cloning vectors, phage A, description 2804. 
construction, flow cytometry, chromosomes sorting methodology 7224. 
construction, nif gene cloning, recombinants characterization, gene mapping, 

Azospirillum brasilense 894. 
construction, screening, cDNA, hormones, pituitary, chickens 896. 
cosmids, screening methodology, use chromosome walking 5207. 
directional CDNA, construction methodology 10189. 
CDNA construction methodology, polymerase chain reaction, mammalian cells 7231. 
CDNA, construction methodology, use cytoplasmic RNA, absence role 
poly(A)-containing RNA 5081. 
cDNA, \, cryopreservation liquids nitrogen 1214. 
gene mapping, restriction te i length polymorphism, DNA probes, data, data 
banks, genomes, man 1 3 
genomes, construction methodology, use 1 microgram DNA 7240. 
genomic libraries, differential screening, use cloning tissue-specific genes, 
Arabidopsis thaliana 190. 
guidelines, Clinical Genetics Society, man 8011. 
plasmids, cDNA, electroporation methodology 1696. 


ace Epecnareoad nucleotide sequence, glyoxylate bypass, Escherichia coli 
1456. 
antibiotic resistance, chromosomes, Escherichia coli, gene libraries 6804. 
appA gene, acid phosphatase, Escherichia coli 1717. 
Ee pyrB gene, recombination role, plasmids stability, Escherichia coli 
7. 


caa-cal operon, mRNA, transcription termination, DNA 5068. 

capsid protein genes, 3'-terminus, RNA, pe pox virus 74. ; 

chi t cells attachment, cellulose biosynthesis, Agrobacterium 
tumefaciens 1707. 

Cir gene, promoters, Escherichia coli 1750. ; : 

cloning, agrocinopine agrocin loci, plasmid pTiC58, Agrobacterium tumefaciens 
824 


Cloning, r rs, ban , P1 pr s, Escherichia coli 5624. 

Boning, rane, <dlopanes,calaboism, sobiscionss aeruginosa 4785. 

Colicins genes, plasmid pCHAP4 4295. ’ 

cot gene, cloning, spore coats proteins, Bacillus subtilis 814. 

data, data banks, genomes, man 10368. : 

DNA, cell surface proteins, characterization, minute virus of mice, mice 3342. 

DNA enterobactin regions, nucleotide sequence, transcripts, fes gene, fep gene, 
Escherichia coli keer saa “teed 

DNA homology, genes ing, B- mase, plasm : 

DNA, hybridization i eee cloning, Halobacterium volcanii 9326. 

DNA, micronuclei genomes, Euplotes crassus 1388. ' ‘ 

DNA, restriction endonuclease mapping, Epstein-Barr virus, nasopharynx carcinoma 
isolates 8273. 


envelopes glycoprotein gp64 A a nuclear polyhedrosis virus, Orgyia 
pseudotsugata isolates 10232. 

epr gene, proteinase, Bacillus subtilis 3552. , 

erythromycin antibiotic resistance, plJ702 plasmid, ermE gene, production, 


Saccharopo ‘a erythraea 7731. 
otharolamnephoophovanstrase EPT1 gene, cloning, Saccharomyces cerevisiae 2615. 
genes loci, pSLT plasmid role, Salmonella typhimurium 4413. 


spumaretrovirus, phylogeny, relationship human immunodeficiency virus, 
retrovirus 4141, 


netic on geste 3302. 

Repatits B virus, RNA-directed DNA polymerase, genes, pol gene 4865. 

herpes simplex virus 1, DNA, nucleotide sequence, repeated sequence, genomes 
4385. 

eres (bovine) 1, hybridization analysis, radioactive labelling, RNA 


tion, rabbits 4136. : 
histocompatibility locus HLA D region, mice 10297. 


Biochemistry Abstracts 2 vol. 19 


Gene mapping, (continued) 


hns gene, Escherichia coli 5290. 

Hox-2 gene, conservation, mice 8531. 

hup gene cloning, hydrogen uptake, characterization, Rhizobium leguminosarum 505. 

hybridization analysis, chromosomes, separation techniques, orthogonal field 
alternation gel electrophoresis, Candida maltosa 181. 

hybridization analysis, cloning, serine-rich protein pseudogenes, chromosome XV, 
Saccharomyces cerevisiae 292. 

hybridization analysis, DNA, early region SH id expression, Epstein-Barr 
virus, nasopharynx carcinoma isolates 6479, 

hybridization analysis methodology, DNA ligase mediation genes detection 2204. 

hybridization analysis, nucleotide sequence, chromosomes, Escherichia coli, 
Shigella dysenteriae, Salmonella typhimurium 10227. 

oo genomes segments, double-stranded RNA, bluetongue virus isolates 

immunoglobulins, genes, variable region, light chains 4326. 

IncQ plasmid, gram-negative bacteria, reviews 9009. 

lacZ gene, gene regulation, putA gene, pute gene, ginG gene role 3720. 

linkage analysis, Erwinia chrysanthemi 9361. 

linkage, restriction endonuclease mapping, computer applications 3809. 

lipoprotein ApoB-100 genes, mRNA transcripts, man 36. 

loci, suppressor mutant, Salmonella typhimurium, Escherichia coli 9255. 

major sperm protein genes, Caenorhabditis elegans 399. 

miaA gene cloning, A2-isopentenyl adenosine, Escherichia coli 7821. 

mumps virus, MRNA, nucleotide sequence 4140. 

Mx gene, chromosome 16, role influenza virus disease resistance, mice 3474. 

nif gene cloning, recombinants characterization, gene libraries construction, 
Azospirillum brasilense 894. 

nif gene, nucleotide sequence, Azotobacter vinelandii 9403. 

nitrogen fixation, nif gene, transposons, mutagenesis, identification, 
Rhodobacter capsulatus 2262. 

nucleotide sequence, cytomegalovirus (human), capsids, assembly, proteins 4345. 

nucleotide sequence, bs i gene, Salmonella typhimurium 3530. 

nucleotide sequence, subtilin precursors, Bacillus subtilis 418. 

nucleotide sequence, loots oy Tn4651, transposon Tn4653, toluene 
biodegradation, Escherichia coli 9758. 

pause sites, (ranscription, characterization, phage T7, Escherichia coli 5576. 

pfi Best formate acetyltransferase-activating enzyme, formate acetyltransferase, 

scherichia coli 3384. 

PFY gene, nucleotide sequence, profilin, actin-binding protein 5296. 

phages, pulsed field gel electrophoresis, release factors, Escherichia coli 7106. 

pot See Ae tink restriction endonuclease mapping, Tn5 transposons, F factors, 

scherichia coli 5318. 

pili, a-hemolysin genes, urinary tract virulence, Escherichia coli 4782. 

Pim-1 gene, mice 451. 

plasmid Collb-P9, incompatibility, conjugation, bacteria 764. 

plasmid R1, stability system identification 518. 

projects, nucleotide sequence determination, genomes, man 3568. 

promoters, isolation, characterization, Streptococcus cremoris 515. 

promoters, phage 29 transcription gene regulation, early region, Bacillus 
subtilis 7652. 

protein P, porins, cloning, oprP gene hybridization analysis, outer membranes, 
Escherichia coli, Pseudomonas aeruginosa 463. 

pseudorabies virus, strains, genes, immediate-early gene 2298. 

pulse-field-gradient gel electrophoresis, Caulobacter crescentus 7531. 

recB gene, recC gene, recD gene, Proteus mirabilis, Escherichia coli 1807. 

restriction endonuclease mapping, DNA, genomes, mitochondria, Agaricus 
brunnescens 244. 
IB gene loci, endonuclease, \ phage transduction, Escherichia coli 9418. 

tRNA Tyr genes, Drosophila melanogaster 9488. 

Sindbis virus, temperature-sensitive mutant, RNA biosynthesis, complementation 
5117. 

spo0A gone. spo0B gene, spoOF gene, sporulation mutants, Bacillus subtilis 8581. 

tomato bushy stunt virus, RNA, gene expression, genomes 4137. ; 

transcription termination, malEFG operon, nucleotide sequence, Escherichia coli 
5067 


transduction phage As3, transposons, marine microorganisms, Vibrio 7372. 

transposons, mutagenesis, nif gene, nitrogen fixation, Rhodobacter capsulatus 
2262. 

vaccinia virus, proteins, nucleotide sequence, MRNA 4138. 

zinc finger protein mice, chromosome 10, mice 6730. 


Gene products, 


bel3 gene, spumaretrovirus, amino acid sequence, predictions, homology gene 
oducts, open reading frames, 3’terminus, human immunodeficiency virus 2 1141. 
BZLF1 gene, Epstein-Barr virus, effects on latency comparison productive 
promoters, lymphoid cells 6705. 
characterization, Bacillus circulans, xylan endo-1-3-B-xylosidase genes 
expression, Escherichia coli 10851. 
characterization, fic gene mutation, Escherichia coli 6896. 
cir gene, colicin | receptors, Escherichia coli 1750. 
cysB gene, Erwinia carotovora carotovora 933. 
ONA replication, mitochondria 4564. aisaeee 
DnaA gene, DNA biosynthesis, function, transcription, Escherichia coli 9549. 
—6 gene, enhancement DNA biosynthesis, papilloma virus (bovine) 1 plasmids, eggs, 
‘enopus laevis 6642. , ¢ 
E2 gene, papilloma virus (human), baculovirus expression vectors, DNA binding 
activity, condyloma acuminatum 9955. : 
EIA “ria E1B gene, transcription, adenovirus, gene expression, transformation 
2664. 
bar ion, cytomegalovirus (murine), stimulation c-fos gene gene expression, 
dD A Bicyrinenie, 373 cells 124. ’ 
early region, DNA-binding protein, binding sites, nucleotide sequence, DNA, 
enhancers, papilloma virus (bovine) 1981. 
Escherichia coli, phage ®X174 DNA replication, in vitro 9592. seats 
GAL4 gene, Saccharomyces cerevisiae, gene transter, promoters activation, RNA 
biosynthesis stimulation, Drosophila melanogaster 746. 
a gene, herpes simplex virus, transcription, activation, adenovirus, 
promoters, cloning vectors 2794. nit: BL cules oes 7) 
X gene, T cell leukemia virus II, role mRNA accumulation, identification cis 
regulatory elements 2139. s : 
gene 32, stimulation protein UvsX binding single-stranded DNA, role 
recombination, phage T4 8969. 


ne 33, phage 14, binding RNA-directed RNA polymerase, Escherichia coli 9960. 
gene 5; ONAI inding pete, binding kinetics, Glpediecayribonucielc acids, 
stoichiometry, phage M13 4944. 


gene 5, DNA-binding protein, poly(A) binding, dissociation, N.M.R., phage M13 


145 


Subject Index 


Escherichia coli 9675. 


Gene products, (continued) Gene regulation, (continued) 
4943, 


herpes simplex virus 2 pally region, mediation induction, repression, hosts gene 
expression, RNA biosynthesis, BHK cells 643. : 
identification, dpnM gene, dpnA gene, dpnB gene, Streptococcus pneumoniae 1766. 
identification, murE gene, murF gene, Escherichia coli 919. Ahad 
immediate-early gene ICP4, herpes simplex virus, genes, D gene, DNA-binding 
protein, transcription, regulation 2969. 3 
lek gene, c-sre gene, protein-tyrosine kinase, cytoskeleton, polyoma virus, 
middie T antigen, binding 2973. : 
mre region, nucleotide sequence, mreB gene, Escherichia coli 6544. 
v-myb e, DNA-binding protein, avian myeloblastosis virus, DNA binding, role 
transformation 4945. % 
v-myb gene, truncated, expression, transfection, embryo fibroblasts, chickens 
761 


c-myc gene, E1A gene, adenovirus (human), gene expression, promoters, E4 gene, 
transcription, activation 2748. , 

nahR gene, nucleotide sequence, plasmids, DNA binding, Escherichia coli 4406. 

nef gene, repressors, inhibition RNA biosynthesis, long terminal repeat, human 
immunodeficiency virus 1 990. ; 

nifA gene, gene regulation, gene expression activation, nit gene, fix gene, 
nitrogen fixation, Rhizobium meliloti 5686. } 

nodD gene, DNA binding, role nod gene gene regulation, Rhizobium meliloti 5961. 

nodD A ae gene regulation, nod gene gene expression, Rhizobium leguminosarum 
5703. 


ntrC gene, Bradyrhizobium japonicum, role, regulation, glutamine synthase II 
genes 3768. 
ompT gene, proteinase, outer membranes, Escherichia coli 4301. 
open reading frames, 3'terminus, human immunodeficiency virus 2, amino acid 
sequence, predictions, homology bel3 pete gene products, spumaretrovirus 1141. 
SoRidid G9 gene, pro gene, T cell leukemia virus I! mapping, translation DNA 
nes 9087, 


protein NifA, nifA gene, Klebsiella pneumoniae 934. 

rev gene, gene regulation, env gene gene expression, role MRNA translocation, 
human immu ficiency virus 7624. 

rev gene, trans-activator protein, gene regulation, gene expression, regulatory 
genes, human immunodeficiency virus 1 1602. 

synthetic gag gene, N-terminus, chemical modification, myristic acid, human 
immunodeficiency virus 1, expression, Saccharomyces cerevisiae 9791. 

tat gene, recombinant, trans-activation gene expression, MRNA biosynthesis 
requirements, human immunodeficiency virus 7626. 

tat gene, trans-acting factor, long terminal repeat, gene regulation, gene 
expression, equine infectious anemia virus 646. 

tax gene, T cell leukemia virus |, role hosts proteins, T cell leukemia virus | 
cm immunodeficiency virus 1 enhancers gene expression, infected helper cells 

UL9 binding, DNA replication origins, herpes simplex virus 1 7581. 

VirD2 protein, virD2 gene, Ti plasmid, Agrobacterium tumefaciens 912. 

Gene regulation, 

adenovirus, mRNA, processing, polyadenylation, sites 4162. 

adenovirus, mRNA, splicing, polyadenylation, mutants 4166. 

adenovirus, serotypes, promoters, early region E1A, transcription 2737. 

amdS promoter, enterotoxins, Escherichia coli 8830. 

ampD gene, gene expression, B-lactamase ampC gene, B-lactam antibiotics 
antibiotic resistance, Enterobacter cloacae 2721. 

ampR gene, ampD gene, ampE gene, gene expression, B-lactamase ampC gene, 

=nterobacter cloacae 2720. 

antigens repression, gene expression, early region genes, adenovirus 640. 

antisense phosphorothioate oligodeoxyribonucleotides, inhibition gene expression, 
human immunodeficiency virus rev gene, infected lymphocytes T 9638. 

apolipoprotein C-lll, transient expression assays, HeLa cells 9652. 

arabinose operon, models, DNA loops, Escherichia coli 9727. 

asnC gene AsnC protein, Escherichia coli 5638. 

autoregulation, araC gene gene expression activation, Escherichia coli 7641. 

biosynthesis enzymes, Bacillus subtilis, reviews 55. 

bop gene, bacterioopsin, Halobacterium salinarium 9671. 

bop if sve brp gene, bat gene, bacterio-opsin, Halobacterium salinarium 7643. 
AB operon, carA gene nucleotide sequence, Salmonella typhimurium 9697. 

catB gene, catC gene, promoters, location, Pseudomonas putida 939. 

on gene, Synechococcus 10785. 

celE gene, sire Diag, Thermomon ra fusca 7618. 

cytochrome-c oxidase, heme, COX5a gene, COX5b gene, HAP2 gene, REO1 generole, 
Saccharomyces cerevisiae 5629. 

cytochrome-d oxidase, cyd operon, Escherichia coli 1634. 

cytomegalovirus (human), phosphoproteins, promoters, activation 5627. 

daidzein induction gene expression, nodA gene lacZ gene gene fusion, 
Bradyrhizobium japonicum 8744. 

detA gene, role dicarboxylic acid transport, Rhizobium 5705. 

dexamethasone, stimulation gene expression, hepatitis B surface antigen genes, 
hepatitis B virus 645. 

dicB gene regulation loci, Escherichia coli 5641. 

ba’ SUSE ald calcium-binding protein mRNA levels, chickens 

Ella gene, transcription, promoters, E1a protein, DNA binding 6708. 

environmental factors, alginic acid production, role pathogenesis, cystic 
fibrosis, Pseudomonas aeruginosa, reviews 8005. 

fixA gene, fixBC operon, Bradyrhizobium japonicum 1655. 

Fnr peane NarL protein, nar gene promoters, nucleotide sequence, Escherichia 
coll 5 

gene amplification, chelatin CUP1 gene, copper resistance, genes 3712. 

gene expression, a-amylase mRNA half-life, Bacillus licheniformis 8758. 

gene expression, a-tropomoysin genes, muscles, rats 731. 

gene expression, catabolite repression, fructose-bisphosphatase, plasmids, 
Saccharomyces cerevisiae 5673. 

gene expression, cDNA cloning, glutamate dehydrogenase (NADP*), Neurospora 
crassa 5837. " 

gene expression, human immunodeficiency virus, T cell leukemia virus, reviews 5. 

gene expression, nod gene, fix gene, nodulation initiation, development, 
Rhizobium meliloti, roots exudates effects on, Medicago 5693. 

gene expression, plasmids, gram-negative bacteria, reviews 9015. 

. gene expression, regulatory genes, trans-activator protein, rev gene gene 

products, human immun iciency virus 1 1602. 

gene expression, tat gene gene ucts, trans-acting factor, long terminal 
tepeat, equine infectious anemia virus 646. 

gene expression, use anti-sense RNA 688. 

genes, lac gene, gene fusion, lysine decarboxylase, arginine decarboxylase, 


nes nucleotide sequence, plastocyanin, Anabaena 8281. a 
Rema, ANB1 gene, CYC7 gene, ROX1 gene role, Saccharomyces cerevisiae 56 
hepatitis B virus, DNA-binding protein, tissues, specificity, enhancers 2992. 
herpes simplex virus 1, genes, ICP 27 gene, deletion mutant, characterization, 

transcription, DNA 3175. : e i 
hlyR gene, hemolysins biosynthesis, secretion enhancement, Escherichia coli 56 
hormones, IGF-II, MRNA levels, development, adrenal yee gonads, man 403. 
iiVGMEDA operon, point mutation, Escherichia coli 9680. 
incQ plasmid, gram-negative bacteria, reviews 9009. 

IncW plasmid, gram-negative bacteria, reviews 9011. ‘ 

interleukin 2 receptors gene expression, T cell leukemia virus | transactivator 
protein, interaction lymphocytes T transcription factors 1600. : 

Ha age domains, gene expression, Moloney leukemia virus, embryos carcinor 

cells 2726. 
iron, cir gene, Escherichia coli 1750. " 
iron, siderophores biosynthesis, Pseudomonas putida 2733. 
kmr gene, kanamycin, antibiotic resistance, growth conditions effects on, 

Streptomyces kanamyceticus 9695. 
lac operon, Escherichia coli, mathematical models, methodol! 3763. 
B-lactamase ampC gene, ampR gene, cloning, Enterobacter cloacae 2719. 
lacZ gene, gene fusion, pur operon, translation, Bacillus subtilis 9839. 
lignin peroxidase eal Phanerochaete chrysosporium 8751. 
lux genes cyclic AMP receptors proteins, Vibrio fischeri 3771. 
luxR gene, luminescence, Vibrio fischeri 9706. 
mal regulon, MalK protein overproduction, Escherichia coli 6764. 
metR gene, Salmonella typhimurium 738. 
motA gene, MotA protein overproduction, motility, Escherichia coli 1649. 
nif gene gene expression activation, nitrogen fixation, Rhizobium meliloti 5688. 
nifA gene, anfA gene, vnfA gene, nitrogenase, Azotobacter vinelandii 9726. 
nifA gene, fixK gene, cloning, fixd gene effects on, Rhizobium meliloti, 

Escherichia coli 5725. 
nifA gene gene products, gene expression activation, nif gene, fix gene, nitroger 

fixation, Rhizobium meliloti 5686. 
nifA gene, nif gene, fix gene gene expression, nitrogen fixation, Azorhizobium 

caulinodans 5687. 
nifA gene, nifH gene, transcription activation, Rhizobium meliloti 9721. 
nitrate metabolism genes, cloning, gene expression, nit-4 gene, Neurospora cra: 

10779. 
nitrogen fixation nif gene, Azorhizobium caulinodans, in vitro, in vivo, nodules, 

Sesbania rostrata 8740. 
nod gene, role nodD gene gene products binding DNA, Rhizobium meliloti 5961 
nodABC gene, nodD gene, nodY gene, isoflavones effects on, Bradyrhizobium 

japonicum 3721. 
nodulation, nodD gene alleles, Rhizobium meliloti 5635. 
bat | sala nifA gene gene expression, nitrogen fixation, Azorhizobium caulinoda 


nucleotide sequence, GAL11 gene role, GAL1 gene, GAL7 gene, GAL10 gene, 
Saccharomyces cerevisiae 5677. 

omp1 gene, Chlamydia trachomatis 1650. 

ornithine cyclodeaminase genes, nucleotide sequence, plasmid C58 5410. 

phage ®H, DNA, gene expression, Halobacterium salinarium 9169. 

erage P1 prophages, ban gene, Escherichia coli 5624. 

fe ons — gore, Sapien coli 799. 

phos luconate y' Nase, gnd gene genes cloning, gene expression, gro 
rate, acherichia coli a0 - 

plasmid pWWO, benzoic acid induction 5620. 

plasmid P1, parB gene, parS gene, Escherichia coli 1654. 

pobre virus, transcription, initiation, termination, RNA, splicing 2173. 
RB1 gene, yeast proteinase B isolation, restriction endonuclease mapping, 
Sa romyces cerevisiae 1596. 

proC gene, Salmonella typhimurium: 4626. 

rab hati alcohol dehydrogenase II, RNA initiation, Saccharomyces cerevisiae 

eos, genes cloning, use plasmid pML24 cloning vectors, Escherichia coli 

promoters, Micromonospora echinospora 1638. 

protein biosynthesis delay, gene expression, genes, open reading frames, 
cytomegalovirus (human) 745. 

M protein, nucleotide sequence, Pheer pyogenes type 12 1591. 
ptsH-pts!-crr ron, transcription, Escherichia coli 9155. 

PUT2 gene, deletion mutant analysis, proline induction, TATA box, Saccharomy 
cerevisiae 5630. 

pve a. putP gene, ginG gene role, lacZ gene gene fusion, Escherichia coli 


pyr gene, DNA-directed RNA polymerase pausing, Escherichia coli 7654. 

PyrBl operon, pyrimidines, Escherichia coli 9723. 

pyrC gene regulation regions characterization, Salmonella SeHIUN A 5637. 

recA gene, gene regulation, transcription induction kinetics, Pseudomonas 
aeruginosa 8784. 

recA gene, Pseudomonas aeruginosa 8784. 

ref gene, P1 phage 7648. 

rev gene gene products, gene expression, env gene, role mRNA translocation, hur 

__ Immunodeficiency virus 7624. 

Ae eee carboxylase, MRNA characteristics, Rhodospirillum rubru 


RNA biosynthesis activation, opsin genes, retina, rats 623. 

ee enhancers mutants, revertants, SV40, host range, mammalie 
cells 642, 

RNA biosynthesis, open reading frames, replication defective mutant effects on, 
papilloma virus (bovine) 1 1595. © 

RNA biosynthesis, SP1 protein transcription factors binding domains, interactior 
DNA-binding protein, long terminal repeat, human immunodeficiency virus 1 86 

MANA levels, insulin-like growth factor Il, myoblasts differentiation, skeletal 
pre mice aS ‘ °C 

role ampR gene, B-lactamase am ine gene expression, B-lactam 
antibiotics antibiotic resistance, Peeidononad: Eaorebattacean 2718. 

pi A all nif gene, fix gene, nitrogen fixation, Bradyrhizobium japonicum 


hae hoabi gene, nucleotide sequence, extracellular proteins, Bacillus subtilis 


role Z transactivator, responsiveness regions mapping, promoters, Epstein-Barr 
virus 9658. 


tuv operon structure, cloning, Escherichia coli 7644. 
secA gene, SecA protein secretion, Escherichia coli 5623. 


146 


Gene regulation, (continued) 
secA gene, SecA protein secretion, Escherichia coli 5623. 
spc ron, MANA processing, Escherichia coli 6026. 
sporulation, cloning, spoVH operon, Bacillus subtilis 1651. 
sporulation, spollE operons promoters characterization, Bacillus subtilis 2732. 
ssp gene, Bacillus subtilis 1647. 


starvation, genes identification, characterization, Salmonella typhimurium 1648. 
ah ena aoe operons, glucose, effects on promoters, MRNA, Bacillus 


transcription, celE gene, Thermomonos; 
transcription, early region, promoters, © 29, Bacillus subtilis 7652. 
transcription, ftr gene, flagella genes, Caulobacter crescentus 10770. 
transcription, role E2 gene, DNA binding, papilloma virus (bovine) 1 5951. 
yack teal TMP1 gene, thymidylate synthase, upstream activating sequence, 
i : myces cerevisiae 5632. 
tripeptide olsen tppB locus, Salmonella typhimurium 1589. 
tsx gene, Escherichia coli 1635. 
uidA gene, transcription, translation, Escherichia coli 621. 
uncA gene, uncG gene, Escherichia coli 1645. 
up-regulation, CD4 antigen a mediation, human immunodeficiency virus tat 
gene, gene transfer, lymphoblastoid cell lines, lymphocytes T 1599. 
uvrC gene, plasmid pPVS02 probes, transcription, promoters, Escherichia coli 852. 
vir gene, transcription activation, virulence, Shigella flexneri 9674. 
virA gene, virG gene, Agrobacterium tumefaciens 3770. 
xyl restate xylose induction, Bacillus subtilis 5622. 
zinc Krox-20 gene, c-fos gene, mice 6730. 
Gene transfer, 
adenylate kinase cDNA, chickens muscles, gene expression, cloning vectors, 
Escherichia coli 887. 
Agrobacterium tumefaciens mediation, cloning vectors construction, plants 3834. 
Bacillus amyloliquefaciens a-amylase AMY gene, cloning, gene expression, 
myces cerevisiae 872. 
Be mocomes, Spiroplasma citri 9764. 
ling, Nostoc commune indole-phosphate hydrolase iph gene, gene expression, 
Escherichia coli 4817. 4 ¥ pA 
Cloning vectors, Escherichia coli, Campylobacter 854. 
Cloning vectors, linear plasmids, yeasts 6854. 
Cloning vectors, plasmids, Escherichia coli, Streptomyces 5813. 
DNA electroporation, eukaryotic cells, reviews 1699. 
DNA uptake+ activity, electroporation, mammalian cells 7772. 
ONA+nucleoproteins complex, liver, rats 4749. 
. electric a gold particles, transformation methodology, meristems, Glycine 
max : 
electric fields stimulation permeability, protoplasts, plants, plant cells, 
anes bovine cell: hot cl 
8 ine cells, amphotropic retrovirus cloning vectors, mice 10841. 
endothelium, Moloney leukemia virus, cloni cre: gene expression 6831. 
oath coli B-galactosidase lacZ gene, fluorescence detection, mammalian 
cel : 
gene ification, neomycin phosphotransferase neo gene, tomato golden mosaic 
virus cloning vectors, transiection, Nicotiana tabacum 752. 
gene fusion, mice lactate dehydrogenase A genes, Escherichia coli chloramphenicol 
acetyttransferase genes, gene expression, cyclic AMP effects on, CHO cells 726. 
genes, cloning vectors, focus-forming virus superinfection, gene 
expression, gene amplification, animal cells 4707. 
genetic engineering, Cyanophyta 4742. 
genetic engineering, industrial strains, Saccharomyces cerevisiae 1677. 
glutamate dehydrogenase, Escherichia coli, transformation, Synechococcus, 
association, ammonium tolerance 1797. 
Halobacterium salinarium baereichit ent bop gene, gene expression, in vivo 
regeneration, bacteriorhodopsin, izosaccharomyces pombe 10907. 
, DNA variation, pander: Escherichia coli 10147. 
HRAS , transformed ceils reversion, man 755. 
human immunodeficiency virus tat gene, expression, mediation up-regulation, 
gene regulation, CD4 antigen, lymphoblastoid cell lines, lymphocytes T 1599. 
identification dominance selection markers, use Escherichia coli trpB gene, 
Salmonella typhimurium hisD gene, mammalian cells 5816. 
IncP plasmid transfer, conjugation, gram-negative bacteria, reviews 9008. 


ra fusca 7151. 


i id transter, plasmid pLS20, conjugation, Bacillus subtilis 782. 
Rrerspecite Ppridization, al | geo scherichia coli 1675. 
ionizing radiation effects on, DNA repair, CHO cells 5223. 
man <page let mutagenesis, cloning, gene expression, Saccharomyces 
cerevisiae 1 § 


man interleukin 4 genes, transfection, gene expression, CHO cells 3860. 
methodology, electroporation, eukaryotes, prokaryotes, gene transfer 802. 
Methodology, electroporation, reviews 4001. 

methodology, neuropeptides processing, reviews 6001. ’ 

mice dihydrofolate reductase genes, adenovirus (human) cloning vectors, gene 
expression, cell lines, man 1768. ‘ 

Phaseolus vulgaris B-phaseolin genes, mutagenesis, transformation, : 
Agrobacterium tumefaciens, gene expression, post-translation processing, 
transgenic Nicotiana tabacum 4818. ; , , 

Phenylalanine 4-monooxygenase cDNA, expression, retrovirus cloning vectors, 
hepa es, mice 10842. : sad ; 

— iunnus thynnus growth hormone cDNA, gene expression, Escherichia coli 

7. 


potential, DNA probes, genes detection, dissolved DNA, methodology, aquatic 
environment 10150. 

protoplast fusion, intraspecific hybridization, Candida 2787. __ sles ; 

eo hormone transgenic genes, oocytes, gene expression, pituitary, mice 


fetrovirus vectors, NEO gene, neomycin analogs toxicity resistance, bone marrow 
Cells, man 7725. 4 
romyces cerevisiae GAL4 gene, gene products expression, promoters 
activation, RNA ee eter stimulation, Drosophila melanogaster 746. 
targeting, transfer, DNA poly(L-lysine) asialoorosomucoid conjugate, binding 
asialoorosomucoid receptors, hepatoma cell lines 807. 7 
Ti plasmids, Agrobacterium tumefaciens, transformation, genomes integration, 
plant cells, reviews 7026. 
transduction, use retrovirus cloning vectors, blood cells, reviews 6010. 
tansfection, adeno-associated virus, promoters, cloning vectors 6845. 
transformation, hybridization, cell fusion, electric fields induction, animal 
cells 808. 
transformation, particle bombardment process, plasmids, cells, Nicotiana tabacum 
3812. 
transformation, recombination, genetic engineering, yeasts 3780. 


Biochemistry Abstracts 2 vol. 19 


Gene transfer, (continued) 


transformation, Saccharomyces cerevisiae {-fructofuranosidase SUC2 gene, gene 
expression, Schizosaccharomyces pombe 770. 

transposition, role insertion sequences, bacteria, reviews 7018. 

bik ya transduction phage As3, gene mapping, marine microorganisms, Vibrio 


Vibrio cholerae toxins genes, transformation, Escherichia coli recombinants, 
mutants, excretion, leaky phenotypes, use vaccines 1792, 

Zea mays zein genes, Agrobacterium tumefaciens Ti plasmid, transformation, gene 
expression, Solanum nigrum 8889. 


General regulatory factor |, 


pike So! activators, DNA-binding protein, loci activity, telomeres role, 
Saccharomyces cerevisiae 5958. 


Genes, 


2e8 euiigse, interferon induction transcription factors binding promoters, man 
Aregene mutations, nucleotide sequence, thalassemia, fetal hemoglobin, man 


aacC1 gene, DNA probes, nucleotide sequence, antibiotic resistance, clinical 
isolates hybridization analysis, gram-negative bacteria 7208. 

aapY gene, nucleotide sequence, Escherichia coli 5341. 

abdominal! A, homeosis genes 6416. 

abdominal-A gene, exclusion Ultrabithorax gene expression, homeotic genes, 
autocatalysis, mesoderm, Drosophila 2730. 

accessory gland, gene products similarity pheromones precursors, nucleotide 
sequence, Drosophila melanogaster 1447. 

ACE gene, isolation cDNA clones, mRNA expression, kidney, mice 678. 

ACE} gene, transcription factors, nucleotide sequence, metallothionein genes 
activation, Saccharomyces cerevisiae 6820. 

aceA gene cloning, nucleotide sequence, overproduction, Escherichia coli 7829. 

aceA gene nucleotide sequence, isocitrate lyase, Escherichia coli 6189. 

aceK gene, chloramphenicol acetyltransferase, cat gene promoters, pJRD184 
plasmid, cloning vectors 7798. 

bas tod regulatory genes amdR gene, cloning, analysis, Aspergillus nidulans 

acetate kinase ackA gene, nucleotide sequence, Escherichia coli 4390. 

ee synthase, Arabidopsis thaliana, gene expression, Escherichia coli 


acetolactate synthase, sulfonylurea herbicides resistance, analysis, Nicotiana 
tabacum 6563. 

acetyl-CoA carboxylase, cDNA nucleotide sequence, man 227. 

acetyl-CoA carboxylase, nucleotide sequence, mRNA generation, liver, rats 10564. 

acetylcholine receptors, cDNA nucleotide sequence, mice 7435. 

acetylcholine receptors, central nervous system expression, gene mapping, 
Drosophila melanogaster 574. 

acetylcholine receptors, cloning, Escherichia coli gene expression, skeletal 
muscle, man 7851. 

acetylcholine receptors, enhancers, binding transcription factors, muscle, 
chickens 10816. 

acetylcholine receptors, nucleotide sequence, muscles, mice 8590. 

acetylcholine receptors subunits, deoxyribonuclease | sensitivity, mice 3725. 

acetylcholine receptors subunits, gene expression, skeletal muscle, mice 10403. 

acetyicholinesterase Ace locus, cDNA nucleotide sequence, Drosophila melanogaster 
10515. 

acetyicholinesterase, cDNA nucleotide sequence, Torpedo californica 3373. 

N-acetyiglucosaminyltransferase, tunicamycin sensitivity, cloning, gene 
amplification, proteins Rago hamsters, Saccharomyces cerevisiae 10865. 

Refi ccot vine ceamincese, cDNA restriction fragment length polymorphism, man 
5488. 

B-N-acetylhexosaminidase, deletion Alu sequence, Tay-Sachs disease, man, 
Canada 8211. 

B-N-acetylhexosaminidase, insertion mutation, Tay-Sachs disease, man 3380. 

N-acetylmuramoyl-L-alanine amidase lytA gene, hybridization, DNA probes, 
identification, Streptococcus pneumoniae 4225. 

achaete gene, scute gene, complex, Drosophila, reviews 1009. 

achaete gene, scute gene, nucleotide sequence, Dee melanogaster 8232. 

ai-acid glycoprotein cDNA nucleotide sequence, mice 

a1-acid glycoprotein, cloning, expression transgenic mice, man 1780. 

a1-acid glycoprotein, nucleotide sequence, mice 491. 

a1-acid glycoprotein, stimulation hepatocyte-stimulating factor 
B-interferon interleukin 1 genes expression, role upstream regulation 
regions, hepatocytes, rats 716. 

acid phosphatase, cDNA cloning, prostate, man 6775. 

acid phosphatase, cDNA nucleotide sequence, placenta, man 3553. 

acid phosphatase cDNA nucleotide sequence, prostate, man 8355. ; 

acid phosphatase, localization, chromosome Vill, Saccharomyces cerevisiae 8820. 

acid phosphatase, pecsones; cDNA nucleotide sequence, gene mapping, man 5374. 

acid phosphatase phoC gene, nucleotide sequence, amino acid sequence predictions, 
Zymomonas mobilis 9396. ‘ 

acid phosphatase, phosphate repression, nucleotide sequence, transcription, 
Aspergillus niger 6569. 

acid proteinase PEP1 gene, nucleotide sequence, Sprengel Bsgante fibuligera 5355. 

acidic ribosomal protein A1, cDNA nucleotide sequence, amino acid sequence 
predictions, Saccharomyces cerevisiae 8203. , ; 

acidic ribosomal protein A2, cDNA nucleotide sequence, amino acid sequence 
predictions, Saccharomyces cerevisiae 8206. 

acrosin cDNA nucleotide sequence, testes, man 7420. a 

act-4 gene, transcripts levels, X chromosome, Caenorhabditis elegans 130. 

actin, ard gene, nucleotide sequence, actin, plasmodia, Physarum polycephalum 
5252. 

actin, association, repetitive elements, duplication regions, mice 5793. 

actin, cardiac muscle, man, transfection P19 cells, regulation expression, 
differentiation, man, mice 712. 

actin cDNA nucleotide sequence, aorta, man 8460. 

actin, cDNA nucleotide sequence, Bombyx mori 6224. 

actin, cDNA nucleotide sequence, melanoma, mice 2503. 

actin, cDNA nucleotide sequence, mice 6187. 

actin, CDNA nucleotide sequence, smooth muscle, rats 3353. 

actin, cloning, chickens, Saccharomyces cerevisiae gene expression 5881. 

actin, cytoskeleton types, nucleotide sequence, muscles, Xenopus 7337. 

actin, developmental regulation transcription initiation sites, Drosophila 
mela ster 1639. r t, 

actin, DNA, nucleotide sequence, evolution, Plasmodium falciparum 5267. 

B-actin, enhancers, identification DNA-binding protein, man 992. 

actin, enhancers, response serum, gene expression, man 8789. 

actin, enhancers, skeletal muscle, oocytes, Xenopus laevis 5612. 


147 


Subject Index 


ene a eg oe a ee eee 


Genes, (continued) Genes, (continued) 


actin gene, CArG box interaction, transcription factors, serum-responsive 
element, embryos, Xenopus 10985. y ; 

actin, gene expression activation, transcripts accumulation, embryogenesis, 
Strongylocentrotus purpuratus 691. — ’ 

6-actin gene expression, down-regulation, skeletal muscle, chickens 10824. 

actin, gene expression, mRNA, embryogenesis, Strongylocentrotus purpuratus 690. 

actin mRNA, cDNA nucleotide sequence, smooth muscle, rats 2465. 

actin, MRNA splicing, impairment, secondary structure formation sequence, 
Saccharomyces cerevisiae 6052. . 

B-actin mRNA transcription, 3'-terminus role gene regulation, cell lines, 
mice 662. 

actin, nucleotide sequence, Aspergillus nidulans 6560. Q 

actin, nucleotide sequence, Kluyveromyces lactis, splicing signals, introns 
coding, maintenance, Saccharomyces cerevisiae 8490. 

actin, nucleotide sequence, Oxytricha nova 2390. 

actin, nucleotide sequence, Pisaster ochraceus 9505. 

actin, nucleotide sequence, Plasmodium falciparum 4287. 

actin, nucleotide sequence, skeletal muscle, Xenopus laevis 10534. 

actin, nucleotides sequence, structure relationships, Strongylocentrotus 
purpuratus 9469. ‘ 

actin, promoters, bidirectional transcription, skeletal muscle, chickens 6677. 

actin, promoters, identification nucleotide sequence requirements repression, 
smooth muscle, chickens 700. 

actin, promoters interaction nucleus proteins, cardiac muscle, man 5695. 

8-actin, single functional copy association upstream nucleotide sequence 
regulation expression, mice 425. ; 

y-actin, smooth muscle, cDNA nucleotide sequence, gene expression 
development, mice 10271. ; 

actin, transcription factors regulation expression, skeletal muscle, cardiac 
muscle, man 5692. 

actin, transcription, X chromosome, Drosophila melanogaster 6111. 

actin, ubiquitin, transcripts, leader sequence, occurrence other Nematoda, 
Caenorhabditis elegans 1161. 

actinorhodin actili gene, nucleotide sequence, Streptomyces coelicolor 7316. 

activation, deoxyribonuclease | hypersensitivity sites formation+function, 
reviews 10507, 

acyl carrier protein cDNA nucleotide sequence, Arabidopsis thaliana 8453. 

acyl carrier protein |, protein A, fusion, expression Escherichia coli, Spinacea 
oleracea, Staphylococcus aureus 10894. 

acyl-peptide hydrolase, cDNA nucleotide sequence, amino acid sequence 

redictions, liver, rats 8380. 

la gene Ada protein, SOS repair inhibition, Escherichia coli 1549. 

ada gene deletion, Escherichia coli 5591. 

ada gene, gene expression, alkylating agents, transcription regulatory elements 

idet tion, Escherichia coli 9153. 

ada gene, gene expression, overproduction, Escherichia coli 6695. 

ada gene promoters, DNA-directed RNA polymerase interactions, gene expression 
regulation, Escherichia coli 7638. 

ada gene protein activation, methylating agents, Escherichia coli 9616. 

ADP/ATP translocase, nucleotide sequence, mitochondria, man 8243. 

ADE2 gene, cloning, transformation, plasmid pADE, gene expression, Schwanniomyces 
occidentalis 2826. 

ADE1 gene, gene expression, antisense RNA, mRNA, Saccharomyces cerevisiae 5882. 

adenine phosphoribosyitransterase HPRT gene, mutation, restriction endonuclease 
mapping, hamsters 8591. 

adenine phosphoribosyttransferase, nucleotide sequence, amino acid sequence 

ps nati Drosophila melanogaster 1379. 
eed phosphoribosyltransferase, splicing sites mobility, introns, Drosophila 

adenosine deaminase ADA gene, gene expression, cell lines, mice 8781. 

adenosine deaminase, cloning, gene expression, retrovirus cloning vectors 8856. 

adenosine deaminase, fusion, drug resistance gene expression, man 8773. 

adenosine deaminase, posttranscriptional regulation expression, nucleus, leukemia 
cell lines, man 4672. 

adenosine deaminase, promoters, transfection, transgenic mice 7808. 

adenosine deaminase, transcription regulation, lymphoblasts, man 8124. 

adenosine deaminase transfection, expression, bone marrow cells, mice, man 5868. 

adenosinetriphosphatase cDNA nucleotide sequence, cardiac muscle, rats 8330. 

adenosinetriphosphatase PMA2 tee hybridization analysis, nucleotide sequence, 
Saccharomyces cerevisiae 2621 

adenosylhomocysteinease, cDNA cloning, nucleotide sequence, Dictyostelium 
discoideum 1770. 

adenovirus early region, promoters, transcription 151. 

adenovirus (human) proteinase genes, nucleotide sequence, endoprotease, DNA 
clones 9272. 

a ad cyclase, Bacillus anthracis, cloning, Escherichia coli gene expression 

adenylate cyclase, cDNA nucleotide sequence, amino acid sequence predictions, 
brain, cattle 10290. 

adenylate cyclase cya gene, nucleotide sequence, Bacillus anthracis 7314. 

egret cyclase, nucleotid le sequence, Bacillus anthracis, Bordetella pertussis 


adenylate cyclase, stimulation, mutation RAS2 gene, Saccharomyces cerevisiae 822. 
adenylate deaminase, rearrangement, gene amplification, CHO cells 456. 
ee kinase ADK1 gene, hybridization analysis, Saccharomyces cerevisiae 


IG 
adenylate kinase, nucleotide sequence, chickens 10635. 
or chromosomes structure, gene expression relationship, Drosophila 
janogaster 4918. 
Adh gel DNA conformation, torsion stress, Drosophila melanogaster 9531. 
ADH2 gene, DNA-binding protein, upstream activation sequence 1, alcohol 
dehydrogenase nucleotide sequence, Saccharomyces cerevisiae 5959, 


ADH2 gene, enhancers, regulation expression, alcohol dehydrogenase, Saccharomyces aldehyde dehydr 


cerevisiae 5718. 
Adh gene, nucleotide sequence, Drosophila affinidisjuncta 9473. 


Adh gene, nucleotide sequence, evolution, alcohol dehydrogenase, Drosophila 
melanogaster 8290. 

Adh gene, nucleotide sequence, evolutionary genetics, Drosophila mojavensis 7357. 

ADH4 gene nucleotide sequence, Saccharomyces cerevisiae, homology Zymomonas 
mobilis alcohol dehydrogenase 4309. 

adh , promoters effects on tissues 


etal enhancers, alcohol 

dehydrogenase, Drosophila mulleri 5724. 

Adh pone: promoters, switching, role transcription interference, alcohol 
dehydrogenase, Drosophila melanogaster 7632. 


ADHS gene, restriction fragment le! polymorphism, man 6339. 


148 


Adh-1 gene, nucleotide sequence, identification, deletion, purines pyrimidines 
sequence, introns, expression, alcohol dehydrogenase activity, mice 2570. 
adhesin F41, nucleotide sequence, homology antigen K88, Escherichia coli 7379 
adhesins sfa gene, DNA nucleotide sequence, pili, Escherichia coli 409. 
ADH4gene, gene expression, alcohol dehydrogenase overproduction, Saccharomy¢ 
cerevisiae 6690. ’ : 
adk gene site-directed mutagenesis, cloning, adenylate kinase, N.M.R. analysis, 
Escherichia coli 5796. 
ADP-ribosylation factor, cDNA nucleotide sequence, eye cattle 2554. 
ADP-ribosylation factor, CDNA nucleotide sequence, GTP-binding protein 
comparison, cattle, Saccharomyces cerevisiae 271. 1 
ADR6 gene, metals binding domains, nucleotide sequence, Saccharomyces cerevis' 
6447 


ADR1 gene, regulation expression, Saccharomyces cerevisiae 3713. 
81-adrenergic receptors, Bgll restriction fragment length polymorphism, man 
10456. 


a2-adrenergic receptors, cDNA hybridization analysis, man 2362. 

a-adrenergic receptors, cDNA nucleotide sequence, kidney, man 10710. 

adrenergic receptors, cloning, use a2, 82 chimeras mapping activity 
domains, man 4787. : 

2-adrenergic receptors, role glucocorticoids response elements regulation 
genes expression, CHO cells 1619. 

aflatoxin B1-4-hydroxylase, cDNA nucleotide sequence, synonym cytochrome P-4s 
mice 2498. 

AFP gene, a-fetoprotein, nuclear factor |, binding proteins, promoters, 
liver, rats 389. ‘ 

Ag protein, nucleotide sequence, specificity antibody response, Mycobacterium 
leprae 2375. 

(AGY) tRNA Ser, nucleotide sequence, Saccharomyces cerevisiae 7501. 

agarase agrA gene, nucleotide sequence, Pseudomonas atlantica 4384. 

agarase dagA gene transcription, DNA-directed RNA polymerase activity, 
Streptomyces coelicolor 3905. 

agp gene cloning, analysis, Escherichia coli 8901. Pde 

agp gene, gene expression, gene mapping, glucose-1-phosphatase, Escherichia 
9520. 


agr gene cloning, characterization, nucleotide sequence, Staphylococcus aureus, 
Escherichia coli 7822. : 

Agrobacterium tumefaciens trpE gene cloning, Escherichia coli 1787. 

AHAS gene transformation, construction, Nicotiana tabacum gene expression, 
cloning vectors construction 10874. 

aidB gene, anaerobiosis, alkylation effects on, Escherichia coli 9683. 

AKY2 gene transcription, promoters, histone H2A-1, Saccharomyces cerevisiae 96 

alaA gene cloning, alanine, Escherichia coli 931. 

alaB gene cloning, alanine-glutamate transaminase, Escherichia coli 931. 

albumin, a-fetoprotein, comparison organization, rats 1415. 

albumin a-fetoprotein, loci, repeated sequence organization, rats 8654. 

albumin, alkylation, carcinogens, liver, rats, me! 3688. 

albumin, binding chromatin proteins, tissues, rats 7937. 

albumin, cDNA nucleotide sequence, liver, pigs 2501. 

albumin, deoxyribonuclease | hypersensitivity sites, comparison a-fetoprotein 

genes, chromatin, mice 677. 
albumin, gene expression, tissues specificity, liver, rats 133. 
albumin, heat induction expression early stages development, embryos, rats 70: 
albumin, histone H1 binding sites, rats 972. 
beaprtly HP1 promoter binding transcription factors BW1J cells, Xenopus laevis 
80. 

albumin lysozyme, cloning vectors construction, Lactobacillus lactis gene 
expression 4766. 

albumin, methylation patterns, rats 10208. 

albumin, promoters, activity oocytes, Xenopus laevis 6753. 

bagel Jetechtat mapping deoxyribonuclease | hypersensitivity sites, liver, 
mice 

albumin, «1-antitrypsin, promoters, HP1 promoter, liver 4470. 

alcohol dehydrogenase Adh gene, nucleotide sequence, Arabidopsis thaliana 86 

alcohol dehydrogenase, Adh gene nucleotide sequence, evolution, Drosophila 
mela ster 8290. 

alcohol dehydrogenase Adh gene, nucleotide sequence, gene families, Hordeum 
vulgare 224. 

alcohol dehydrogenase Adh1 gene, nucleotide sequence, Zea mays 212. 

alcohol dehydrogenase Adh1 gene, regulatory sequences, effects on chloramphen 
acetyltransferase cat gene gene expression, plasmid pMANC1, cloning vector: 
transformation, Zea mays 851. 

alcohol dehydrogenase, expression, introns up-regulation, Zea mays 2711. 

alcohol dehydrogenase, hybridization analysis, chromosome 4, man 10570. 

alcohol dehydrogenase, hybridization analysis, genotyping, man 446. 

alcohol dehydrogenase, identification X radiation induction deletion mutant 
flanked repeated sequence, Prosophila melanogaster 239. 

alcohol dehydrogenase (NADP * )+ alcohol dehydrogenase cDNA nucleotide seque 
liver, placenta, man 8631. 

alcohol merch apoio nucleotide sequence, comparison, Drosophila pseudoobsc 
Drosophila mauritiana 5293. 

— dehydrogenase, promoters, chromatin structure, Drosophila melanogaste 

alcohol dehydrogenase, thermal stability, CDNA nucleotide sequence, Drosophile 
melanogaster 5525. 

alcohol dehydrogenase, tissues specificity regulatory difference, conservation, 
Drosophila 9717. 

alcohol ah Ach her transposon Ds2 effects on splicing, Zea mays 788. 


alcohol oxi , Nucleotide sequence, amino acid sequence predictions, Pichia 
pastoris 7325. 
aldehyde dehydrogenase, Acetobacter polyoxogenes, cloning, acetic acid produc 


improvements 4715. 

enase, cDNA nucleotide sequence, amino acid sequence 
predictions, mitochondria, liver, animals 8382. 

— dehydrogenase, cloning, Escherichia coli gene expression, liver, rats 


aldehyde dehydrogenase signal peptides, cDNA nucleotide sequence, liver, rats 
aldolase B, analysis, introns exons nucleotide sequence, polyadenylation, man 


aldolase B, tissue-specific changes structure, chromatin, rats 2961. 

aldolase B, transcription, nucleotide sequence characterization, rats 6127. 
aldolase gene expression, anaerobic conditions regulation, Zea mays 10800. 
aldose reductase, cDNA nucleotide sequence, rats 2496. 

aleurone specificity CDNA nucleotide sequence, Hordeum vulgare 8352. 


Genes, (continued) 

algD gene, genetic analysis, cloning vectors, Pseudomonas 3829. 

alginate lyase, cloning, gene expression, Klebsiella pneumoniae 7814. 
S gene, alginic acid production, cloning, M form, Pseudomonas aeruginosa 2821, 

alkaline phosphatase, cDNA nucleotide sequence, liver, rats 3509, 

alkaline phosphatase cDNA nucleotide sequence, liver, man 8535. 

alkaline phosphatase, cDNA nucleotide sequence, osteosarcoma, rats 387. 

alkatine phosphatase, cDNA restriction fragment length polymorphism, man 5460. 

alkaline phosphatase like, CDNA nucleotide sequence, placenta, man 6377. 

ty phosphatase, missense mutation, cause, lethality, hypophosphatasia, man 

alkaline phosphatase, mRNA nucleotide sequence divergence, rats 6089. 

alkaline phosphatase, nucleotide sequence, intestine, man 235. 

alkaline phosphatase, nucleotide sequence, man, evolutionary genetics 10441. 

alkaline phosphatase, nucleotide sequence, placenta, man 238. 

ark phosphatase PHO8 gene, nucleotide sequence, Saccharomyces cerevisiae 

alkaline phosphatase, secreted form, transfection, use markets 6883. 

eee poceenataae, transfection, gene expression studies, reporter, mammalian 
cells 10809. 

alkaline phosphatase, transfection, use markers, rats 6884. 

alkanal monooxygenase (FMN-linked), gene expression, cloning, pCSS117 plasmid 
vectors, Bacillus subtilis, Escherichia coli, Vibrio harveyi 388s. 

alkanes assimilation enzymes, Gorka expression, deficient mutant 
complementation, Candida maltosa \ 

alkanes utilization, gene expression, Pseudomonas oleovorans, Pseudomonas putida, 
Escherichia coli 800. 

alkB gene nucleotide sequence, gene expression, alkane 1-monooxygenase amino acid 
sequence, Pseudomonas oleovorans 6517. 

alKF gene, deletion analysis, nucleotide sequence, alKBAc operon, rubredoxin, 
Pseudomonas oleovorans 6524. 

alkH gene, deletion analysis, nucleotide sequence, alKBAc operon. aldehyde 
dehydrogenase, Pseudomonas oleovorans 6524. 

alkyiguanine-DNA alkyitransferase, transfection, resistance, alkylating agents, 

scherichia coli 3245. 
we gene, nucleotide sequence, Antennapedia complex, Drosophila melanogaster 
amd gene, effects on, catecholamines metabolism, Drosophila melanogaster 7617. 
gene, lacZ gene, ble gene, gene promoters, transformation expression 

Penicillium AD pl lb Aspergillus nidulans 6784. 

amdS gene+ gene fusion, use investigation gene expression, Aspergillus niger, 
Aspergillus nidulans 9722. 

in, sex chromosomes, dental enamel, man, mice 9295. 

amidase, characterization transformation systems, Streptococcus oralis 5748. 

amidase lytA gene, 3'-terminus modification, Streptococcus pneumoniae 3224. 

a-amidating enzyme c-terminal, cDNA nucleotide sequence, Xenopus laevis 5257. 

ee rons insferase purF gene, nucleotide sequence, Escherichia coli 


amine oxidase (flavin-containing) cDNA nucleotide sequence, cattle 8321. 
amino acids biosynthesis, binding, decanucleotide sequence, activation, LEU3 

gene, Saccharomyces cerevisiae 9663. 
amino peptidase M cDNA nucleotide sequence, kidney, rats 10251. 
aminobutyric acid A receptors subunits a1+81, cDNA nucleotide 

, man 7411. 

y-aminobutyric acid receptors, cDNA nucleotide sequence, man 9321. 
y-aminobutyric acid receptors, cDNA nucleotide sequence, cortex, rats 10289. 


‘y-aminobutyric acid tors, expression, mapping neurons brain, rats 5211. 
aminocyclitol acetyltransterase, nucleotide sequence, Streptomyces rimosus 4376. 
aminoglycoside 3'- ransferase, kanamycin resistance transposon Tn903, gene 


fusion cloning vectors, Pes dota og = Saccharomyces abe ted 3823. 

aminoglycoside 3'-phosphotransferase, nucleotide sequence, amino acid sequence 
Sredcnons. Escherichia coli 9345. 

§-aminolevulinate synthase, cDNA nucleotide sequence, heme mediation 
suppression, mRNA levels, liver, rats 2518. e 

§-aminolevulinate synthase, cDNA nucleotide sequence, isoenzymes, chickens 6490. 

S-aminolevulinate synthase hemA gene, cloning, hybridization analysis, 
Rhodobacter sphaeroides 3411. ‘ 

5-aminolevulinate , promoters, requirements expression Xenopus laevis 
Oocytes, chickens 6756. . 

ami i |, nucleotide sequence, ES ncteesb ca hitdored 8391. 

aminopeptidase P, cloning, gene expression, Escherichia coli 5 

amp gene, plasmid pBRae2 transposon Tn5 insertion, Escherichia coli 831. _ Y 

ams gene, pnp gene, rb gene mutation, mRNA breakdown products, Escherichia coli 
6041. 


gene, amylase, cloning, amy gene, nucleotide sequence, Dictyoglomus 
eethermopbilunh 10889. : 
a-Amy2 gene, cDNA nucleotide sequence, Triticum aestivum 3584. sores 
Amy-1 gene, developmental regulation expression, a-amylase, glucocorticoids, 
toma, liver, mice 4691. 


Ne, gene amplification, chromosomes, plasmid pBR327 transformation, 
lus subtilis 929. g 
amyl gene. catabolite repression, MRNA levels, a-amylase, Bacillus subtilis 
9187. 


eed aml gene, cloning, nucleotide sequence, Streptomyces venezuelae 
7318. 


a-amylase gene, a-amylase, gene amplification, cloning, gene “ 
transfer, pear pBR322 fneertion: chromosomes, gene expression, Bacillus 
subtilis 862. : 

a-amylase AMY gene, Bacillus amyloliquefaciens, cloning, gene transfer, gene 
expression, Saccharomyces cerevisiae 872. ; ‘ 

a-amylase amyL gene gene expression, sporulation, catabolite repression 
regu 4 illus licheniformis 7683. : 

a-amylase, Bacillus amyloliquefaciens, cloning, Bacillus subtilis gene 
expression, glucose effects on 6872. ¢ 

a-amylase cDNA nucleotide sequence, carcinoma, lung, man 10253. 

a-amylase, cloning, Escherichia coli over production a 

amylase, cloning, nucleotide sequence, Aeromonas hydrophila 466. 

a-amylase, cloning, nucleotide sequence, Bacillus stearothermophilus 4411. 

B-amylase, Clostridium thermosulfurogenes, cloning, nucleotide sequence 3514. 

lV hl gibberellin induction, DNA proteins interactions, Oryza sativa 
1 


a-amylase, identification antisense RNA, hybridization analysis, Hordeum 
vulgare 630. s 
ise inhibitor, bs pang sequence, gene expression, Streptomyces 
i 's 7828. 
a-amylase+thiol proteinase, RNA processing, viroids, Hordeum vulgare 10078. 


Biochemistry Abstracts 2 vol. 19 


i a 
Genes, (continued) 


amylin cDNA nucleotide sequence, rats, pancreas 8437. 

amyloid A protein, phorbol 12-myristate 13-acetate diester induction gene 
expression, transcription factors similarity nuclear factor kB, man 7992. 

amyloid A protein, regulation expression, BNL cells, mice 4670. 

amyloid A4 protein, nucleotide sequence, Alzheimer's disease, man 8251. 

amyloid A4 protein Picursors preA4 cDNA nucleotide sequence, rats 8517 

amyloid protein, CONA nucleotide sequence, man 10389. 

amyloid protein, CDNA nucleotide sequence, processing, proteolysis, pancreas, 
islets of Langerhans, man 4365. 

B-amyloid protein, cDNA nucleotide sequence, similarity B-amyloid 
protein, und gene, Drosophila melanogaster 9484. 

amyloid protein precursors, cDNA nucleotide sequence, mice 563. 

bs a protein, promoters, transcription initiation sites identification, mice 

et waxy gene, cDNA restriction endonuclease mapping, Oryza sativa, Zea mays 

analysis point mutation, polymerase chain reaction+nucleotide sequence 
determination methodology, mammalian cells 10194. 

gah gene, CYC7 gene, gene regulation, ROX1 gene role, Saccharomyces cerevisiae 

ANB1 gene, gene expression, genetic control, Saccharomyces cerevisiae 8762. 

androgens receptors, cDNA nucleotide sequence, gene expression, man 10540. 

androgens receptors, N-terminus exons, structure, amino acid sequence 
predictions, man 7495. 

androgens response elements, regulatory nucleotide sequence, rats 10597. 

ANF gene, expression, nucleotide sequence, atrial natriuretic hormone, 

cardiocytes, man 361. 

anfA gene, comparison nifA gene, identification, nitrogenase, Azotobacter 
vinelandii 9726. 

angiogenin, synthesis, cloning, Escherichia coli gene expression, gene products 
activity 10859. 

angiotensin, restriction fragment length polymorphism, mice 6565. 

angiotensinogen, cDNA nucleotide sequence, man 8658. 

angR gene, gene expression, iron uptake systems, Vibrio anguillarum 8759. 

anhydrotetracycline payrenese: cloning, cosmids, oligodeoxyribonucleotides 

probes, Streptomyces lividans, Streptomyces rimosus 7820. 

Hat a en complex, amalgam gene, nucleotide sequence, Drosophila melanogaster 
7 F 

antennapedia complex, homeobox domains gene products peptides, binding nucleotide 
sequence DNA, Drosophila 4976. 

Antennapedia complex, labial gene, genomes nucleotide sequence, gene expression 
development, homeobox, Drosophila melanogaster 9236. 

Antennapedia complex, labial gene nucleotide sequence, homeobox, Drosophila 8234. 

Antennapedia complex, zerknuellt region, z1 gene, homeobox, nucleotide sequence, 
Drosophila 2303. 

Beha hes gene, fushi tarazu gene promoters activation z2 gene, Drosophila 

Antennapedia gene, gene products, homeobox domains, secondary structure, N.M.R., 
transcription factors, Drosophila 6987. 

Antennapedia gene, P2 promoter, mapping control elements, deletion analysis, 
Drosophila 3747. 

Antennapedia gene, P2 promoter, transcription factors, DTF-1 protein, Drosophila 
3997. 

anthocyanin A1 gene, transposon rDt insertion, Dotted control elements systems 
characterization, Zea mays 10802. 

anthranilate synthase, expression, overproduction, trpE gene, Escherichia coli 
4780. 


anthranilate synthase, nucleotide sequence, Hansenula polymorpha 5494. 

anthranilate synthase trpE gene, gene fusion, foot-and-mouth disease virus 
antigens genes, gene expression, gene products proteolysis stability, Escherichia 
coli 9795. 

antibiotic resistance B-lactam antibiotics, membrane proteins, cloning, 
Enterobacter cloacae 1743. 

antibiotic resistance, cloning, transformation, insertion mutagenesis, 
Stipe at ad 8879. 

antibiotic resistance, detection, DNA probes, reviews 4298. 

antibiotic resistance proteins, cloning vectors construction, site-directed 
mutagenesis, Escherichia coli 7783. 

a-antichymotrypsin, nucleotide sequence, a1-antitrypsin, 
characterization, man 509. ; 

antifreeze proteins, cDNA nucleotide sequence, gene mapping, Anarhichas lupus 
6308. 


antifreeze proteins, cDNA nucleotide sequence, Macrozoarces americanus 1342. 

antifreeze proteins, gene amplification, Limanda ferruginea 8293. 

S-antigen, cDNA nucleotide sequence, retina, mice 10708. 

A antigen, nutieotide sequence, Marek's disease virus 9274. 

antigen S, cDNA nucleotide sequence, amino acid sequence homology 
a-transducin, retina, man 485. 

antigen T, transfection Spodoptera cells, modification @ products, SV40 10925. 

antigen (tumor-associated), heat shock proteins, cDNA nucleotide sequence, mice, 
man 9460. 

antigen 114/A10 cDNA nucleotide sequence, cells, mice 7403. , 

antigens, Chlamydia trachomatis, clei Escherichia coli gene expression 4816. 

antigens, cloning, nucleotide sequence, Plasmodium knowlesi 2277. ; 

ee, diagnosis 31/32 kDa, cDNA nucleotide sequence, Schistosoma mansoni 
2520. 


antigens, DNA segmented arrangement, Borrelia duttonii 9528. _ “&. 

antigens, Leptospira interrogans pomona, cloning, gene expression, Escherichia 
coli 7806. 

antigens, nucleotide sequence, Bacillus anthracis 3420. 

antigens, Onchocerca volvulus, cloning 2809. j : ‘ 

antigens, be fastidiosa, cloning, gene expression, Escherichia coli, Erwinia 
stewartii 9798. ay. : : 

antisense naringenin-chalcone synthase, inhibition flowers pigmentation, 
transgenic Petunia hybrida 2813. 

antisense, plants, reviews 5004. ; , 

antistasin, CDNA nucleotide sequence, i eal coagulation factor Xa 
inhibitors, hirudin, Haementaria officinalis 8601. if 

a1-antitrypsin, apolipoprotein A1, promoters binding LF-A-1 protein LF-B1 
protein, liver, man 4997. nes 

a1-antitrypsin, expression, regulation, use transgenic mice, man 8790. 

a1-antitrypsin like, mapping, polymorphism, man 10544. 

a1-antitrypsin like, nucleotide sequence, man 2562. 5 

a-1-antitrypsin, liver transcription factors requirements expression, HeLa 
cells, man 5657. 


149 


Subject Index 


Sai Se le tl lo ees eee. wee te eee eure Sule HS te 


Genes, (continued) 


Genes, (continued) ; 
a1-antitrypsin, mutation inheritance, DNA repair, man 6661. 
a1-antitrypsin, promoters binding transcription factors, LF-A1 protein, LF-B2 
protein, LF-C protein, liver, man 8990. 4 
J panera man 440. 
ific regulation, mice 2758. 


a1-antitrypsin, restriction fragment length 

«1-antitrypsin transcription, tissues, spec r 

a1-antitrypsin, transfection, expression, transgenic mice, man 5871. 

AP3 gene, cDNA nucleotide sequence, gene products cross-reactivity antibodies man 
deoxyribonuclease (apurinic or apyrimidinic), DNA repair, Drosophila melanogaster 
10583. 

AP50 protein, cDNA nucleotide sequence, rats 7353. r 

AP-1 gene, c-jun gene cDNA nucleotide sequence, blood serum, phorbol 12-myristate 
13-acetate diester induction gene expression, mice 6317. 

AP-3 protein, enhancers, induction, AP-1 protein, AP-3 protein, lymphocytes T, 
mice 8398. 

apc gene, phycobilisomes gene families, phycobiliproteins, cloning, hybridization 
analysis, nucleotide sequence, Calothrix 2316. ‘ 

aph gene, promoters, antibiotic resistance, Streptomyces fradiae 8764. 

APHII gene, neomycin antibiotic resistance, DNA transformation, hybridization 
analysis, Achlya ambisexualis 1679. 

apoA-I gene, nucleotide sequence, hypolipoproteinemia, man 226, 

apoAl gene, expression, tissues specificity, enhancers, difference regulation 
elements, HeLa cells, Caco-2 cells, HepG2 cells, apolipoprotein Al, man 701. 

ApoB gene, cDNA restriction fragment length polymorphism, man 3357. 

ApoB gene, cDNA restriction fragment length polymorphism, man 7522. 

apoB gene, identification DNA sequence elements gene expression, hepatoma cell 
lines, man 674. 

apocytochrome f petA gene, nucleotide sequence, amino acid sequence predictions, 
chloroplasts, Vicia faba 10410. 

apolipoprotein A-I, cDNA nucleotide sequence, Papio 10687. 

apolipoprotein A-l, DNA isolation, nucleotide sequence, man 3400. 

apolipoprotein A-l, enhancers, nucleotide sequence, rats 10480. 

apolipoprotein A-I gene expression, DNA methylation, genetic control, cell lines 
663. 


apolipoprotein A-Il, CDNA nucleotide: sequence, chromosomes, man 10605. 

apolipoprotein A-IV cDNA nucleotide sequence, man 8429. 

apolipoprotein B, amplification, polymerase chain reaction methodology, man 4271. 

apolipoprotein B, cDNA nucleotide sequence, rabbits 5516. 

apolipoprotein B, deoxyribonuclease | micrococcal nuclease hypersensitivity sites 
tissues specificity, man 695. 

apolipoprotein B mRNA, translation stop codons, cDNA nucleotide sequence, 
intestine, man 2484. 

apolipoprotein B, use polymei ase chain reaction determination nucleotide-sequence 
hypervariable region, man 4527. 

apolipoprotein C-ll, expression Escherichia coli, plasmid pSP19, man 6900. 

apolipoprotein Cll, nucleotide sequence, detection, donors splicing sites 
mutation, man 2473. 

apolipoprotein Cill, cDNA restriction fragment length polymorphism, man 5462. 

apolipoprotein E gene, cloning, man 8892. 

apolipoprotein E cDNA nucleotide sequence, Macaca irus 8446. 

apolipoprotein E, expression, association, transcription regulatory regions, 
characterization, man 2755. 

pce E, regulation expression, positive negative elements, HepG2 cells, 
man b 

apolipoprotein E variants, nucleotide sequence, identification, man 6501. 

apolipoprotein E5, nucleotide sequence, hyperlipoproteinemia, man 7346. 

apolipoproteins, chromosome 11 recombination, arteriosclerosis, man 577. 

apopolysialoglycoproteins, cDNA nucleotide sequence, Salmo gairdneri 4431. 

i 238 gene cloning, characterization, cyclic AMP regulation, Escherichia coli 


appR gene, effects on transcription, pMccC7 plasmid, Escherichia coli 9152. 
spl ai transcription, gene expression, sporulation mutants, Bacillus subtilis 


APRT gene, polymerase chain reaction, RNA amplification with transcripts 
sequencing, man 6092. 
aqualysin |, DNA nucleotide sequence, Thermus aquaticus 496, 
ara gene, hybridization analysis, ras gene’ homology, Arabidopsis thaliana 10681. 
ara gene, supercoiling, conformation, Escherichia coli 4420. 
araC gene, araBAD operon, cyclic AMP receptors effects on, bacteria 9693. 
araC gene gene expression activation, autoregulation, Escherichia coli 7641. 
araC pone, nucleotide sequence, Citrobacter freundii 9334. 
arachidonate 5-lipoxygenase, nucleotide sequence, man 10652. 
ard gene, nicotinic acetylcholine receptors, nucleotide sequence, Drosophila 
melanogaster 3310. 
ARG1 gene, arginine repression, argininosuccinate synthase, Saccharomyces 
cerevisiae 3714. 
argB gene, regulatory regions, Aspergillus nidulans 6787. 
argF gene, interspecific hybridization gene transfer, Escherichia coli 1675. 
| gene, pyrB yg recombination role, gene mapping, plasmids stability, 
sscherichia coli 3607. 
arginase, promoters regions, nucleotide sequence, liver, man 2492. 
arginine biosynthesis, Loe 8 ene mapping, Neisseria gonorrhoeae 5347. 
arginine carboxypeptidase, cDNA nucleotide sequence, plasma, man 10612. 
arginine pathway, nucleotide uence, Leptospira biflexa 6537. 
argininosuccinate lyase, 8-crystallin, cDNA nucleotide sequence homology, 
various sources 10500. 
argininosuccinate lyase, cDNA nucleotide sequence, amino acid sequence 
Predictions, rats 420. 
argininosuccinate lyase, mappi 
omyces cerevisiae 1 
bre inp synthase, arginine regulation expression, RPMI 2650 cells, man 
argininosuccinate synthase, ARG1 gene, arginine repression, Saccharomyces 
cerevisiae 3714. 
argininosuccinate synthetase, cDNA nucleotide sequence, kidney, rats 2519. 
argTr gene promoters, gene control, role nitrogen metabolism, Salmonella 
himurium 5653. 
armadillo gene, cDNA nucleotide sequence, expression development, Drosophila 
melanogaster 5477. 
ARO7 gene, chorismate mutase nucleotide sequence, activation, mutation, 
Saccharomyces cerevisiae 5532. 
ARO3 gene, nucleotide sequence, Saccharomyces cerevisiae 7504. 
aroA gene, pe gene, pur gene deletion mutants construction, vaccines, Salmonella 
typhi f 
aroH gene, promoters, comparison trpR gene trpE gene, Escherichia coli 7674. 
arol gene, gene amplification, chromosomes, plasmid pBR327 transformation, 


oe nucleotide sequence, man, comparison, 


150 


Bacillus subtilis 929. 

arol906 gene, trpC2 gene, metC3 gene, thrAS gene, purA16 gene, dal-1 gene, 
cloning, phage SP, transposon Tn917, Bacillus subtilis 8828. 

aromatase gene, nucleotide sequence, gene mapping, placenta, man 400. 

aromatase systems cytochrome P450, cDNA nucleotide sequence, expression, m 
2424. 

aromatic-L-amino-acid decarboxylase cDNA nucleotide sequence, Catharanthus ro 
7393. 

aromatic-L-amino-acid decarboxylase Ddc gene, cDNA nucleotide sequence, ger 
cells transformation, Drosophila melanogaster 560. : 

ARS gene, CEN gene, binding scaffold proteins, chromatin, Saccharomyces 
cerevisiae 7944. 

ARS gene, nucieotide sequence, Schizosaccharomyces pombe 7481. 

arylphorin types storage protein 2, nucleotide sequence, Bombyx mori 9486. 

arylsulfatase, cDNA nucleotide sequence, embryos, Hemicentrotus pulcherrimus 
6301. 

L-ascorbate oxidase, cDNA nucleotide sequence, blue copper proteins, homolog 
Cucumis sativus 5399. 

asialoglycoproteins receptors, mouse hepatic lectin, nucleotide sequence, gene 
mapping chromosome 11, mice 4392. 

asnC gene AsnC protein gene regulation, Escherichia coli 5638. 

asnC gene transcription termination, Escherichia coli 7153. Cs 

ASP3 gene, asparaginase, DNA nucleotide sequence, Saccharomyces cerevisiae 2 

aspA gene, fum gene, fnr gene, tricarboxylic acid cycle, anaerobic metabolism, 

echcnictia coli 1760. 

asparagine containing antigens, nucleotide sequence, Plasmodium falciparum 53 

aspartate aminotransferase cDNA nucleotide sequence, expression, use Escheric 
coli, chickens 10245. 

aspartate aminotransferase, cDNA nucleotide sequence, pigs 6400. 

aspartate aminctransferase isoenzymes, cDNA characterization, mitochondria, m 
3488. 


aspartate aminotransferase isoenzymes, glucocorticoid regulation, MRNA, cDNA 
nucleotide sequence, rats 2397. 

aspartate carbamoyltransferase cDNA nucleotide sequence, hamsters 8602. 

aspartate-ammonia ligase, structure, man 10490. 

aspartate-tRNA ligase DRS1 gene, cDNA nucleotide sequence, liver, rats 10576 

aspartate-tRNA ligase, gene mapping, Saccharomyces cerevisiae 8488. 

aspartyl proteinase, nucleotide sequence, Candida albicans 8331. 

Aspergillus nidulans development, Hyphomycetes DNA homology 6688. 

ataxia telangiectasia, cloning resistance, difficulty gene transfer, man 5735. 

ATP-dependent deoxyribonuclease, transcription control unit cloning, 
characterization, Bacillus subtilis 7837. 

“— gene: atpF gene, rRNA, gene mapping, chloroplasts, Chlamydomonas moew! 
T 


atpB gene, translation coupling, Zea mays 10034. 

atpE gene, nucleotide sequence, chloroplasts, Arabidopsis thaliana 10675. 

atpE gene, translation coupling, Zea mays 10034. 

atpF alas atpA gene, rRNA, gene mapping, chloroplasts, Chlamydomonas moew! 
7350. 


atrial natriuretic factor, man, oligodeoxyribonucleotides synthesis, cloning, 
ne expression, Escherichia coli 7073. 

behest ta hormone, cloning, gene expression, overproduction, Escherichia 
coli 5 

atrial natriuretic hormone, enhancers, upstream regions, role tissue-specific 
genes expression, man 1665. 

atrial oad hormone precursors, cDNA nucleotide sequence, cloning, brain, 
pigs p 

attB gene+attP gene recombination, phage HP1, Haemophilus influenzae 5587. 

attP gene+attB gene recombination, phage HP1, Haemophilus influenzae 5587. 

autoantibodies heavy chains, cDNA nucleotide sequence, erythrocytes, mice 45: 

print sh Ku(p70/p80), cDNA nucleotide sequence, systemic lupus erythematos 
man iy 

autonomously replicating sequence, Zea mays, cloning, plasmids transformation 
gene expression, Saccharomyces cerevisiae 1810. 

per pp protein cDNA nucleotide sequence, Zea mays 8359. 

avtA gene cloning, valine-pyruvate aminotransterase, Escherichia coli 931. 

azurin gene, cloning, nucleotide sequence 9491. 

B2 ones gene families, gene expression enhancement, DNA-directed RNA polyme 

Ul transcription complex formation, SV40 transformed cells, mice 4657. 

Bi44 pala pac gene mapping, genes clusters, histocompatibility locus HL 
man . 

Bacillus subtilis, rRNA operons instability 1113. 

bacitracin synthase, Bacillus licheniformis, cloning, Escherichia coli gene 
expression 5854. 

bacterio-opsin bop gene, gene transfer, gene expression, in vivo regeneration, 
bacteriorhodopsin, Schizosaccharomyces pombe 10907. 

bacteriocins, cloning, plasmids, Lactococcus lactis cremoris 10853. 

bacteriorhodopsin, mutants, point mutation, nucleotide sequence, Halobacterium 
salinarium 10337. 

be ring, long terminal repeat, Chironomus tentans, evolutionary genetics 


Balbiani rings, repeated sequence, Chironomus pallidivattatus, Chironomus 
tentans, evolutionary genetics 549. 

B1-Alu gene, gene expression, proteins, nuclear precursors, processed RNA, 
oocytes, Xenopus laevis 3181. 

bet ag cloning, indole-3-acetamide hydrolase, cosmids, Bradyrhizobium japonic 


- oe gene mapping, cloning, repressors, phage P1 prophages, Escherichia 


Band 3 protein cDNA nucleotide sequence, kidney, rats 8381. 

Band 3 protein, nucleotide sequence, kidney, rats, mice 8348. 

bap gene, bop gene gene regulation, bacterioopsin, Halobacterium salinarium 9€ 

bar gene, gene expression+translation, anti-sense RNA effects on, Nicotiana 
tabacum 8776. 

neeaee phage T4, transcription, RNA hybridization analysis, Escherichia 
coli ; 

ar oi membranes procollagen, cDNA nucleotide sequence, Drosophila melan 

bat ere, bop gene gene expression, bacterio-opsin, Halobacterium salinarium 


bet gone, gene regulation, bop gene, bacterio-opsin, Halobacterium salinarium 
batroxobin, cDNA nucleotide sequence, gene products similarity thrombin, veno 


Serpentes 4482. 
b2-att gene, integration host factor repression, phage \ 7670. 


Genes, (continued) 
4-1BB gene, L2G25B gene, cDNA nucleotide sequence, lymphocytes T, man 8549. 
Beg gene, gene mapping chromosome 1, BCG, mice 10331. 
BCG-a gene nucleotide sequence, homology Escherichia coli GroES protein, 
Mycobacterium tuberculosis 8216. 
BCL2 gene, thermostable DNA-directed DNA polymerase, polymerase chain reaction 
amplification, chromosomes breakpoints, man 367, 
BCR gene, Philadelphia chromosome, chronic myeloid leukemia, man 6616. 
ber gene, translocation, ee vereanareen genes, hybridization analysis, 
chromosome 22, man 5512. 
Belt gene, cloning, transfection, infection Spodoptera trugiperda, 
insectotoxin-1, Buthus eupeus 10915. 
ory ee Sega etinpeng errr peer sie graminis 6779. 
verrucosa pollen allergens, c! nucleoti uence, amino acid uence 
edictions 10371. i ~~ sy 
iL1 gene, B-glucosidase nucleotide sequence, Saccharomyces fibuligeria 2332. 
bgl gene, cel gene, cryptic genes, cellobiose utilization, Escherichia coli 3737. 
ball gene activation, DNA excision, Escherichia coli 809. 
bialaphos biosynthesis, cloning, Streptomyces hygroscopicus 2835. 
bicoid gene, gene products regulation expression hunchback gene, embryos, 
_ Drosophila melanogaster 6739. 
perid sone, transcripts, localization patterns, homeobox, embryos, Drosophila 


binding promcters growth hormone genes, rats 5963. 
bioluminescence lux gene, transcription, Vibrio fischeri 5644. 
birA gene, characterization intragenic suppressors, Escherichia coli 3746. 
2,3-bisphosphoglycerate mutase, nucleotide sequence, man 2414. 
arity role determination identity segments, Drosophila melanogaster, reviews 
bkdB gene, transacylase, branched-chain-oxoacid dehydrogenase, comparison 
Pseudomonas putida, Escherichia coli 2269. oi 
a gene, mRNA ey: a rietgg Escherichia coli 5036. 
ne nucleotide sequence, protein, Tn3 repressor, homology, Bacillus 
licheniformis 6191. 2 


bla gene, ompA gene, transcripts, specificity cleavage sites, ribonuclease, 
Escherichia coli 7187. 

bla gene, promoters, transposon Tn3, DNA-directed RNA polymerase binding, 
transcription initiation inhibition 7887. 

Blast-1 antigen, cDNA nucleotide sequence, gene mapping, activation antigens, 
phosphatidylinositol anchors, man 10323. 

ble gene, amdS gene, lacZ gene, gene promoters, transformation expression 
Penicillium chrysogenum, Aspergillus nidulans 6784. 

- blood stage surfaces antigens, cloning, expression, Plasmodium vivax 7850. 
ae gene, gene products characterization, transfection, Epstein-Barr virus 


op gene, regulation transcription, DNA-directed RNA polymerase III, Bombyx mori 
bombyxin cDNA nucleotide sequence, Bombyx mori 8283. 
bone morphogenetic hes cloning, gene expression, bone formation, man 3745. 
bone sialoprotein, cDNA nucleotide sequence, role cell adhesion, rats 6366. 
bop gene, bacterio-opsin gene expression, bat gene, Halobacterium salinarium 
gene, gene regulation, bacterioopsin, Halobacterium salinarium 9671. 
gene, biphenyi dioxygenase, role, tetrahydroxybipheny! production, cloning, 


Pseudomonas aeruginosa 7836. 
bphA gene, cloning, cosmids, 2,3-dihydroxybiphenyl dioxygenase, Escherichia coli 
5877. 


gene expression, a bat gene, transcription, bacterio-opsin, 
ferium salinarium 7643. 


bphB 3 gene, cloning, cosmids, 2,3-dihydroxybipheny! dioxygenase, Escherichia coli 
5877. 


bphB gene, dihydrodiol dehydrogenase, role, tetrahydroxybipheny! production, 
Cloning, Pseudomonas aeruginosa 7836. ar : 

bphC Boeke: cloning, cosmids, 2,3-dihydroxybipheny! dioxygenase, Escherichia coli 
58 


td ) gene, cloning, cosmids, 2,3-dihydroxybipheny! dioxygenase, Escherichia coli 


BR18 gene, BR18 repeat unit, nucleotide sequence, Balbiani rings, 
Chironomus pallidivittatus 7460. 

brain natriuretic hormone cDNA nucleotide sequence, brain, rats 8314. 

brain natriuretic hormone cDNA nucleotide sequence, brain, man 8315. 

branched chain acyltransferase cDNA nucleotide sequence, liver, man 7417. _ 

Brevibacterium lactofermentum thrB gene cloning, gene expression, Escherichia 
coli 868. 

bromoperoxidase, Streptomyces aureofaciens, gene expression, cloning, 
Streptomyces lividans 3888. 

bronze-1 gene leader sequence, transposons insertion, Zea mays 5311. 

brown gene, cDNA nucleotide sequence, similarity white gene, Drosophila 


melanogaster 5522. ; ae 
brp gene, bop gene regulation, bacterioopsin, Halobacterium salinarium 9671. 
brp i? gene regulation, bop gene, bacterio-opsin, Halobacterium salinarium 
7 


btuB gene, nucleotide sequence, cobalamin metabolism, Escherichia coli 4368. 
phigoid antigens, cDNA nucleotide sequence, man 10591. 
dehydrogenase cDNA nucleotide sequence, deficiency, placenta, man 


10266. 
Bz2 gene, cloning, hybridization analysis, Zea mays 449. _ 
1 gene, Epstein-Barr virus, disruption latency, defective mutant, genomes 
fearrangement, expression ZEBRA protein, reactivation 6622. 
BZLF1 , trans-activation early region promoters, gene expression, 
Epstein-Barr virus 9659. Sig 
BZLF1 genes, Epstein-Barr virus expression, replication, latency, standard 
comparison defective mutant, lymphoid cells 6704, : 
37 gene, Epstein-Barr virus, characterization gene products deoxyribonuclease, 
nasopharyngeal carcinoma 9876. 
¢1 gene repressors, mutation analysis, ban operon, phage P1 7321. 
C-rpactive protein, clonigg, gene expression, hepatoma, man 3766. 
Ca** requiring form Ca“" -activated neutral proteinase, cDNA 
Nucleotide sequence, man 2449. , ; 
Ca**-transporting ATPase, cDNA nucleotide sequence, transfection C2012 
cw! ls, chickens 10270. , ‘ 
-transporting ATPase cDNA nucleotide sequence, smooth muscle, rabbits 
7418. 
cab1 gene, light dependent expression, regulatory nucleotide sequence, 
Arabi is thaliana 10704. 
cab gene, mRNA, effects on transcription, chlorophyll precursors, Chlamydomonas 


Biochemistry Abstracts 2 vol. 19 


Sepes, loantinyerh 
8040. 


Cab gene promoters, nucleotide sequence, Petunia 8240. 

cab gene transcription, RNA level, blue-light regulation, Pisum sativum 10105. 

Cab-8 gene, chlorophyll a/b-binding protein, nucleotide sequence, localization, 
photosystem |, Lycopersicon esculentum 8324, 

Cab-E gene, promoters, response light, Nicotiana plumbaginifolia 8743. 

cabll-1 gene, chlorophyll a/b-binding protein, nucleotide sequence, Chiamydomonas 
reinhardtii 8508, 

CAD gene, posttranscriptional regulation gene expression, carbamoyl-phosphate 
synthase (glutamine-hydrolysing), aspartate carbamoyltransterase, dihydroorotase, 
differentiation F9 cells 7194. 

caerulein precursors, introns exons organization, Xenopus laevis 547. 

cai gene, transcription termination, MRNA, gene mapping, DNA 5068. 

bag a restriction fragment length polymorphism, nucleotide sequence, man 


CALC-1 gene, CALC-II gene, gene expression, calcitonin, man, rats 528, 

CALC-il gene, CALC-I gene, gene expression, calcitonin, man, rats 528. 

calciferol receptors, loci, mapping, polymorphism, chromosome 12, man 10579. 

calciferol-binding protein, cDNA polymorphism, man 5485. 

acy Ngai protein, restriction fragment length polymorphism liver, man 

i calmodulin binding domains, cDNA nucleotide sequence, brain, mice 

calcitonin, EF hand calcium-binding protein, gene families evolution, introns, 
exons 7526. 

calcitonin, synthesis, cloning, gene expression 10781. 

calcitonin, transcripts splicing, branch point selection, MRNA, man 5192. 

i ala dependent protein kinase, brain, chromosomes localization, man 

calcium-binding protein, cDNA nucleotide sequence, amino acid sequence 
Predictions, photosystem I, Pisum sativum 8386. 

calcium-binding protein, cDNA nucleotide sequence, mice 3579. 

calcyclin, promoters, owe factors regulation, fibroblasts, mice 659. 

calcyclin, promoters identification, man 10575. 

h-caldesmon cDNA nucleotide sequence, homology, gizzard, chickens 10267. 

alsa AN cDNA nucleotide sequence, amino acid sequence predictions, brain, 
rats s 

calmodulin, cDNA nucleotide sequence, codons, divergence MRNA, man 2451. 

calmodulin, cDNA, nucleotide sequence, Drosophila melanogaster 284. 

calmodulin cDNA nucleotide sequence, Solanum tuberosum 8360. 

anonwn dependent protein kinase Il, cDNA nucleotide sequence, brain, rats 


calmodulin, nucleotide sequence, Chlamydomonas reinhardtii 3526. 

calmodulin, nucleotide sequence, man 2502. 

calmodulin pseudogenes, nucleotide sequence, chromosome 17, man 10404. 

calpain, nucleotide sequence, initiation sites, man 10673, 

calspermin, cDNA nucleotide sequence, amino acid sequence predictions, rats 9297. 

CAMP protein, cloning, gene expression, Streptococcus agalactiae 723. 

Campylobacter pylori, recombination, cloning, species-specitic antigens 
expression, Escherichia coli 6871. 

CAN1 gene+SUC2 gene gene fusion, analysis membrane proteins insertion, 
Saccharomyces cerevisiae 4305. 

capsid protein, gene mapping, 3'-terminus, RNA, plum pox virus 74. 

capsid protein, methylation effects on gene expression, Epstein-Barr virus 6140. 

capsid protein, nucleotide sequence, 3'-terminus, RNA, plum pox virus 69. 

capsid protein, nucleotide sequence, antigenic determinants mapping, host range, 
Parvovirus(canine) 5306. 

capsid protein, nucleotide sequence, RNA, homology, rotavirus (human), rotavirus 
(porcine), rotavirus (equine) 77. 

capsid protein VP6, rotavirus (human), cloning, Escherichia coli gene expression 
5880. 


carA gene nucleotide sequence, Salmonella typhimurium 9697. 
carbamoyl-phosphate synthase (glutamine-hydrolysing), CDNA nucleotide sequence, 
identification glutamine amidotransferase domains, hamsters 4324. 
carbamyl-phosphate greece (ammonia), cDNA nucleotide sequence, rats 10395. 
carbapenem, cloning, hybridization analysis, DNA probes, Streptomyces 
fulvoviridis 9837. 
carbohydrate-binding protein, 3T3 cells, cloning, gene expression, lectins 
activity, Escherichia coli 10834. ; 
carbonate dehydratase, analysis upstream nucleotide sequence regulation 
expression, man 707. 
carbonate dehydratase, DNA not methylation, skeletal muscle, man 5232. 
carbonate dehydratase, leader sequence, reticulocytes, man 8632. 
carbonyl! reductase, cDNA nucleotide sequence, placenta, man 2479. 
carboxyesterase E1, cDNA nucleotide sequence, liver, rats 10609. 
carboxymethy!tellulase, cloning, Pseudomonas fluorescens cellulosa 766. 
carboxymethyiceliulase, nucleotide sequence, Pseudomonas fluorescens cellulosa 
5388, 


carboxypeptidase, cDNA nucleotide sequence, pancreas, rats 2396. 

carboxypeptidase, evolution, substrate specificity, cDNA nucleotide sequence, 
pancreas, rats 2564. 

carboxypeptidase H cDNA nucleotide sequence, rats 7412. 

carboxypeptidase |, cDNA nucleotide sequence, Hordeum vulgare 5474. 

carcinoembryonic antigen cDNA nucleotide sequence, liver, fetuses, man 8468. 

carcinoembryonic antigen cDNA nucleotide sequence, splicing, man 8371. 

carcinogenesis, reviews 8007. f : 

carnitine palmitoyltransferase, DNA nucleotide sequence, Azotobacter vinelandii 
498. ’ 

carotenoids rae bbe U.V. radiation+ phototoxic compounds protection, Erwinia 
herbicola 8897. ; 

carotenoids biosynthesis, cloning, Neurospora crassa 8803. _ 

cartilage glycoproteins, cDNA nucleotide sequence, amino acid sequence 
trodciinta, rats 8333. ; 

cartilage matrix protein, nucleotide sequence, homology, chickens 8648. 

cartilage proteoglycans proteins, cDNA nucleotide sequence, chickens 2378. 

B-casein cDNA nucleotide sequence, comparison 8335. 

a1-casein, cDNA nucleotide sequence, mice 2430. 

B-casein cDNA nucleotide sequence, polymorphism, man 8543. 

B-casein, expression, cDNA nucleotide sequence, rabbits 2446. 

x-cassin, isolation, nucleotide sequence, cattle 10656. 

8-casein, promoters, transtection HC11 cells, prolactin dexamethasone 
synergism induction expression, rats 5704. 2 

cat gene, chloramphenicol acetyitransferase biosynthesis, mRNA leader sequence, 
translation activation, Bacillus subtilis 3111. ; 

cat gene, chloramphenicol acetyltransferase, gene expression, leader sequence 


a ee ee a ee ee ee ee ee eee eee ee a a ae 


151 


Subject Index 


bse eet aa A cm SOIT re ae ee Nn 


Genes, (continued) 


Genes, (continued) 
rotein biosynthesis control, Staphylococcus aureus 803. : 

CAT1 gene, cloning, restriction endonuclease mapping, glucose derepression, 
Saccharomyces cerevisiae 4308. f . Re 

cat gene, gene expression, post-transcription repression, human immunodeficiency 
virus 1 long terminal repeat, Drosophila, cell lines 7704. wo 

CATS gene genetic control, glucose derepression, Saccharomyces cerevisiae 6685. 

cat gene, point mutation, post-replication DNA repair, Escherichia coli 3662. 

cat U psde n10d-Cam transposon, Salmonella typhimurium, Escherichia coli 7743. 

cat-86 gene, gene products amino acid sequence, chloramphenicol 
acetyltransferase, Bacillus subtilis 8868. / 

catA gene, 8-Ketoadipate metabolic pathways, gene cloning, gene expression, 
Pseudomonas aeruginosa 8904. J 

catA gene cloning, gene expression, chloramphenicol acetyltransferase, Bacillus 
subtilis, Escherichia coli 3416. 

catA gene nucleotide sequence, evolution, Acinetobacter calcoaceticus 8297. _ 

catabolite repression, shtthecebe regions, sequence demarcation, 11 kDa subunits, 
ubiquinol, NADH dehydrogenase, Saccharomyces cerevisiae 5786. . 

catB gene, B-Ketoadipate metabolic pathways, gene cloning, gene expression, 
Pseudomonas aeruginosa 8904. 

catB gene cloning, gene expression, chloramphenicol acetyltransferase, Bacillus 
subtilis, Escherichia coli 3416. 

catB gene, gene regulation, catBC operon, Pseudomonas putida 939. 

catC gene, B-Ketoadipate metabolic pathways, gene cloning, gene expression, 
Pseudomonas aeruginosa 8904. 

catC gene, gene regulation, catBC operon, Pseudomonas putida 939. 

catechol oxidase me! gene, gene expression, promoters stimulation, cloning, 
Streptomyces jumonjinensis 892. 

caudal gene, similarity Cdx-1 gene, cDNA nucleotide sequence, homeobox, mice 
3567. 

cbpA gene, nucleotide sequence, gene regulation, Synechococcus 10785. 

CBS2 gene, nucleotide sequence, Saccharomyces cerevisiae 9229. 

CCG1 gene, cDNA hybridization analysis, X chromosome, man 3516. 

CD3 antigen, ¢ chain, cDNA nucleotide sequence, gene mapping, relationship 
CD3 antigen T-cell receptor complexes, man 4333. 

CD3 antigen, « chain, cDNA restriction fragment length polymorphism, 
lymphocytes T, man 10357. 

CD3 antigen, « chain cloning, characterization, expression, mice 3439. 

CD3 antigen, § chain, downstream enhancers, lymphocytes T specificity, mice 
5661 


CD3 antigen « chain, nucleotide sequence, no TATA box promoters, man 3325. 
CD3 antigen, 5 chain, restriction fragment length polymorphism, man 10363. 
CD3 antigen, y chain, restriction tragment length es ileal man 10365. 
CD16 antigen, cDNA nucleotide sequence, gene mapping 
G Fc receptors, natural killer cells, man 5242. 
CD37 antigen, cDNA nucleotide sequence, leukocytes, man 10277. 
CD19 antigen. cDNA nucleotide sequence, lymphocytes B, man 4313. 
CD1 antigen, cDNA nucleotide sequence, thymocytes, man 4350. 
CD2 antigen, cDNA nucleotide sequence, transfection expression transgenic mice, 
man x 
CD43 antigen, cDNA nucleotide sequence, Wiskott-Aldrich syndrome, man 9251. 
CD45 antigen, characterization structure introns exons, man 1396. 
CD2 antigen, enhancers, DNA methylation, lymphocytes T, thymocytes, man 10798. 
CD2 antigen, enhancers, DNA methylation, lymphocytes T, thymocytes, man 10798. 
CD2 antigen, enhancers, transfection transgenic mice, peewee T, man 8887. 
CD3 antigen gene mapping, chromosome 11, man 4519. 
CD3 antigen, gene mapping, man 2321. 
CD8 antigen, genomes nucleotide sequence, alternative splicing transcripts, 
secretion, lymphocytes T, man 8413. 
CD35 antigen, genomes nucleotide sequence, complement receptors 1, man 10307. 
CD20 antigen, genomes nucleotide sequence, lymphocytes B, man 9454. 
CD1 antigen, genomes nucleotide sequence, man 10303. 


romosome 1, immunoglobulin celT gene, cellobiose utilization, 


cea gene, gene fusion, gene expression, control 804. ay , 

cel gene, bgl gene, cryptic genes, cellobiose utilization, Escherichia coli 3737. 

celB gene, nucleotide sequence, amino acid sequence predictions, Caldocellum 
saccharolyticum 6426. 

celC gene, nucleotide sequence, cellulase, Clostridium thermocellum 7444. 

celE gene, gene regulation, celE-binding protein, Thermomonospora fusca 7618. 

celE gene transcription, gene regulation, Thermomonospora fusca 7151. 

cell surface antigens, cloning, gene expression, Streptococcus sanguis 871. 

cell surface antigens, murine leukemia virus, initiation codons 7167. ; 

cell surface glycoproteins, CDNA nucleotide sequence, sporozoites, Eimeria 
acervulina 5386. 

cell surface glycoproteins, transcription, polyribosomes, Trypanosoma brucei 
5147. 

cell surface proteins, cDNA nucleotide sequence, vaccines, Brucella abortus 7435 

cell walls proteins, cDNA nucleotide sequence, Zea mays 2549. 

cellobiohydrolase | cbh1 gene, promoters, fusion, cattle chymosin CDNA, _ 
transformation, cloning, gene expression, secretion, Trichoderma reesei 10898. 

cellodextrinase, Bacteroides succinogenes, transformation, Escherichia coli gene 
expression 4716. y 

cellulase casA gene, cloning, nucleotide sequence, Streptomyces lividans 2297. 

cellulase, celC gene nucleotide sequence, Clostridium thermocellum 7444. 

cellulase celE gene, conservation, enzymatic activity, clostridium thermocellum 
5526. 

cellulase, Cellulomonas fimi, expression, Brevibacterium lactofermentum 6890. 

cellulase celZ gene, Erwinia chrysanthemi, gene expression, activity, Zymomonas 
Mobilis, transformation, biosynthesis 10892. 

cellulase, cloning, Escherichia coli 5743. 

cellulase, cloning, gene expression, Thermomonospora fusca 5852. 

cellulase, cloning, plasmid pBR322 transfer, spheroplasts transformation, gene 
expression, Escherichia coli 4808. 

cellulase, Clostridium cellulolyticum, cloning, Escherichia coli gene expression 
6778. 

cellulase, Thermomonospora fusca, cloning. gene expression, Streptomyces livida 
1767. 

cellulase, thermophilic bacteria, cloning, gene expression, Escherichia coli 
7847. 

cellulolytic enzymes, Cellulomonas flavigena, cloning, gene expression, 
Escherichia coli 1795. 

cellulose, cloning Saccharomyces cerevisiae, cellulose secretion, Trichoderma 
reesei 7848. 

cellulose 1,4,-8-cellobiosidase | nucleotide sequence, Trichoderma reesei, 
homology Phanerochaete chry: rium 7296. 

scherichia coli 3738. 

celY gene, gene fusion, gene mapping, gene regulation, Erwinia chrysanthemi 622 

celZ gene, gene fusion, gene mapping, gene regulation, Erwinia chrysanthemi 623 

CEN gene, ARS gene, binding scaffold proteins, chromatin, Saccharomyces 
cerevisiae 7944. 

cenA gene, cex gene, exoglucanase endoglucanase fusion proteins, Cellulomone 
fimi, expression, Escherichia coli 9802. 

cephalosporin acylase ese ene, nucleotide sequence, Pseudomonas 469. 

cerebroside-sulfatase, cDNA nucleotide sequence, man 10427. 

cereolysin AB, nucleotide sequence, amino acid sequence prediction, Bacillus 
cereus 9394. 

ceruloplasmin gene expression, transcription regulation, inflammation, liver, man 
657. 


cex gene, cenA gene, exoglucanase endoglucanase fusion proteins, Cellulomone 
fimi, expression, Escherichia coli 9802. 

Cf-8 gene, linkage analysis, P3 gene, CGpd F vale X chromosome, mice 8593. 

cfx gene, hox yeas location, plasmid pHG1, Alcaligenes eut us 813. 

cfxL gene, ribulose-bisphosphate carboxylase, chromosomes 


loci, Alcaligenes 
eutrophus 4746. 


CD21 antigen, genomes nucleotide sequence, polymorphism, lymphocytes B, man6388. _cfxP gene, phosphoribulokinase, chromosomes loci, Alcaligenes eutrophus 474 


CD8 antigen, inhibition expression, antisense RNA, lymphocytes T killer cells 
Clones, man 1789. 

CD25 antigen, interleukin 2 receptors light chains, transfection, expression 
transgenic mice, man 4810. : 

CD45 antigen, nucleotide sequence conservation, man, mice 6420. 

oe td nucleotide sequence, correction, lymphocytes T helper cells, man 

CD45 antigen, nucleotide sequence, lymphocytes, man 9462. 

CD21 antigen, polymorphism gene expression, gene products, lymphocytes B, 
complement receptors 2, man 10309. 

CD8 antigen, transcripts, alternative splicing, secretion gene products, 
lymphocytes T, man 5174. 

CD4 ae transcripts encodes C-terminus, mice 1374. 

CD23 ai sy transcripts nucleotide sequence, interleukin 4 regulation gene 
expression, CD23 antigen heterogeneity, man 7186. 

CD14 gene, nucleotide sequence, mice 8532. 

cda12 gene, restriction fragment length polymorphism, histocompatibility locus 
HLA, monosomy 6, man 9465. 

CD11b antigen, CDNA nucleotide sequence, gene products similarity integrin « 
chain, man 4353. 

peer gene, bleomycin induction DNA repair, DNA ligase, Saccharomyces cerevisiae 


7594. 

cde13" gene, cell cycle control, nucleotide sequence, interaction, products, 
microtubules, Schlzosaccharomyees pombe S500. 

CDC gene, cell cycle promoters, Saccharomyces cerevisiae, reviews 651. 

CDC7 gone, characterization, protein kinase, DNA biosynthesis initiation, 
Saccl 9 oe cerevisiae 6625. 

cde13 gene cloning, nucleotide sequence, Schizosaccharomyces pombe 9788. 

CDC33 gene, cloning, requirements sporulation, Saccharomyces cerevisiae 10350. 

cde gene, DNA biosynthesis, initiation, control, Schizosaccharomyces pombe 4622. 

CDC25 gene, mutation, effects on mitosis meiosis, Saccharomyces cerevisiae 9766. 

CDC6 gene, nucleotide sequence, amino acid sequence predictions, Saccharomyces 
cerevisiae cell cycle 8384. 

CDC6 gene, nucleotide sequence, guanine nucleotide-binding protein, Saccharomyces 
cerevisiae 6531. 

CDC33 gene nucleotide sequence, initiation factor elF-4E, MRNA cap-binding 

oteins, Saccharomyces cerevisiae 2333. 

CDC28 gene, protein kinase, homology, PHO85 gene, regulators, PHO system, 
Saccharomyces cerevisiae 7505. 

CDw44 antigen, cDNA nucleotide boat wing no similarity Mel-14 antigen, lymph 
nodes homing, lymphocytes, mice 8410. 

a dest cDNA nucleotide sequence, similarity caudal gene, homeobox, mice 

3567. 


152 


gene, chromosomes loci, Alcaligenes eutrophus 4746. 

CGA gene, cDNA nucleotide sequence, comparison calcium binding proteins, man3 

CGpd gene, linkage analysis, P3 gene, Cf-8 gene, X chromosome, mice 8593. 

8 chain hemoglobin, mutations, inhibition transcripts splicing, thalassemia, 
man 6594, 

chalcone isomerase, cloning, gene expression, Petunia hybrida 3570. 

chalcone synthase, nucleotide sequence, Antirrhinum majus 6365. 

chalcone synthase, organization, activation, Phaseolus vulgaris 6808. 

characterization, poxvirus, DNA-directed RNA polymerase, mRNA 7880. 

cheA gene, nucleotide sequence, chemotaxis, Salmonella typhimurium 7445. 

chelatin CUP1 gene, copper resistance, gene amplification, gene regulation, 
Saccharomyces cerevisiae 3712. 

chemoattractant protein 1 cDNA nucleotide sequence, homology comparison, 
leukocytes (mononuclear), man 7406. 

chemotaxis cheF gene, nucleotide sequence, Bacillus subtilis 5389. 

chiA gene, Serratia marcescens, Petunia promoters effects on gene expression, 
Agrobacterium tumefaciens transformation, Nicotiana tabacum 5824. 

chitinase, CDNA clones, isolation, homology, Parthenocissus quinquifolia, Cucur 
sativus 5247. 

chitinase chiA gene, Serratia marcescens, chimeras, gene fusion, Agrobacterium 
tumefaciens promoters, transformation, gene transfer, gene expression, Nicotia 
tabacum 899, 

chitinase gene families, hybridization analysis, Cellulomonas flavigena 7561. 

chloramphenicol acetyltransferase, antisense transcripts inhibition genes 
expression, transgenic Nicotiana tabacum 1815. 

chloramphenicol acetyltransferase cat gene, use, cloning vectors construction, 
Saccharomyces cerevisiae 6839, 

oss a hen acetyltransferase cat gene, use, plasmid pJS133 cloning vector 


chloramphenicol acetyltransferase, effects on, gene expression, plasmids DNA 
topology, protoplasts, Petunia hybrida, Nicotiana tabacum 2843. 

chloramphenicol acetyltransferase, Escherichia coli, cloning, mammalian cells 
gene expression 6873. 

chloramphenicol acetyltransferase, Escherichia coli, gene fusion, lactate 
dehydrogenase A genes, mice, gene transfer, gene expression, cyclic AMP effe 
on, CHO cells 726. 

chloramphenicol acetyltransferase, expression assays 1782. 

chloramphenicol acetyltransferase, gene expression, trans-activation, 3'-terminus 
ae reading frames, mammary tumor virus, mammary gland tumor cell lines, r: 


chloramphenicol acetyltransferase, microinjection, promoters activity, tissue 
culture 878. 
chloramphenicol acetyltransferase, nucleotide sequence, overproduction, 


Genes, (continued) 
Escherichia coli 7300. 

chloramphenicol acetyltransferase, plasmid pGCAT-A, plasmid pGCAT-C, cloning 
vectors 6849. 

chloramphenicol acetyltransferase, tobacco mosaic virus, encapsidation 
transcripts inhibition synthesis, transgenic Nicotiana tabacum 6139. 

chloramphenicol actyl transferase gene, amino acids biosynthesis, gene fusion, 
CONST Lotononis bainesii transformation, Agrobacterium tumefaciens 


chlorocatechol oxidation, nucleotide sequence, plasmid pJP4, plasmid pAC27, 
Alcaligenes eutrophus 6231. 

chlorophyll a/b-binding protein cDNA nucleotide sequence, Pinus tunbergii 8347. 

chlorophyll a/b-binding protein cDNA nucleotide sequence, Zea mays 8469. 

chlorophyll a/b-binding protein, nucleotide sequence, Oryza sativa $583. 

chlorophyll, nucleotide sequence, chloroplasts Hordeum vulgare 2490. 

chlorophyll-binding protein cab gene, phytochrome deficiency, nucleotide 

Ghomonyebh so ain ch ory tum 1407. 

‘Op! Ng protein, c’ nucleotide uence, Physcomitrella patens, 

Dunaliella salina 9503. ee: - 

chloroplasts DNA nucleotide sequence, mitochondria, Brassica 8672. 

chloroplasts, identification, Nicotiana tabacum, Marchantia polymorpha 1402. 

ar eee large single copy+repeated sequence, nucleotide sequence, Petunia 

chloroplasts ndh gene, homology, mitochondria NADH dehydrogenase genes, 
nucleotide sequence 215. 

chloroplasts, nucleotide sequence, Marchantia polymorpha 2533. 

chloroplasts proteins, cDNA nucleotide sequence, Pisum sativum 6371. 

cholecalciferol dependent calcium-binding protein, CDNA nucleotide sequence, 
intestine, rats 2420. 

cholesterol oxidase, nucleotide sequence, Streptomyces 4372. 

cholinesterase, dibucainehydrochloride resistance mutations, cDNA nucleotide 
sequence, polymerase in reaction, man 6600. 

chorion, cluster, oo amplification, enhancers, chromosome 3, Drosophila 
melanogaster 9235. 

chorion, deletion, nucleotide sequence, Bombyx mori 10370. 

ey gene families, nucleotide sequence variants, gene conversion, Bombyx mori 

chorion, pseudogenes nucleotide sequence, genomes, Bombyx mori 10569. 

chorion, regulation gene amplification, Drosophila melanogaster 4619. 

chorionic gonadotropin, cyclic AMP responsiveness, role enhancers, man 1616. 

chorionic gonadotropin, promoters identification, gene expression, man 304. 

chorionic gonadotropin, structure, cell lines, man 6461. 

chorionic oop subunits, cDNA hybridization analysis, man 3392. 

chromogranin A, cDNA nucleotide sequence, amino acid sequence predictions, man 


chromogranin A, cDNA nucleotide sequence, chromaffin granules, cattle 4504. 

chromosome 2 immunoglobulins 4. chain, recombinants, man 4528. 

chromosomes, B-lactamase, class A, cloning, gene expression, nucleotide 
sequence, Kiebsielia oxytoca, Escherichia coli 6864. 

chromosomes, BHK cells temperature-sensitive mutant complementation, man 10532. 

chromosomes, proteinase, cloning, Streptococcus lactis lactis 5841. 

cil gene mutation, MRNA translation, phage A, Escherichia coli 9571. 

cin gene recombination, nucleotide sequence, phage P7 4521. 

cinnamy!-alcohol dehyd: , Markers, lignin synthesis, cDNA nucleotide 
sequence, MRNA induction, elicitor, Phaseolus vulgaris 6450. 

cir gene cloning, promoters, Escherichia coli 1750. 

Cir gene, transcription, promoters, DNA-binding protein, iron role, Escherichia 
coli 9969. 

circumsporozoite protein, nucleotide sequence, Plasmodium malariae 2287. 

citM gene, dihydrolipoamide succinyltransferase, Bacillus subtilis, cloning, 
Escherichia coli gone expression 3482. 

citrate synthase, cDNA nucleotide sequence, pigs 4488. 

citrate synthase, gene expression, base composition, Acinetobacter anitratum 
7620. 

citric acid utilization, nucleotide sequence, Citrobacter amalonaticus 4373. 

Citric acid utilization, transcription, promoters, nucleotide sequence, plasmid 
pMS185, Escherichia coli 7380. y 

CKAi gene, casein kinase, nucleotide sequence, Saccharomyces cerevisiae 3313. 

Clara cells proteins, CDNA nucleotide sequence, man 4491. 

class || molecules, histocompatibility locus HLA, genetic variance, man 10296. 

Class Ill, transcription activation, chromatin, spermatocytes, Xenopus 8139. 

cloacin DF13 immunity protein, cioning, gene expression, Escherichia coli 9841. 

clones, localization, chromosomes, orthogonal-field alternating gel 
electrophoresis, Candida albicans 3804. q y 

cloning, adhesin, cell adhesion, kidney cells, enzyme-linked immunosorbent assay, 
E: ichia coli 5823. ; 

Cloning, alaA gene, alanine auxotrophs suppression, Escherichia coli 931. 

Cloning, antigens, coccidiosis, vaccines, Eimeria tenella 10900. 

cloning, bile acid 7-dehydroxylation, Eubacterium 2811. ‘ 

cloning, complementation, tic engineering, Yarrowia lipolytica 3844. 

cloning, CS1 pili, CS2 pili, Escherichia coli 5825. , 

Cloning, cytochrome P-450 enzymes, hazardous wastes biodegradation, yeasts 2830, 

cloning, gene expression, mosquitocidal proteins, Bacillus thuringiensis 2812. 

Cloning, genetic engineering, use enzymes design, microorganisms 1715. 

cloning, molecular genetics, Candida albicans, reviews 4003. ; 

cloning, nucleotide sequence, amino acid sequence, elastase, pUC18 plasmid 
vectors, Pseudomonas aeruginosa 5520. A ; 

Cloning, nucleotide sequence, id protein, protein VP1, restriction 
endonuclease mapping, om ditis virus 1142. 

cloning, organization, diaminopimelate lysine biosynthesis pathway, 
Corynebacterium glutamicum 5846. yo 

Cloning, outer membranes lipoproteins, proteins, Haemophilus influenzae 1460. 

Cloning, outer membranes, membrane proteins, P2 protein, amino acid sequence, 
Haemophilus influenzae 9822. i , 

cloning, proline, leucine biosynthesis, Desulfovibrio desulfuricans 1741. 

cloning, protein | genetics, porins hybrids, Neisseria gonorrhoeae 9819. 

Cloning, rfb operon, antigen O, Salmonella 1799. — p 

cloning, structure-function relationships, amino acid sequence conservation 3573. 

cloning, transposons, alcohol dehydrogenase, Alcaligenes eutrophus 1693. 

cloning, use plasmid pML24 cloning vectors, gene regulation, promoters, 
E ichia coli 6851. , : iJ 

clusters, acetyl-CoA biosynthesis, cloning, gene expression, Clostridium 
thermoaceticum 4819. 

Clusters, so repre evolution, nucleotide sequence, Pan troglodytes 2416. 

clusters, tRNA, hybridization analysis, Photobacterium phosphoreum 4052. 

Clusters, tubulin, RNA transcripts, characterization, Leptomonas seymouri 7126. 


Biochemistry Abstracts 2 vol. 19 


Genes, (continued 


CMd seeds proteins, cDNA nucleotide sequence, Hordeum vulgare 4458, 

cna gene, loci, plasmid pCHAP4, colicins 4295. 

cni gene, loci, plasmid pCHAP4, colicins 4295. 

cnl gene, loci, plasmid pCHAP4, colicins 4295. 

coa gene, coagulase, agr locus, mutation, Staphylococcus aureus 928. 
coagulation factor |X, cloning, Escherichia coli gene expression, man 5746. 
ba" ai factor IX, mutation, factor IX deficiency, nucleotide sequence, man 


coagulation factor 1X, mutation, nucleotide sequence, man 9260. 

hie sai Sena V, cDNA nucleotide sequence, amino acid sequence predictions, 
man E 

ee V, cDNA nucleotide sequence, amino acid sequence predictions, 
man , 

coagulation factor Vil, satellite DNA like sequences, restriction endonuclease 
mapping, man 327. 

coagulation factor VIII, introns regions, duplication, X chromosome, homology, 
polymorphism, DXS115 locus, man 10868. 

coagulation factor XI, cDNA restriction endonuclease mapping, man 324. 

coagulation factor XIII subunits, nucleotide sequence, man 218. 

coat protein, barley yellow dwarf virus, RNA genomes, nucleotide sequence 4476. 

coat protein, cDNA nucleotide sequence, cucumber mosaic virus 4533. 

Coat protein, cDNA, nucleotide sequence, soybean mosaic virus, gene expression, 
Escherichia coli, Agrobacterium tumefaciens, callus, Nicotiana tabacum 10061. 

oat prorla cotA gene, promoters identification, sporulation, Bacillus subtilis 


coat protein cotE gene, cDNA nucleotide sequence, spores, Bacillus subtilis 523. 

coat protein, nucleotide Epo bunt potato leaf roll virus 6103. 

coat rotein, open reading frames, nucleotide sequence, potato leaf roll virus 

coat protein, potato virus X, cloning, Nicotiana tabacum gene expression 9734. 

cobalamin biosynthesis, complementation, restriction endonuclease mapping, 
Pseudomonas denitrificans 4388. 

codons usage, translation selection, mutation bias, Bacillus subtilis 6803. 

codons use, plants 8597. 

bee cDNA nucleotide sequence, homology profilin, gelsolin, fragmin, brain 

COI gene, mutation mitochondria genomes, vegetative cells growth, Podospora 
anserina 1425. 

COlll gene, mitochondria, nucleotide sequence, Schizophyllum commune 9312. 

Col2A1 gene, cDNA restriction fragment length polymorphism, man 2352. 

COL1A1 gene, collagen, 25 exons, nucleotide sequence 550. 

COL1A1 gene, enhancers, «1 type 1 collagen, mice 7708. 

colicin B immunity cbi gene, nucleotide sequence, Escherichia coli 6257. 

colicin E9 cei gene nucleotide sequence, Escherichia coli 7499. 

colicin | receptors, nucleotides sequence, amino acid sequence predictions, 
Escherichia coli, evolutionary genetics 9377. 

collagen, cDNA nucleotide sequence, man 3511. 

collagen, cDNA nucleotide sequence, man 3518. 

collagen, cDNA restriction fragment length polymorphism, chromosome 11, man 8621. 

collagen, divergence, promoters regions, nucleotide sequence, man 2409. 

collagen, dpy-13 gene, nucleotide sequence, effects on morphogenesis, 
Caenorhabditis elegans 8666. 

collagen, expression mesenchyme, embryo, Strongylocentrotus purpuratus 1610. 

collagen, gene expression regulation, transcription, chromatin, reviews 9002. 

ai(I) corsgen, interaction promoters first introns regulation expression, 
man 5616. 

collagen, introns, transcription regulatory elements, man 8728. 

collagen, methylation, epithelium transformed cells, liver, rats 665. 

collagen, promoters, gene expression, gene regulation, mice 3752. 

collagen, promoters point mutation, mice 713. 

collagen, restriction fragment length polymorphism, chromosome 2, man 6504. 

collagen, sqt-1 gene nucleotide sequence, role morphogenesis, Caenorhabditis 
elegans 8663. 

collagen subunits, cDNA nucleotide sequence, chickens 3481. 

collagen type Ill chains, cDNA nucleotide sequence, mice 6360. 

collagen type IV a1-chain, cDNA nucleotide sequence, evolution, cells, mice 
7397. 

collagen type IV a2-chain, cDNA nucleotide sequence, cells, mice 7401. , 

collagen, type IX, cDNA nucleotide sequence, gene mapping, chromosome 6, amino 
acid sequence, man 8564. 

collagen type XIII, CDNA nucleotide sequence, man 2566. 

collagen types IV, cDNA nucleotide sequence, aorta, chickens 7415. 

i al a1, mutation, cDNA nucleotide sequence, osteogenesis imperfecta, man 
479. 

collagenase, cDNA nucleotide sequence, amino acid sequence predictions, synovium, 
rabbits 8343. . / ‘ " 

colonization factor antigen |, nucleotide sequence, cloning, Escherichia coli 
7370. 

colony-stimulating factor 1, transfection c-fms gene colony-stimulating factor 1 
genes, identification membranes binding colony-stimulating factor 1, man 903. 

com gene products stimulation, mom gene translation initiation, phage Mu, 
stimulation 5567. ‘ 

common antigen, cloning, gene expression, Legionella micdadei 9794. 

complement component C7 inhibitor, man, nucleotide sequence, serpins, man 7280. 

complement component C1, rearrangement, man 5517. : 

complement component C1q B chain, cDNA nucleotide sequence, mice 1319. 

complement component C2, cDNA nucleotide sequence, man 6345. 

complement component C3, cDNA nucleotide sequence, perforin homology, man 10726. 

complement component C3, cDNA nucleotide sequence, Xenopus laevis 7456. 

complement component C3, introns+exons, mapping, man 2. 

complement component C3 receptors, cDNA nucleotide sequence, leukocytes, man 
3541. 

complement component C3d receptors, cDNA nucleotide sequence, similarity CD21 
antigen, lymphocytes B, mice 4402. ; ; 

complement component C4, deoxyribonuclease | hypersensitivity sites, Slp gene, 
hormones regulation, mice 667. ; ; ‘ 

complement component C4, Sip gene, promoters, mapping regulation domains, mice 


complement component C4-binding protein, CDNA hybridization analysis, complement 
component C4, amino acid sequence, man 9444. 

complement component C6, cDNA nucleotide sequence, man 9249. 

complement component C9, structure, gene products relationship, man 5510. 

complement factor H, cDNA nucleotide sequence, mice 2532. 

complement factors, mapping, chromosome 4, man 8514. : 

complement receptors, gene families, cDNA nucleotide sequence, mice 3459. 


153 


Subject Index 


SS SE SS SS Se 


Genes, (continued) ; 

complement receptors 1, genomes nucleotide sequence, CD35 antigen, man 10307. 

complement receptors 2, polymorphism gene expression, lymphocytes B, CD21 
antigen, man 10309. 

con-8 gene, conidia, expression, characterization, Neurospora crassa 8510. 

conalbumin, ovalbumin, promoters, cells ificity, chickens 1658. — 

conjugation, plasmid Collb-P9, incompatibility, gene mapping, bacteria 764. 

contractile protein, RNA splicing, various species, reviews 8008. _ nal 

cop gene, rep gene, plasmid piP404, Clostridium perfringens, Bacillus subtilis 
6666. 


copia gene, cDNA nucleotide sequence, Drosophila melanogaster 9241. 

copies number, gene expression, methodology, transformation, Coprinus cinereus 
6790. 

core protein, heparan sulfate proteoglycans, cDNA nucleotide sequence, 
fibroblasts, lung, man 7400. ‘ att 

core protein, human immunodeficiency virus 1, gene expression, vaccinia virus 
recombinants 7812. ae. 

core protein, nucleotide sequence, amino acid sequence predictions, bluetongue 
virus 6087. 

core protein, synthesis, hepatitis B virus 6646. 

corticotropin-releasing hormone precursors, CDNA nucleotide sequence, Catostomus 
commersoni 4432. 

Corynebacterium diphtheriae toxins, gene transfer, transformation, gene 
expression, resistant mutant, Saccharomyces cerevisiae 2775. _ 

cos gene, phage A, binding, terminase host factor, Escherichia coli 9940. 

cos gene, phage A, interactions, Escherichia coli integration host factor 
6652. 


cot gene, cloning, spore coats proteins, Bacillus subtilis 814. 

cotranscription, mcrA gene, mcrB gene, mcrC gene, merD gene, mcrG gene, 
archebacteria 9144. 

4-coumarate:CoA ligase, cDNA nucleotide sequence, Petroselinum crispum 2466. 

cox gene, cDNA clones, nucleotide sequence, comparison cattle, cytochrome-c 
oxidase, man 352. 

COX3 gene, expression, PET122 gene requirements, nucleotide sequence, 
Saccharomyces cerevisiae 6437. 

COXS gene, oxygen, heme, regulation, Saccharomyces cerevisiae 8765. : 

Cox gene, pseudogenes, cDNA clones, nucleotide sequence, cytochrome c oxidase, 
liver, cattle 362. 

cpc-1 gene, gene products similarity protein GCN4, nucleotide sequence, 
Neurospora crassa 3323. 

col gene phage Cp-1, Streptococcus pneumoniae lytA gene, homology, evolution 


cre gene mutation, loxP gene recombination, phage P1, Escherichia coli 5579. 
creatine kinase, CDNA nucleotide sequence, brain, skeletal muscle, chickens 6335. 
creatine kinase, enhancers, regulation multiple upstream elements, skeletal 
muscle, mice 715. 
creatine kinase, identification enhancers, skeletal muscle, mice 5723. 
creatine kinase mck gene, enhancers, gene expression, ras gene inhibition, 
myoblasts, skeletal muscle 6731. 
creatine kinase, promoters, DNA-binding protein identification, brain, rats 7661. 
eh kinase, restriction fragment length polymorphism, chromosome 19, man 
creatine kinase, restriction fragment length polymorphism, man 3354. 
CRF gene nucleotide sequence, corticotropin-releasing factor, MRNA levels, 
lucocorticoids, sheep 10727. 
CRH gene, mRNA, characterization, regulation gestation, placenta, man 138. 
crotoxin subunits, cDNA nucleotide sequence, venom gland, Crotalus durissus 
terrificus 2513. 
Crp gene operons, gene regulation, transcription, transcripts inhibition, 
Escherichia coli 9145. 
crt! gene, nucleotide sequence, Rhodobacter capsulatus 10339. 
aye gene, reat nucleotide sequence, toxins, effects on larvae, Leptinotarsa 
decemlineata, Bacillus thuringiensis 3349. 
cryD gene, insecticides, CryD protein, nucleotide sequence, cloning, Bacillus 
thuringiensis israelensis 6877. 
crystal protein, nucleotides sequence, Bacillus thuringiensis, pest control 5307. 
crystal toxins, homology, hybridization analysis, Bacillus thuringiensis 
kyushuensis, Bacillus thuringiensis morrisoni 3306. 
crystallin, CDNA nucleotide sequence, cattle 571. 
a-crystallin, CDNA nucleotide sequence, gene expression, Alexander's disease, 
brain, man 10250. 
a-crystallin, CDNA nucleotide sequence, gene expression, mice 10260. 
baat bert ld cDNA nucleotide sequence, methionine content, Cyprinus carpio 
d-crystallin, CDNA nucleotide sequence, rabbits 2485. 
B-crystallin, linkage analysis, man, rats, evolutionary genetics 1395. 
y-crystallin, nucleotide sequence, evolution gene families, comparison rats 
mice man 8661. 
aA-crystallin promoters, transcription factors, binding, eye lens, chickens, 
mice 10221. 
81-crystallin, regulation transcription promoters, development, eye lens, 
embryo cells, chickens 135. 
6-crystallin, translation, cell-free system, eye lens, chickens 1079. 
Cs gene, nucleotide sequence, Drosophila 7324. 
& apt gene, mRNA, expression, growth, acute myeloblastic leukemia, cells, man 
gene coding r 
gene nucleot 
ctla-2 gene, cDNA nu: 
induction, mice 10317. 
CTLA-4 protein, genomes nucleotide sequence, man 8237. 
CTT1 gene, catalase, control, synthesis, mitochondria hemoproteins, binding 
sites, Hap1 protein, Saccharomyces cerevisiae 7715. 
CUP1 gene, DNA-directed RNA polymerase Ill, depletion histone H4 nucleosomes, 
effects on transcription cell cycle, Saccharomyces cerevisiae 7945. 
Cup! gene, gene amplification, copper resistance enhancement, Saccharomyces 
cerevisiae 6681. 
cutinase, transcription activators, cutin monomers, fungi nuclei, Fusarium solani 
pisi, in vitro 2743. 
cvpA gene, purF operon mutation, colicin V production, Escherichia coli 9529. 
cyaB gene nucleotide sequence, identification calmodulin sensitive adenylate 
clase precursors, Bordetella pertussis 3307. 
hie gene nucleotide sequence, Escherichia coli 5301. 
'¥C7 gene, ANB1 gene, gene regulation, ROX1 gene role, Saccharomyces cerevisiae 
5631 


ions, nucleotide sequence, Plasmodium falciparum 2386. 
elie na: Saccharomyces cerevisiae 8291. 
cleotide sequence, lymphocytes T, mast cells, activation 


CcYCi gene, DNA fragments cloning, effects on 3'-terminus formation, mRNA, 


Genes, (continued) : «2 
polyadenylation, HIS4C gene, gene expression, Saccharomyces cerevisiae 137 
CYCi gene, enhancers, responsiveness HAP2 gene HAP3 gene gene products, 
Saccharomyces cerevisiae 3718. ‘ 
CYC1 gene, GAL1 gene, GAL10 pie promoters negative control elements, 
Saccharomyces cerevisiae 1628. nts 
CYC8 gene, mediation catabolite repression, characterization, Saccharomyces 
cerevisiae 6588. v2 
CYC1 gene, mRNA structure effects on translation, Saccharomyces cerevisiae 718 
CYCi gene, sup4 gene interval, rearrangement, Ty transposon, Saccharomyces 
cerevisiae 1441. 
CYC1 gene+lacZ gene, gene fusion, genetic control, PHOS gene promoters, 
Saccharomyces cerevisiae 6683. y 
cyclic AMP dependent protein kinase II-B binding proteins P150, cDNA nucleotide 
sequence, brain, rats 6396. ’ 

cyclic AMP response element binding proteins, cDNA nucleotide sequence, 
phosphorylation sites, rats 10286. ; 

3',5'-cyclic-GMP. phosphodiesterase y-subunit, CDNA nucleotide sequence, 
retina, mice 10554. ’ 

3',5'-cyclic-nucleotide phosphodiesterase cDNA nucleotide sequence, brain, rats 
8322, 


cyclin A, nucleotide sequence, gene expression cell cycle, Drosophila 8284. 

cyclin, CDNA nucleotide sequence, eggs, Arbacia punctulata 3390. 

cyclin, nucleotide sequence, transcripts localization pole cells, embryogenesis, 
Drosophila melanogaster 8289. 

cyclosporin A-binding protein, transcription, Neurospora crassa 6210. 

cyd operon, cytochrome-d oxidase, gene regulation, Escherichia coli 1634. 
Cyllla gene, occurrence regulatory factors, development embryos, actin, 
Strongylocentrotus purpuratus 1985. : 
CYP1 gene regulators, oxygen dependent gene expression, organization, proteins 
sequence, Saccharomyces cerevisiae 5884. i 

CYP1 gene regulators, oxygen dependent gene expression, missense mutation, 2 
Lege agents, control, Saccharomyces cerevisiae 5885. 

CYP21B gene mutation, transfection, gene conversion, steroid 21-hydroxylase 
deficiency, man 460. 

CYR1 gene, CDC35 gene, adenylate cyclase, transposon Ty insertion, effects on 
heat shock resistance, Saccharomyces cerevisiae 5760. 

cys gene cloning, phage P22HT transduction, Salmonella typhimurium 4704. 

cys gene promoters, nucleotide sequence, Salmonella typhimurium, Escherichia c 
4382. 


cys-3 gene, nucleotide sequence, amino acid sequence predictions, Neurospora 
crassa 7327. 

cysB gene cloning, proteins identification, Erwinia carotovora carotovora 933. 

cystatin A, cDNA nucleotide sequence, expression epidermis, mice 4480. 

cystatin A, synthetic, gene expression, use Escherichia coli, man 6751. 

cystatin C, nucleotide sequence, man 2536. 

cystatin C, synthesis, man, expression, Escherichia coli 2842. 

cystatin, cDNA nucleotide sequence, saliva, man 2561. 

cysteine proteinase inhibitors, cysteine proteinase inhibitor, CDNA nucleotide 
sequence, rats 3393. 

cysteine proteinase 1, promoters role cyclic AMP induction gene expression 
Dictyostelium discoideum 7701. 

cytochrome b, mRNA maturase, mitochondria mutants, RNA transcripts proteins, 
evolution relationship, Saccharomyces cerevisiae 8506. 

cytochrome b-599, in vitro expression, characterization, Hordeum vulgare 2845. 

cytochrome b5+cytochrome-b5 reductase cDNA nucleotide sequence, rats, man 10€ 

cytochrome b5, cDNA nucleotide sequence, liver, cattle 8454. 

cytochrome b5 cDNA nucleotide sequence, liver, chickens 8368. 

cytochrome b561 cybB gene, {les mapping, Escherichia coli 4408. 

cytochrome b6-f, subunits petE gene cDNA nucleotide sequence, chioropiasts, 
thylakoids 6394. 

cytochrome c, cDNA nucleotide sequence, amino acid sequence, function, phyloge' 
implications, Chlamydomonas reinhardtii 6566. 

bef ee c, cDNA nucleotide sequence, cyc! mutants, Saccharomyces cerevisi: 
7549. 

brea Cc, regulation transcription, analysis expression, Trypanosoma brucei 


pine 5 ope lge elements introns requirements elevation expression, COS 

cells, rats 717. 

ue cL, methanol dehydrogenase, nucleotide sequence, Methylobacterium / 

cytochrome c1, nucleotide sais organization, mitochondria, man 10513. 

cytochrome ci precursors, cDNA nucleotide sequence, man 3461. 

cytochrome c2, gene expression, Rhodobacter sphaeroides 4652. 

cytochrome P.: , Nucleotide sequence, Saccharomyces cerevisiae 2577. 

cytochrome P450, cDNA gene expression, rats 631. 

ee con P450 cDNA nucleotide sequence, chemoreception, olfactory epitheliu 
rats 3 

cytochrome P450 cDNA nucleotide sequence, insecticides resistance, Musca 
domestica 7332. 

cytochrome P450 cDNA nucleotide sequence, liver, man 8598. 

cytochrome P450, cDNA nucleotide sequence, man 6484. 

cytochrome P450 cDNA nucleotide sequence, man 10647. 

cytochrome P450, cDNA nucleotide sequence, microsomes, liver, rabbits 305. 

cytochrome P450, cDNA nucleotide sequence, mRNA levels, rabbits 572. 

cytochrome P450 cDNA nucleotide sequence, phenobarbital induction, chickens 865 

cytochrome P450, cDNA nucleotide sequence, testes, rats 2529. 

cytochrome P450 cholesterol side-chain cleavage cDNA nucleotide sequence, test 
pigs 8444. 

cytochrome P450, cloning, liver, rats, Saccharomyces cerevisiae gene expressio! 


ne P450, CYP17 (P45017a), nucleotide sequence, homology, cattle 

cytochrome P450 forms, cDNA nucleotide sequence, rabbits 7390. 

cytochrome P450 gene families, cDNA nucleotide sequence, rats 3398. 

cytochrome P450 genes, enhancers, TCDD activation, hepatoma, mice 599. 

cytochrome P450, lIC6 gene, nucleotide sequence, rats 6492. 

cytochrome P450 isoenzymes cDNA nucleotide sequence, tissues, rats, rabbits 86: 

cytochrome P450, NADPH-ferrihemoprotein reductase fusion proteins, expressio' 
Saccharomyces cerevisiae, N-terminus, microsomes, liver, rats 4821. 

ppb P450, nucleotide sequence, amino acid sequence predictions, liver, m 


cytochrome P450, nucleotide sequence, cloning, cattle 10510. 
ibe deg P450, recombinant, gene products activation carcinogens, rats, mice 


cytochrome P450, TCDD stimulation gene expression, mice 10812. 


154 


Biochemistry Abstracts 2 vol. 19 
0 WE ce ee a ee ee ee ee aes ed 


Genes, (continued) Genes, (continued) 


cytochrome P450 transcription elongation bg rN heme effects on, rats 9161. 

cytochrome P450, transcription, enhancers, TCDD activation, hepatoma, mice 599. 

cytochrome-c oxidase cDNA nucleotide sequence, liver, brain, rats 9277. 

cytochrome-c oxidase cDNA nucleotide sequence, man 8461. 

cytochrome-c oxidase, CDNA nucleotide sequence, mapping, association, cya-4 
locus, Neurospora crassa 6814. 

cytochrome-c oxidase, isolation, analysis, Paracoccus denitrificans 1734. 

cytochrome-c oxidase, nucleotide sequence, thermophilic bacteria 7294. 

cytochrome-c oxidase pseudogenes nucleotide sequence, liver, rats 552. 

cytochrome-c oxidase, Via chain, cDNA nucleotide sequence, heart, liver, rats 


cytokeratin, CDNA nucleotide sequence, amino acid sequence predictions, Xenopus 
laevis 8309. 

cytokeratin, enhancers, MDBK cells, cattle 6721. 

ost cDNA hybridization analysis, CD2 antigen structure, lymphocytes T, man 


cytokinins, MRNA levels, Nicotiana tabacum 3127. 

cytolysis Les expression, oa 186, nucleotide sequence, Escherichia coli 8270. 

cytomegalovirus immediate early antigen gene, DNA segments, Sendai virus 
envelopes, transfection 5734. 

cytosine restriction merB e, characterization, Escherichia coli 9533. 

cytoskeleton filaments, cDNA nucleotide sequence, amino acid sequence 
predictions, glial cells, man 10287. 

D10 gene, D15 gene, nucleotide sequence, early genes, phage T5 9526. 

019 gene nucleotide sequence, cell surface glycoproteins, phosphatidylinositol 
linkage, Dictyostelium discoideum 2337. 

3D gene, nucleotide sequence conservation, foot-and-mouth disease virus 10225. 

DS gene, plasmids, development regulation, flanking region, nucleotide sequence, 
amino acid sequence predictions, Dictyostelium discoideum 6441. 

D8 gene, vaccinia virus, membrane proteins, transcription mapping, DNA sequence 
analysis, localization virions 2092. 

2,4-D pathways tfdR gene, gene Ka och i rath pJP4, Alcaligenes eutrophus 4424. 

DAF1 gene, effects on, size controls, pheromones, cell cycle kinetics, 
characterization, Saccharomyces cerevisiae 3803. 

DALS gene, allantoate permease, transcription activation, identification, 
sequence, Saccharomyces cerevisiae 6759. 

dali gene, gene expression, Pseudomonas ty ara Klebsiella pneumoniae, 
Enterobacter cloacae, Enterobacteriaceae 9818. 

dal2 gene, gene expression, Pseudomonas pooh phd Klebsiella pneumoniae, 
Enterobacter cloacae, Enterobacteriaceae 9818. 

pt ete DNA methylation, detection, nucleotide sequence, mutants, Escherichia 
coli 9356. 

dam gene methylation, gel electrophoresis, phage T2, phage T4 7256. 

dam gene, methylation, mutHLS gene, DNA repair, Escherichia coli 7591. 

dam gene, substitution mutagenesis, Escherichia coli 8826. 

darkener-of-apricot gene, effects on white gene, Drosophila 9639. 


daughterless gene, cDNA nucleotide sequence, sex determination, development, 
Drosophila 3476. 
daughterless gene, Drosophila melanogaster, homology DNA-binding protein, 


DNA-binding protein immunoglobulins enhancers, lymphocytes B, man 7545. 
dbp gene, herpes simplex virus 1, identification gene products requirements DNA 
replication, recombinant baculovirus 6624. 
et — cytosine methylase, DNA repair, EcoRI methylase plasmids, Escherichia 
| 9613. 
dem gene, 5-methyicytosine sites, DNA repair, Escherichia coli 1559. 
ae nucleotide sequence, cyclic AMP dependent protein kinase, Drosophila 


det gene, Rhizobium meliloti, nitrogen fixation, Bradyrhizobium japonicum 2834, 

dctA gene, gene regulation, role dicarboxylic acid transport, Rhizobium 5705. 

Dde gene, amd gene, cuticle formation, Drosophila melanogaster 7617. 

ddlA gene cloning, nucleotide sequence, product purification, characterization, 
Salmonella enunerins 7838. 

deacetoxycephalosporin : synthase, cloning, nucleotide sequence, amino acid 
sequence predictions, Streptomyces clavuligerus 9414. 

deb-1 gene, nucleotide sequence, Caenorhabditis elegans 8619. 

dec-1 gene, cloning, characterization transcripts, Drosophila 1204. 

DED? gene, th ine rich sequence, DNA-binding protein binding, CYC1 promoter 
activation, RNA biosynthesis, DNA-directed RNA polymerase li, Saccharomyces 


cerevisiae 4854. 
defensins, cDNA, isolation, characterization, leukocytes (neutrophilic), man 
5489 


deformed gene, similarity Hox-2.6 gene mice, mice Hox-2.6 gene nucleotide 
sequence 3501. 

del element nucleotide sequence, Lilium henryi 8640. 

deletion, results, apolipoprotein Cll deficiency, man 2476. : 

delivery, asialoglycoproteins receptors mediation, transformation, liver, rats 
1680. 


Delta gene, cDNA nucleotide sequence, gene products similarity epidermal growth 
factor coagulation factor IX, a= ined melan ter 4362. 

denV gene, phage T4, transfection, DNA repair, 8 cells, man 9610. 

denV seb site-directed mutagenesis, tyrosine, pyrimidine dimers binding, phage 
T4, Escherichia coli 7777. : 

deoC gene, nucleotide sequence, amino acid sequence predictions, Mycoplasma 
pneumoniae 6421. — sia ; 

deoR gene repressors, purification, characterization, Escherichia coli 5977. 

deo: idy! transferase, promoters regions, nucleotide sequence, man 2521. 

deoxyribonuclease Bep! nucleotide sequence, restriction-modification systems, 
Brevibacterium epidermidis 7485. a * 

deoxyribonuclease EcoRI, cloning, gene expression, gene amplification, 
Escherichia coli 4811. \ ; ; 

deoxyribonuclease EcoRI, transfection CHO cells, induction expression, 
Escherichia coli 6858. 

deoxyribonuclease Hgal, deoxyribonuclease Fok!, nucleotide sequence, 
Flavobacterium okeanokoites, Haemophilus galinarum 9357. r 

deoxyribonuciease (pyrimidine dimer) denV gene, phage T4, complementation, DNA 
repair excision defects, mutants, Drosophila melanogaster 8712. 

deoxyribonuclease Sall, cloning, phage $31, Streptomyces lividans, 
Herpetosiphon giganteus, Xanthomonas amarinthicola, Rhodococcus rhodochrous, 
Streptomyces s 7494. 

rcrcasion, DNA repair, mutagenesis, Escherichia coli, reviews 1558. 

desferrioxamine B biosynthesis, cloning, gene expression, Streptomyces pilosus 
6869 


desmin cDNA nucleotide sequence, Xenopus laevis 8373. ae a , 
detection, DNA ligase mediation gene mapping methodology, hybridization analysis 
2204. 


detection, DNA probes, dissolved DNA, methodology, gene transfer potential, 
aquatic environment 10150. 
detection, hybridization analysis, tissues, cells 7205. 
development regulation, replication timing, Physarum polycephalum 8768. 
ee he regulation, spore germination, organization, Dictyostelium discoideum 
dfrA gene, operons, nucleotide sequence, Bacillus subtilis 6233, 
oot ene products, analysis, accumulation, decay, embryogenesis Xenopus laevis 
dhfr gene, homologous recombination methodology, Escherichia coli 4744. 
dhfr gene, neo gene, pac gene, transfection, use multiple selection markers, 
mammalian cells 8894. 
dhfr gene, nucleotide sequence, attachment, nuclear scaffold, intragenic regions, 
CHO cells 376, 
dhfr vo promoters, deletion analysis, dihydrofolate reductase, hamsters 10529. 
dhfrV gene, nucleotide sequence, trimethoprim+ sulfonamides antibiotic resistance 
_fecombination, Escherichia coli 5278, 
diabetes mellitus induction, encephalomyocarditis virus experimental infection, 
——e sequence, point mutation, deletion mutant, insertion mutation, mice 
diaminopimelate dehydrogenase ddh gene, cloning, structure, Corynebacterium 
glutamicum 5744. 
came etc inhibitors, mapping, hybridization, localization, chromosomes, 
man : 
dicarboxylic acid transport, nucleotide sequence, amino acid sequence 
predictions, Rhizobium leguminosarum 6192. 
dicB gene regulation loci, Escherichia coli 5641. 
Dictyostelium discoideum myosin heavy chains, Aequipectin irradians myosin light 
chains, expression, assembly, Escherichia coli 9661. 
di pl markers, CDNA nucleotide sequence, lymphocytes T hybridoma, rats 
1,25-dihydrocholeealciferol receptors, cDNA nucleotide sequence, rats 4318. 
dihydrofolate reductase, amplicon, asic | matrix attachment regions, replication 
initiation sites, CHO cells, hamsters 5348, 
dihydrofolate reductase, containing Moloney leukemia virus cloning vectors, 
construction 5818, 
bl ecg reductase, DFR gene nucleotide sequence, Saccharomyces cerevisiae 


Se aa reductase DFR1 gene nucleotide sequence, Saccharomyces cerevisiae 

dihydrofolate reductase dhfr gene, gene expression, mice 10808. 

dihydrofolate reductase, integration, gene expression, Bacillus subtilis 4713. 

dihydrofolate reductase, mice, gene transfer, adenovirus (human) cloning vectors, 
gene expression, cell lines, man 1768. 

dihydrofolate reductase thymidylate synthase, nucleotide sequence, polymerase 
chain reaction, pyrimethamine drug resistance, Plasmodium falciparum 2357. 

dihydrofolate reductase, upstream transcripts cDNA nucleotide sequence, man 8554. 

dihydrofolate reductase, use gene amplification cloning vectors, plasminogen 
activator, CHO cells 732. 

dihydrofolate reductase + thymidylate synthase, point mutation, pyrimethamine drug 
resistance, Plasmodium falciparum 2360. 

dihydrolipoamide acetyltransterase cDNA isolation, pyruvate dehydrogenase 
components, liver, man 392. 

dihydrolipoamide dehydrogenase, cDNA nucleotide sequence, amino acid sequence 
predictions, man 8338. 

dihydrolipoamide dehydrogenase IpdV gene, nucleotide sequence, Pseudomonas putida 
8299. 

dihydropteridine reductase, cDNA nucleotide sequence, amino acid sequence 
predictions, man 10457. 

Badia ghia reductase, cDNA restriction fragment length polymorphism, man 
105: 


dihydropteridine reductase, nucleotide sequence, amino acid sequence predictions, 
liver, rats 8318. 

dihydropyridine sensitive calcium channels, cDNA nucleotide sequence, rabbits 
4459, 


2,3-dihydroxybipheny! dioxygenase, nucleotide sequence, PCB biodegradation, 
Pseudomonas paucimobilis 1336. 

dinitrogenase, nifD gene, nifK gene, nucleotide sequence, Thiobacillus 
ferrooxidans 3419. 

dipeptidy! carboxypeptidase |, cDNA nucleotide sequence, kidney, man 3546. _ 

dipeptidy! peptidase IV, cDNA nucleotide sequence, membrane-anchoring domains, 
liver, rats 5251. ; 

diphtheria toxin, growth hormone fusion, oblation somatotropes, production 
dwarfism, pituitary, transgenic mice 1781. 

diploidy, DNA recombination, prokaryotes 817. : 

disease resistanée gene families, CDNA nucleotide sequence, Pisum sativum 3597. 

Distal-less gene, genomes nucleotide sequence, homeobox, Drosophila 8288. 

DMD gene, BMD gene, Duchenne's muscular dystrophy, Becker muscular dystrophy, 
exons deletion, man 370. 

dnc+ gene, CDNA nucleotide sequence, homology, Drosophila melanogaster 8259. 

DNA (adenine-N6)-methyltransferase, nucleotide sequence, phage 14 7317. 

DNA, codons distribution, nucleotide sequence, Plasmodium falciparum 6182. 

DNA, D-loop, nucleotide sequence comparison, mitochondria, man, Primates 6602. 

dna gene effects on plasmids replication, Bacillus subtilis 1719. 

dna gene mutation, plasmid pUB110 replication, Bacillus subtilis 3642. 

DNA helicase helD Are , nucleotide sequence, amino acid sequence predictions, 
Escherichia coli 9. ’ 

DNA methylation, effects on B-globin ane expression, man 685. ; 

DNA methyltransferase, cDNA nucleotide sequence, amino acid sequence predictions, 
mice 4363. . 

DNA nucleotide sequence changes, glyU gene, U.V. radiation mutagenicity, 
anticodons 5227. ; : o 

DNA nucleotide sequence, teichoic acids, gene expression, Bacillus subtilis 1705. 

DNA nucleotidylexotransterase, cDNA nucleotide sequence, DNA-directed DNA 
polymerase homology, man 10445. ore as y 

DNA nucleotidylexotransferase, regulation transcription, role initiator motif, 
mice 10782. é 

DNA primase subunits p49, cDNA nucleotide sequence, mice 6398. 

DNA recombination, plasmids, Saccharomyces cerevisiae 8824. 

DNA repair, denV, pyrimidine dimers, genomic sequences, CHO cells 3685. 

DNA repair inhibition, plasmids 7586. . ’ 

DNA topoisomerase (ATP-hydrolysing), CDNA nucleotide sequence, Drosophila 
melanogaster 9436. p ‘ 

DNA topoisomerase (ATP-hydrolysing), Drosophila melanogaster, cloning, 
Saccharomyces cerevisiae gene expression 6743. 


NA eet en an a RR a Oa a 


155 


Subject Index 


Genes, (continued) ns ae : 

DNA topoisomerase, promoters, transcription, DNA supercoiling, Escherichia coli 
9149. 

DNA topoisomerase, vaccinia virus, cloning, Escherichia coli gene expression 


3934. 
DNA-directed DNA merase B, flanking region, promoters, nucleotide 
uence, man 2440. 
DNA-directed DNA polymerase B, nucleotide sequence, negative regulatory 
elements, mice 6510. 
DNA-directed DNA polymerase, cloning, 


Genes, (continued) 


Duchenne’s muscular dystrophy genes, genetic screening deletion mutant, multiple 
gene amplification, man 5438. 

Duchenne's muscular dystrophy, restriction fragment length polymorphism, man 
10541. 

Duchenne’s muscular dystrophy, translocations, breakpoints, mapping, man 1067! 

duplication, antigens 11.1 locus, restriction endonuclease mapping, hybridization 
analysis, Plasmodium falciparum 2280. 

dystrophin cDNA nucleotide sequence, chickens 8342. 


Escherichia coli gene expression, rats 736. dystrophin, CDNA nucleotide sequence, domains comparison, man, chickens 7336 


DNA-directed DNA polymerase DNA primase complex, Saccharomyces cerevisiae 5908. dystrophin, CDNA nucleotide sequence, skeletal muscle, Duchenne’s muscular 


DNA-directed DNA 
PRD1 3499. 

DNA-directed DNA polymerase, expression, cell cycle, proliferation, transformed 
cells, normal cells, man 5711. 

DNA-directed DNA polymerase N-terminus, gene 43 gene mapping, phage T4, 
Escherichia coli 1871. 

DNA-directed DNA polymerase pol gene, deletion mutation, effects on gene 
expression, DNA biosynthesis, in vitro, herpes simplex virus 1 958. 

DNA-directed DNA polymerase, promoters, transcription factors, fibroblasts, mice 
3724. 

DNA-directed DNA ee stimulation gene expression recombinant vaccinia 
virus, adenovirus 855. 


merase, early region, nucleotide sequence, Escherichia coli, 


dystrophy, man 3572. ‘ : =i 
dystrophin gene, transcription, polymerase chain reaction, gene amplification, 

Duchenne's muscular dystrophy, Becker's muscular dystrophy, man 3159. 
dystrophin, Niodaas alternative splicing, C-terminus, man 10141. . 

E8 gene, DNA binding factors, identification, ethylene-responsive, Lycopersicon 
esculentum 10980. ar< 
E4 gene, E1A gene, cyclic AMP synergism E1A protein stimulation transcription, 
adenovirus (human) 3740. ; ’ 
E5 gene, E2 gene regulation expression, papilloma virus, transient expression 

experiments, CV1 cells 2747. 
E2 gene, E5 gene, SV40, papilloma virus (bovine) 1. recombinants, gene 
expression, transformation, tumorigenesis 2171. 


DNA-directed RNA polymerase, cDNA nucleotide sequence, plasmid S2, Zea mays 3387. 6 gene, E7 gene, papilloma virus (human) type 8, role transformation 


DNA-directed RNA polymerase, cDNA nucleotide sequence, Saponaria officinalis 
10694, 


DNA-directed RNA polymerase cores subunits, nucleotide sequence, Methanobacterium 


thermoauto! icum 5458. 
eho aaa RNA polymerase |, nucleotide sequence, Schizosaccharomyces pombe 


DNA-directed RNA polymerase II, nucleotide sequence, Drosophila 8264. 

DNA-directed RNA polymerase II, nucleotide sequence, Trypanosoma brucei 8210. 

DNA-directed RNA polymerase II, nucleotide sequence, Trypanosoma brucei 8219. 

DNA-directed RNA polymerase, mutants, effects on rrn gene transcription, 
Escherichia coli 7895. 

DNA-directed RNA polymerase, nucleotide sequence, Trypanosoma brucei 2387. 

DNA-directed RNA polymerase, phage SP6, nucleotide sequence, amino acid sequence 
predictions, Escherichia coli 9366. 

DNA-directed RNA polymerase rpoB gene, rifampin resistant mutant, mutation 
mapping, Escherichia coli 9385. 

DNA-directed RNA polymerase subunits, genes nucleotide sequence, transcription, 
Halobacterium salinarium, Halococcus morrhuae, evolutionary genetics 8298. 

DNA-directed RNA merase subunits rpoB gene, cloning, overproduction, 
Escherichia coli 4778. 

DNA-directed RNA polymerase subunits rpoBC gene, chloroplasts, Spinacea oleracea 


dnaA gene alleles, chromosomes replication initiation, Escherichia coli 1541. 

dnaA gene alleles, died expression, gene products purification, characterization, 
Escherichia coli 721. 

DnaA gene, DNA biosynthesis, function, transcription, Escherichia coli 9549. 

a DnaA protein overproduction, chromosomes replication, Escherichia coli 

dnaA gene function, mutation suppression, plasmid R100-1, Escherichia coli 6630. 

ee ee. mutation, plasmid F integration suppression requirements DnaA protein, 

iC origin replication, Escherichia coli 4896. 
ae ed Proteins overproduction, chromosomes replication, Escherichia coli 


dnaA gene proteins, purification, characterization, Escherichia coli 997. 

dnaA gene proteins regulation, rpoH gene transcription, Escherichia coli 7159. 

dnaA gene, role replication plasmid R1162, Escherichia coli 5557. 

dnaA gene, transcription repression, Escherichia coli 9147. 

dnaB gene, helicase, dominant-lethal mutation, Salmonella typhimurium 538. 

cDNA nucleotide sequence, Globodera pallida, Globodera rostochiensis 10628. 

dnaE gene nonsense mutant, suppression, pcbA gene mutation, DNA-directed DNA 
polymerase III, Escherichia coli 9909. 

dnaE gene, polC gene, U.V. radiation mutagenesis, Escherichia coli 609. 

Lf A sigs temperature-sensitive mutant, nucleotide sequence, Escherichia coli 


dnaK gene, DNA biosynthesis, chromosomes replication, Escherichia coli 1540. 
dnaN gene+dnaA gene operons, gene expression, Escherichia coli 6700. 
dnaN gene, DNA restriction bi tinal length polymorphism, Escherichia coli 519. 
dnaQ gene, gene expression, Escherichia coli 6697. 
dolichyl-phosphate mannosyltransferase DPM1 gene, cloning, nucleotide sequence, 
Saccharomyces cerevisiae 2283. 
dopamine B-monooxygenase, CDNA nucleotide sequence, MRNA i ce man 8552. 
dopamine receptors, cDNA nucleotide sequence, expression fibroblasts, rats 5408. 
dosage, selection systems, use, detection, cell cycle aneuploidy, Saccharomyces 
cerevisiae 6815. 
doublesex gene, alternative splicing transcripts, regulation sex differentiation, 
transformer gene, Drosophila melanogaster 8153. 
doublesex gene, cloning, gene mapping, Drosophila melanogaster 1445. 
doublesex gene, transcripts processing, role transformer-2 gene gene products, 
similarity RNA-binding proteins, transformer-2 gene cDNA nucleotide sequence, 
Drosophila melanogaster 8286. 
doublesex gene, transformer gene, sex-lethal gene, transcripts, regulation 
splicing, sex differentiation, Drosophila, reviews 8152. 
dpnA gene, DNA adenine methylase, gene products identification, Streptococcus 
pneumoniae 1766. 
dpnB gene, endodeoxyribonuclease Dpnil, gene products identification, 
Streptococcus pneumoniae 1766. 
dpnM gene, DNA adenine methylase, gene products identification, Streptococcus 
moniae 1766. 
ie) eM eee eee sequence, Saccharomyces cerevisiae 2314. 
-13 gene, nucleotide sequence, effects on morphogenesis, collagen, 
One rhabditis eiogans 8660, ~ 
gene, Drosophila melanogaster, similarity rap1 gene rap2 gene, rap1 gene 
pr gene cDNA nucleotide sequence, aly Hy cas ap lap tag 
sit! aia nucleotide sequence, histocompatibility locus HLA DR7 region, man 
Drosophila mel: 
melanogaster 54 
resistance mdr gene, transfection, histone H4 promoters, mice 754. 
DUB1 gene, ubex52 protein, ribosomal subunits, antibodies detection, 
developmental stages, Dictyostelium 8060. 
Duchenne muscular dystrophy, cDNA restriction fragment length polymorphism, man 
2351. 


: ler, ras2 gene, promoters, bidirectional, Drosophila 


replication, fibroblasts, rats 2769. } 
E6 gene, E7 gene, transformation requirements, analysis mutants, papilloma virus 
(bovine), mice 6657. 
E2 gene, gene products binding promoters, transcription factors, papilloma virus 
(bovine) 1 6981. ‘ 
E2 gene, gene products, transcription factors activity Saccharomyces cerevisiae, 
papilloma virus (bovine) 5976. 
E5 gene, papilloma virus (bovine) E5 protein structure requirements, 
characterization mutants, cells, mice 6027. 
E7 gene, papilloma virus (human) 16, expression, DNA biosynthesis, rats 6647. 
E2 gene, papilloma virus, regulation expression E5 gene, transient expression 
experiments, CV1 cells 2747. 
E2 gene, transcription factor E2F phosphorylation dependent activation, 
adenovirus (human) infection, cell-free system 9088. 
E2 gene, transcription role, DNA binding, gene regulation, papilloma virus 
(bovine) 1 5951. 
E1A gene, adenovirus (human), DNA integration, mice 6648. 
E1a gene, adenovirus (human), effects on metastatic potential transfection embry 
cells rats, role cellular regulation 9731. 
E1A gene, adenovirus (human), identification DNA sequence effects on E1A gene 
promoters, comparison serotypes 6711. 
E1A gene, adenovirus (human), MYC promoters stimulation, myc gene trans 
activation, man 9989. 
EIA , adenovirus (human), transcription activation, stimulation promoters by 
cells factors 2735. 
E1a gene, adenovirus (human) type 2, mutation ai is transactivation function, 
in vitro transcription, effects on inducible genes 9702. 
i=) be ee adenovirus (human) 5 deletion mutant, mapping proteins binding sites 
qe 
E1A gene dependent myc promoters stimulation, HeLa cells, man 10986. 
E1A gene, effects on stromelysin gene expression, glucocorticoids, adenovirus, 
NRK49F cells 10115. 
E1a gene, E1b gene, adenovirus (human), characterization transcription 
termination factors, chloramphenical acetyltransferase Rak 9113. 
E1A gene, E4 gene, cyclic AMP synergism E1A protein stimulation transcription, 
adenovirus (human) 3740. 
E1a gene products, transcription complexes, tumors, adenovirus (human) 12 916; 
E1A gene proteins role, transcription factor IC activation, adenovirus 6644. 
E1A gene proteins role, transcription, protein biosynthesis, adenovirus 6643. 
E1A gene repression, adenovirus (human), JE gene transcription, man 6135. 
E1A gene, trans activation, transcription initiation, reverse orientation, 
adenovirus (human) 5, man 9567. 
E1A gene, transcripts splicing in vitro, characterization splicing sites, 
adenovirus 169. 
ear-2 gene ear-3 gene avian erythroblastosis virus, CDNA clones, localization 
expression, comparison gene products, man 9701. 
early genes, 015 gene, nucleotide sequence, ph: TS 9526. 
early genes, transcription termination, oligonucleotides nucleotide sequence, 
vaccinia virus 6034. 
early region, adenovirus (human), cloning, gene expression, Saccharomyces 
cerevisiae 3778. 
early oil cloning, hybridization analysis, fibroblasts transformed cells, 
mice , 
early region, cloning, nucleotide sequence, exons mapping, transcripts splicing, 
nuclear polyhedrosis virus, Autographa californica isolates 253. 
early region, DNA, DNA-binding protein binding sites, adenovirus (human) 12 696 
early region, enhancers, binding proteins brain man, JC virus 4989. 
sgh region, gene expression, gene regulation, repression, antigens, adenovirus 
early region, gene expression, regulatory regions, promoters, nucleotide sequenc 
requirements 639. 
early region, nucleotide sequence, phage T5, Escherichia coli 4523. 
early region, phosphoproteins, nucleotide sequence, herpesvirus saimiri 1384. 
early region, promoters, down-regulation, capping sites, |CP4 protein binding, 
herpes simplex virus 1 2725. 
early region, promoters, gene expression, ATF, cyclic AMP, E1A protein inductior 
adenovirus (human) 5 9703. 
early region, promoters regulatory regions, ic AMP response elements, 
Le athe thane, activation, lymphocytes T, mitogens stimulation, mar 


early region, promoters, transcription factors binding, role RNA biosynthesis, 
DNA-directed RNA polymerase, vaccinia virus 978. 

early region, transcription, promoters, phage 29, Bacillus subtilis 7652. 

easter gene, cDNA nucleotide sequence, role formation dorsal-ventral patterns 
embryogenesis, gene products serine proteinases, tig te melanogaster 925 

bey ager contro}, transcripts, association, ribosomes, Chironomus tentans 


EF hand calcium-binding protein, calcitonin, gene families evolution, introns, 
exons 7526. 

EG1 gene, expression, deletion, homology sequence, Saccharomyces cerevisiae 65 

egg shells proteins, CDNA nucleotide sequence, Schistosoma mansoni 321. 

egg shells proteins, nucleotide sequence, Schistosoma haematobium 8600. 


156 


Genes, (continued) 
“A pee. cDNA nucleotide sequence, EGIl! protein, cellulase, Trichoderma reesei 


egi gene cloning, plant diseases role, Pseudomonas solanacearum 905. 
Egr-1 gene, binding cell surtace immunoglobulins induction Egr-1 gene, 
phocytes B, c-fos gene, mice 7663. 

Egr-1 protein, upstream flanking region, cDNA nucleotide sequence, transcription 
actors, mice 6369. 

Ella yee transcription, promoters, E1a protein, DNA binding 6708. 

Eip28/29 gene, gonadal ape 2600 gene, overlap, gene mapping, Drosophila 9239. 

elastase, CDNA nucleotide sequence, man 2541. 

ones. — expression, leukocytes (neutrophilic), bone marrow differentiation, 
man ‘ 

elastase |, promoters enhancers function independence, rats 693. 

elastin, CDNA nucleotide sequence, man 8627. 

elav gene products, neurons requirements, RNA-binding protein, nucleotide 
sequence, Drosophila mela ler 7471. 

electron transfer flavoproteins, CONA nucleotide sequence, man 2403 

electrons transter flavoproteins, cDNA nucleotide sequence, liver rats 2581. 

elongation factor EF- 1a, nucleotide sequence, chromosomes, man 10669. 

en factor EF-1a, cDNA nucleotide sequence, Drosophila melanogaster 

elongation factor EF-1a, cDNA nucleotide sequence, mice 8439. 

a ag factcr EF-2, cDNA nucleotide sequence, ovary granulosa cells, man 

elongation factor EF-2, nucleotide sequence, Methanococcus vannielii, 
Corynebacterium diphtheriae toxins susceptibility 5484. 

elongation factor Tu, linkage analysis, tRNA genes, Pseudomonas aeruginosa 9346. 

elongation factors, transcripts screening, effects on, Chlamydomonas 
reinhardtii 6105. 

Em’ gene, cloning vectors, cosmids, antibiotic resistance, Bacteroides 5819, 

embryos, endo A 8-cell stage, cDNA nucleotide sequence, mice 2530. 

anil . gene, gene regulation, nucleotide sequence, Streptococcus pyogenes type 12 

Emv-23 gene, ecotropic leukemia virus proviruses, albinism deletion complex, 
chromosome 7, mice 9283. 

EN1 gene containing homeobox localization, chromosomes, man 10552. 

EN2 gene containing homeobox, localization, chromosomes, man 10552. 

ne. a homeobox containing, restriction fragment length polymorphism, man 
1 


EN2 gene, restriction fragment length polymorphism, man 10496. 
apt gene, En-1 gene, int-1, patterns expression development, homeobox, mice 
1. 
En-2 gene, expression, development, brain, mice 1620. 
poe gore localization, chromosomes, man 10557. 
gene, nucleotide sequence, cytokeratin, mice 2415. 
endochitinase cDNA nucleotide sequence, Hordeum vulgare 8473. 
endothelin, CONA nucleotide sequence, placenta, man 10547. 
endothelin cDNA, nucleotide sequence, umbilical cord, man 10556. 
endothelin, nucleotide sequence, man 7395. 
endothelin, nucleotide sequence, vasoconstrictors, endothelium, rats 1454. 
§-endotoxin, nucleotide sequence, activity Coleoptera, Bacillus thuringiensis 
3432 


ENtgene, restriction fragment length polymorphism, man 10498. 
oe gene, even-skipped gene, homeobox gene products binding DNA, Drosophila 


engrailed gene, fushi tarazu gene, paired gene, zen gene, gene products, 
synergism effects on transcription, homeobox, Drosophila 10994. 

engrailed gene, gene products, fushi tarazu gene gene products, competition 
binding sites, homeobox, Drosophila melanogaster 5966. 

engrailed gene, gone products interaction transcription factors, Drosophila 
melanogaster 6986. 


iled gene, L sees products phosphorylation serine specific protein kinase, 
F Prosopivia melanogaster 3975. s 
engrailed gene, products, characterization binding nucleotide sequence, 
comparison fushi tarazu gene products, Drosophila 4980. ‘ 
engrailed gene, two levels regulation expression embryogenesis, Drosophila 638. 
engrailed gene, white gene, enhancers, binding zeste gene gene products, 
poonemety. transcription factors, Drosophila 5995. 
ailed similarity, homeobox, Aristotie’s lantern, Asteroidea 3336. : 
os he of split gene characterization, neurons development, embryos, Drosophila 
6404. 


enhancer of split gene, m8 gene, transcripts, nucleotide sequence, Drosophila 
melai r 6150. 

enkephalins, enhancers, AP-2 protein binding elements ene en phorbol 
12-myristate 13-acetate diester inducible enhancers, man 5676. 

enkephalins, vasoactive intestinal peptide, tyrosine 3-monooxyg , c-fos gene, 
similarity enhancers, cyclic AMP regulation, binding transcription factors, man 


5680. 
enolase cDNA nucleotide sequence, skeletal muscle, mice 8592. 
enolase, cDNA nucleotide sequence, skeletal muscle, rats 6606. 
enolase isoenzymes, cDNA nucleotide sequence, Xenopus laevis 8578. 
enolase isoenzymes, cDNA nucleotide sequence, Xenopus laevis 8578. ; 
entA gene, nucleotide sequence, amino acid sequence predictions, Escherichia coli 
9391. 


entB gene, entA gene, amino acid sequence predictions, Escherichia coli 9391. 
entC1 gene, enterotoxin B, Staphylococcus aureus, Streptococcus pyogenes 1353. 
Enterobacter cloacae ampR gene jology Pseudomonas aeruginosa trpl gene, trp! 
gene nucleotide sequence 7469. ve : 
enterobactin, clusters, nucleotide sequence, Escherichia coli 4414. inn 
enterobactin entA oe nucleotide sequence, amino acid sequence predictions, 
7. 


‘ "y on Pseudomo i 7651 

enterotoxin bs bigoie ih 5 Nas aeruginosa 5 

enterotoxins, Escherichia coli, cloning, plasmids cloning vectors, amdS promoter, 
gene regulation, gene expression, Aspergillus nidulans 8830. . 

env gene, expression, human immunodeficiency virus, temperature, cloning vectors, 

lation 7855. 

oR gene, gene expression, MRNA translocation, gene regulation, rev gene gene 
products, human immunodeficiency virus 7624. ; 

oo visna virus early region transcripts, nucleotide sequence, function 


envA gene, nucleotide sequence, function, mutagenesis, Escherichia coli 501. 

envelope gene, T cell leukemia virus |, recombinants attenuation vaccinia virus, 

envelopes env gene, bovine leukemia virus, cloning, plasmids cloning vectors, 
fusion proteins gene expression, Escherichia coli 8866. 


Biochemistry Abstracts 2 vol. 19 


Genes, (continued) 


envelopes glycoprotein gp64, gene mapping, nucleotide sequence, transcription 
mapping, gene expression, nuclear polyhedrosis virus, Orgyia pseudotsugata 
isolates 10232. 

envelopes glycoproteins, nucleotide sequence, bovine rhinotracheitis virus, 
comparison herpes simplex virus 1 534. 

envelopes, human immunodeficiency virus 1, gene expression, poststransiation 
processing, cloning vectors, adenovirus (human) 5, recombinants 3867. 

envelopes, RNA secondary structure, nucleotide sequence, genetic variance, human 
immunodeficiency virus, comparison 10056. 

pie oth DNA binding, transcription activation, envZ gene mutation, Escherichia 
coli . 

envZ gene mutants isolation, chromosames mutation cloning, Escherichia coli 6844, 

envZ gene, porins gene expression regulation, Escherichia coli 1790. 

sosinophil-derived neurotoxin cDNA nucleotide sequence, ribonuclease gene 
families, man 8568, 

epidermal growth factor, cDNA nucleotide uence, kidney, rats 2504. 

epidermal growth factor, cloning, structure-activity relationships, site-directed 
mutagenesis, man 10871. 

epidermal growth factor receptors, Bglll restriction fragment length 
polymorphism, man 10440. 

epidermal growth factor receptors, expression, gene amplification, liver 
carcinoma cell lines, man 432. 

epidermal growth factor receptors, mutants, tyrosine kinase activity detects, 
inability stimulation oncogenes expression, man 714. 

epidermal growth factor receptors, promoters, binding Sp1 protein, CV-1 cells, 
A431 cells, man 5706. 

epidermal growth factor receptors, promoters, deletion analysis, man 668. 

one gan factor receptors, transcription factors, epidermis carcinoma, 
man 658, 

epidermal growth factor recombinants, structure-activity relationships, 
site-directed mutagenesis, mice 10873, 

epidermal growth factor, transformation, Escherichia coli gene expression 10922. 

epidermal growth factor-binding protein, cDNA nucleotide sequence, amino acid 
sequence predictions, submandibular gland, mice 8339. 

epoxide hydrolase cDNA nucleotide sequence, liver, rabbits 9511. 

epr gene, gene mapping, proteinase, Bacillus subtilis, identitication 3552. 

Epstein-Barr nuclear antigen 2, Epstein-Barr Virus, identification regulatory 
elements, pining inal activation, transfected lymphocytes B 2744, 

Epstein-Barr virus glycoproteins, cloning, gene expression, CHO cells 1545. 

Epstein-Barr virus latent membrane protein, cloning, gene expression, vaccinia 
virus recombinants 9812. 

ERA-1 gene, cDNA nucleotide sequence, retinoic acid induction, alternative 
splicing homeobox containing, F9 cells, mice 4495. 

Era-1 gene, retinoic acid induction, identification, stem cells teratocarcinoma, 
mice 156. 

ERCC-1 gene, DNA repair, transfection, Na*/K*-transporting ATPase, repair 
deficiency CHO cells 4601. 

ERCC-1 repair, transfection, Na*/K* -transporting ATPase, repair-deficient 
CHO cells 3658. 

ge Streptococcus pyogenes, role kasugamycin sensitivity, Escherichia coli 
5652. 

ermA gene, mRNA stabilization, erythromycin induction, Staphylococcus aureus, 
Bacillus subtilis 5202. 

ermA gene mRNA stabilization, erythromycin induction, Staphylococcus aureus, 
Bacillus subtilis 7143. 

ermC gene leader sequence, amino acid sequence, translation attenuation, 
Staphylococcus aureus 8041. 

ermE gene, erythromycin antibiotic resistance, production, gene mapping, 
Saccharopolyspora erythraea 7731. 

ermSF gene, gene regulation, antibiotic resistance, Fgh mp fradiae 4624. 

erythrocytes 8-spectrin, localization, chromosome 14, man F 

erythrocytes, linkers histones, chromatin, association 6945. 

erythropoietin, activation, nucleotide sequence, cell lines, mice 10646. 

erythropoietin EPO gene, gene expression, anemia, man 8814. 

erythropoietin receptors, cDNA nucleotide sequence, cells, mice 8537. : 

Escherichia coli antigenic determinants, cloning, gene expression, Gram-negative 
bacteria 6744. 

Escherichia coli gdhA gene, glutamate dehydrogenase, nitrogen fixation, Rhizobium 
phaseoli 1802. 

Escherichia coli, proU gene, gene expression, DNA supercoiling, Salmonella 
typhimurium, Escherichia coli 3751. 

Escherichia coli rpoH gene, heat shock sigma factor, phage T4 gene expression 
5571. 

ESS1 gene, nucleotide sequence, mutation analysis, Saccharomyces cerevisiae 5486. 

esterase es amplification, insecticides resistance, Myzus persicae 9250. 

esterase 1, cDNA nucleotide sequence, mice 2439. +S 

estrogens receptors, cDNA nucleotide sequence, amino acid sequence predictions, 
rats 10471. 

estrogens receptors, cDNA nucleotide sequence, man 3377. 

estrogens receptors, microinjection Xenopus laevis oocytes, gene products 
activity, man 4825. ; 

estrogens receptors, restriction fragment length polymorphism, Pssi, breast 
carcinoma, man 10429. 

eta gene nucleotide sequence, exfoliative toxin A, Staphylococcus aureus 1387. 

eta gene nucleotide sequence, Staphylococcus aureus 553. 

ethanol regulon, nucleotide sequence, Aspergillus nidulans 8507. 

ethanolaminephosphotransferase EPT1 gene, cloning, gene mapping, Saccharomyces 
cerevisiae 2615. 

ets-1 gene, cDNA nucleotide sequence, man 2423, 

ets-2 gene, cDNA nucleotide sequence, man 2423. 5 

eukaryotes, translation initiation, Escherichia coli gene expression 5037. 

even-skipped gene, engrailed gene, homeobox gene products binding DNA, Drosophila 
2996. 


even-skipped gene, gene products, DNA binding activity, role homeobox, 
transcription factors, Drosophila melanogaster 5967. 

ewg gene, genomes nucleotide sequence, Drosophila melanogaster 10360. 

excC gene, tolA gene, tolB gene, mutations, release proteins periplasmic space, 
Escherichia coli 3431. ee 

excision repair ERCC-1 gene, nucleotide sequence, evolution, mutagenesis, mice 
5595. 

exodeoxyribonuclease exoA gene, cloning, nucleotide sequence, Streptococcus 
pneumoniae 7381. oe b 

exopolysaccharides biosynthesis, virulence, Erwinia stewartii 1803. F 

exotoxin A toxR gene, nucleotide sequence, amino acid sequence predictions, 
Pseudomonas aeruginosa 9372. 


157 


Subject Index 


i a a 


Genes, (continued) ; : ‘ 

expression cell cycle dependent, cytochalasin D inhibition DNA biosynthesis, MRNA 
accumulation, mammalian cells 617. ‘ Nien 

expression, sequence organization, pGD1 plasmid, Dictyostelium discoideum 8482. 

expression, use, particles bombardment, Oryza sativa, Triticum monococcum, 
Glycine max 2785. 

expression, vectors, DNA transfection, plasmids, Mammalia 1669. 1 

extracellular phospholipase, Serratia liquefaciens, cloning, gene expression, 
Escherichia coli 3527. ies 

eye lens proteins, cDNA nucleotide sequence, Ommaastrephes sloanei pacificus 
6302 


4F2 antigen, heavy chains, enhancers, genomes clones, lymphocytes T activation, 


man 5436. 
4F2 antigen, heavy chains, stimulation expression, lymphocytes T activation, man 
5714. 
fabB gene, nucleotide sequence, B-ketoacyl-ACP synthase |, comparison, 
haromyces cerevisiae FAS2 gene, Escherichia coli 6448. 
factor B, restriction fragment length polymorphism, man 6281. 
factor B, tissues lie expression, alternatives sites transcription 
initiation, liver, kidney, mice 4667. 
a-factor MFa1 gene, activation sites, Saccharomyces cerevisiae 6205. 
factor V11, nucleotide sequence, detection, polymorphism, man 2590. 
fadR gene, nucleotide sequence, fatty acids metabolism, Escherichia coli 5487. 
fanD gene nucleotide sequence, role pili biosynthesis, membrane proteins, outer 
membranes, Escherichia coli 8213. 
famesyl pyrophosphate synthase, cDNA nucleotide sequence, liver, rats 3558. 
Mesh ied fatty-acid synthase, cDNA nucleotice sequence, Penicillium patulum 


75: 
, fatty-acid synthase, nucleotide sequence, amino acid sequence 

productions, Saccharomyces cerevisiae 7291. 

FAS2 gene, Saccharomyces cerevisiae, comparison fabB gene, nucleotide sequence, 
B-ketoacyl-ACP synthase |, Escherichia coli 6448. 

fasciclin |, nucleotide sequence, amino acid sequence, gene expression, 
Acridoidea, Drosophila 7423. 

ayy acid synthase, thioesterase domains, cDNA nucleotide sequence, liver 

ickens 2456. 

fatty acid-binding protein, growth hormone fusion, mechanisms generation 
gradients genes expression, intestine, man, transgenic mice 1632. 

fatty acids binding proteins, cDNA nucleotide sequence, heart cattle 2545. 

fatty-acid synthase, cDNA clones, isolation, cDNA extension procedure, chickens 
5397. 

fatty-acid synthase cDNA nucleotide sequence, liver, chickens 8587. 

fatty-acid synthase cDNA nucleotide sequence, liver, rats 8436. 

fatty-acid synthase, cDNA nucleotide sequence, mammary gland, rats 6478. 

fatty-acid synthase, transcription, insulin regulation, mice 4169. 

Fc receptors, cONA methylation, mice 635. 

Fe receptors, cloning gene expression, man 3743. 

Fc receptors, immunoglobulin E, « chain, cDNA nucleotide sequence, mast 
cells, leukocytes (basophilic), man 5514. 

Fc receptors, immunoglobulin G, cDNA nucleotide 

Fe receptors immunoglobulin G, CD16 antigen, cDNA nucleotide sequence, gene 
mapping chromosome 1, natural killer cells, man 5242. 

fda gene, nucleotide renee fructose-bisphosphate aldolase class II, 
Escherichia coli 10276. 

fdh gene, formate dehydrogenase characterization, nucleotide sequence, upstream 

ion, Methanobacterium formicicum 5262. 

fdn gene mutants isolation, characterization, Salmonella typhimurium 1711. 

fdxH gene, cDNA nucleotide sequence, heterocysts, ferredoxin, Anabaena 7428. 

fdxN gene, ferredoxin, nucleotide juence, Anabaena, Rhizobium meliloti 4316. 

fem-3 gene, cloning, analysis transcripts, sex determination, Caenorhabditis 
elegans, 1416. 

fep gene, nucleotide sequence, gene mapping, enterobactin, Escherichia coli 3415. 

ferredoxin cDNA nucleotide sequence, placenta, man 8375. 

ferredoxin, cDNA nucleotide sequence, testes, chickens 2553. 

ferredoxin, cDNA nucleotide sequence, testes chickens 2553. 

ferredoxin, cloning, nucleotide sequence, hybridization analysis, restriction 
endonuclease mapping, Entamoeba histolytica 2289. 

ferredoxin, fdxH gene cDNA nucleotide sequence, heterocysts, Anabaena 7428. 

ferredoxin fdxH gene, heterocysts, ferredoxin petF gene, vegetative cells, 
Anabaena, cloning, gene expression, Escherichia coli 10902. 

ferredoxin, ~ Ong identification, nucleotide sequence, Bradyrhizobium 
japonicum \. 

ferredoxin, nucleotide sequence, Synechococcus, comparison Chloroglueopsis 
fritschii, Mastigocladus laminosus 510. 

ferredoxin, tran: lection expression Escherichia coli, man 6905. 

ferredoxin-NADP reductase, cCONA nucleotide sequence, amino acid sequence 
predictions, adrenal cortex, cattle 8303. 

ferritin H, gene expression cloning vectors Escherichia coli, man 781. 

ferritin heavy chains, cDNA nucleotide sequence, mice 2431. 

ferritin subunits H+L, cDNA nucleotide sequence, cells, mice 7416. 

ferritin subunits, nucleotide sequence, rats, evolutionary genetics 458. 

ferritin, transcripts iron responsive elements binding proteins, man 1207. 

ase transcripts, repressors MRNA translation, characterization, rabbits 

fes gene, nucleotide sequence, gene mapping, enterobactin, Escherichia coli 3415. 

a-fetoprotein, albumin, enhancers interaction AFP1 protein, transcription 
factors, liver, man 5975. 

«-fetoprotein, CDNA nucleotide sequence, fetuses, rats 2192. 

a4-fetoprotein, enhancers, promoters, activation, glucocorticoids 
repression, nucleotide sequence, hepatocytes, man 680. 

6-fetoprotein ested expression, transcription regulation, hepatoma tumor 
cells, man 3748, 

a-fetoprotein, methylation patterns, rats 10208. 

bares os evolution, Keath age Sa 2470. 
ul , thu ne, nucleotide sequence, homology, ATP-binding protein, 
Escherichia col 1354. ue a8 

fhuD , fhuC gene, nucleotide sequence, homology, ATP-binding protein, 

Escherichia coli 1354. 

fibrinogen yy chain, Escherichia coli gene expression, man 925. 
B-fibrinogen, promoters, binding transcription factors, HNF-1 protein, 

- hepatoma Fao fiC2 cells 8991. 
bar growth factor (basic), cloning, man, Escherichia coli gene expression 
ahi growth factor (basic) receptors cDNA nucleotide sequence, chickens 


fibroblast growth factor cDNA nucleotide sequence, expression, use Escherichia 


158 


emacs macrophages, man 4454. 


Genes, (continued) 

coli, man 10522. : ; 

fibroblast growth factor, cDNA nucleotide sequence, gene expression, brain, 
retina, cattle 7276. : 

fibroblast growth factor, cloning Escherichia coli, cattle, man 8896. 

fibroin promoters, DNA supercoiling, transcription initiation complex formation, 
eb mori 9160. J 

fibroin, transcription enhancing factors, silk gland, Bombyx mori 3708, 

fibroin, transcription factors, silk gland, Bombyx mori 8130. 

fibronectin, alternative splicing transcripts, transformed cells, embryos, 
chickens 167. 

fibronectin, cDNA restriction fragment length polymorphism, man 2350. _ 

fibronectin, repeated sequence, binding regions, nucleotide sequence, chickens 
494. 

fibronectin, splicing, nucleotide sequence, gene expression, man 3559. 

fibronectin-binding protein, nucleotide sequence, staphylococcus aureus 4421. 

fic gene mutation cloning, gene products characterization, Escherichia coli 6896. 

filaggrin, CDNA nucleotide sequence, amino acid sequence predictions, epidermis 
mice 8306. 

fimA gene, transcription, Pseudomonas aeruginosa 6112. f 

finP gene, transcription, genetic control, plasmid R100, Escherichia coli 9146. 

fix gene gene expression, gene regulation, ntrC gene, Azorhizobium caulinodans 
5687 


fix gene, nif gene, gene expression, gene regulation, role oxygen, Bradyrhizobium 
japonicum 5683. ; 

fix gene, nitrogen fixation, gene regulation, gene expression activation, nifA 
gene gene products, Rhizobium meliloti 5686. 

fix gene, transposon Tn5 mutagenesis, insertion, Rhizobium meliloti 1685. 

fixA gene, site-directed mutagenesis, effects on nitrogen fixation, Azorhizobium 
caulinodans 3817. 

fixA gene, transcription, gene regulation, nifA gene, Bradyrhizobium japonicum 
1655. 


fixB gene, site-directed mutagenesis, effects on nitrogen fixation, Azorhizobium 
caulinodans 3817. 

fixC gene, site-directed mutagenesis, effects on nitrogen fixation, Azorhizobium 
caulinodans 3817. 

fixd gene, cloning, effects on nifA gene, fixK gene, Escherichia coli, Rhizobium 
meliloti 5725. 

fixK soe cloning, nifA gene effects on, Rhizobium meliloti, Escherichia coli 
5725. 


fla gene cloning, flagellin mutants construction, flagella, Caulobacter 
crescentus 7818. 

fla gene, flagella, transposons insertion mutants, isolation, Salmonella 
typhimurium 3796. 

fla gene, lacZ gene, gene fusion, phage Mu, B-galactosidase activity, 

scherichia coli 4750. 

flaA gene, cloning, nucleotide sequence, DNA, flagellin, Spirochaeta aurantia 

9379, 


flagella, clusters, gene mapping, Caulobacter crescentus 5367. 

flagellin, cloning, nucleotide sequence, Bacillus subtilis 9499. 

flagellin, cloning, nucleotide sequence, Campylobacter coli 9428. 

flagellin, identification, nucleotide sequence, Rhizobium meliloti 5378. 

floG gene, flaN gene, Escherichia coli o factor genes in vitro recognition 
promoters, Caulobacter crescentus 7668. 

figA gene, flagella nomenclature, Escherichia coli, Salmonella typhimurium 4217. 

we gene, flagella nomenclature, Escherichia coli, Salmonella typhimurium 4217. 

Fli gene, cloning, nucleotide sequence, Salmonella typhimurium 9849. 

fnbp gene, cloning, gene expression, affinity chromatography, fibronectin-binding 
protein, Staphylococcus aureus 1761. 

fnr gene, fum gene, aspA gene, tnicarboxylic acid cycle, anaerobic metabolism, 
Escherichia coli 1760. 

folate-binding protein cDNA nucleotide sequence, cells, man 7405. 

folC gene, promoters, transcription, ‘ypc yguimnata synthase, dihydrofolate 
synthase, Escherichia coli 9150. 

follicle-stimulating hormone, isolation, nucleotide sequence, rats 10630. 

follistatin, nucleotide sequence, detection, production mRNA populations, 
alternative splicing 259. 

M oe algR gene, gene expression, nucleotide sequence, Pseudomonas aerugino: 

formate acetyltransferase, nucleotide sequence, transcription control, 
Escherichia coli 7382. 

fpg gene, nucleotide sequence, cloning, formamidopyrimidine-DNA glycosylase 
overproduction, Escherichia coli 6874. 

gh suppressors SUF3 gene, nucleotide sequence, Saccharomyces cerevisi: 


frameshift suppressors SUFS5 genes, nucleotide sequence, Saccharomyces cerevisi: 


FRS gene, phenylalanine-tRNA ligase, cloning, nucleotide sequence, gene 
expression, Saccharomyces cerevisiae 8874. 

8-fructofuranosidase SUC2 gene, Saccharomyces cerevisiae, transformation, 
gene transfer, Schizosaccharomyces pombe 770. 

fructose-bisphosphatase, cDNA nucleotide sequence, chloroplasts, Triticum 
aestivum 5534. 

ig rego: ane cDNA nucleotide sequence, regulation, MRNA, insulin, 
liver, rats 2452. 

fructose-bisphosphatase, nucleotide sequence, Escherichia coli 3356. 

fructose-bisphosphate aldolase A gene, structure, organization, man 4497. 

fructose-bisphosphate aldolase class II, fda gene nucleotide sequence, 
Escherichia coli 10276. 

fructose-bisphosphate aldolase, localization, chromosomes, man, evolutionary 
genetics 441. 

fructose-bisphosphate aldolase, nucleotide sequence, rats 9261. 

fructose-bisphosphate aldolase, plasmids, man, construction, expression, 
Escherichia coli 10921. 

bby eins bis aldolase, promoters, alternative use, myogenesis, mice 

ftf gene, linkage analysis, gene mapping, gtfA gene, scr gene, Streptococcus 
mutans 5375. | 

ftf gene nucleotide sequence, fructosyltransferase, Streptococcus mutans 2263. 

ftr gene, flagella, transcription gene regulation, ftr gene, Caulobacter 
crescentus 10770. 

ftsA gt: nae gene cloning, characterization, Bacillus subtilis, Escherichia 
coli 4 

ftsZ gene, ftsA gene cloning, characterization, Escherichia coli, Bacillus 
subtilis 8877. 

ftsZ gene mutation, cell division, suppressor mutant, Escherichia coli 7774. 


Biochemistry Abstracts 2 vol. 19 
nr ee a ee 


Genes, (continued) Genes, (continued) 


ftz gene, chromosomes structure, gene expression relationship, Drosophila 
melanogaster 4918. 

fucA gene, organization, cloning, Escherichia coli 3445. 

fum gene, fnr gene, aspA gene, tricarboxylic acid cycle, anaerobic metabolism, 
Escherichia coli 1760. 

fumB gene nucleotide sequence, Escherichia coli 9527. 

fur gene transcription, iron absorption, Escherichia coli 730. 

fushi tarazu gene, enhancers, transcription factors binding sites, Drosophila 
melanogaster 10813. 

fushi tarazu gene, gene products DNA-binding protein, transcription factors 
Saccharomyces cerevisiae, Drosophila melanogaster 6992. 

fushi tarazu gene, gene products, engrailed gene gene products, competition 
binding sites, homeobox, Drosophila melanogaster 5966. 

fushi tarazu gene, introns, pre-mRNA processing, nuclear extracts, Drosophila 
melanogaster 1203. 

fushi tarazu gene, paired gene, zen gene, “pee products, synergism effects on 
transcription, homeobox, Drosophila 10994. 

fushi tarazu gene, products, characterization binding nucleotide sequence, 
comparison engrailed gene products, Drosophila 4980. 

Re ee gene, promoters activation z2 gene, Antennapedia gene, Drosophila 

fushi tarazu gene, promoters, regulation expression embryogenesis, Drosophila 
melanogester 9640. 

fushi tarazu gene, torso e effects on fushi tarazu gene expression, 
development, Drosophila 6740. 

fusion gene, rinderpest virus, cloning, nucleotide sequence 6295. 


og MO gore: genomes nucleotide sequence, embryogenesis, Drosophila melanogaster 


fyn gene, oncogenes, transformation, fibroblasts, man 351. 
gag gene, amber codons suppression translation, cis acting mRNA segments, 
retrovirus 2098. 
gag gene, hybridization analysis, cDNA, cloning, feline immunodeficiency virus 
proviruses, comparison lentivirus 7530. 
gag gene, pol gene, gene fusion, protein biosynthesis, ribosomes frameshifting, 
in vitro, human immunodeficiency virus 1 3083. 
GALI e, GAL10 gene, CYC1 sia promoters negative control elements, 
myces cerevisiae 1628. 
GAL10 gene, GAL11 gene, gene regulation, Saccharomyces cerevisiae 5677. 
GAL1 gene, GAL11 gene, gene regulation, Saccharomyces cerevisiae 5677. 
GAL7 gene, GAL11 gene, gene regulation, Saccharomyces cerevisiae 5677. 
’ GAL3 gene nucleotide sequence, promoters, galactose induction regulatory genes, 
Saccharomyces cerevisiae 2335. 
GAL4 gene products, regulation production, effects on, galactose induction 
Promoters, expression, vectors 9803. 
chee Promoters, DNA reactivity patterns, Escherichia coli 9348. 
L10 gene, recombination, DNA-directed RNA polymerase |i, Saccharomyces 
cerevisiae 9632. 
pene tole, gene regulation, nucleotide sequence, GAL1 gene, GAL7 gene, 
GAL10 gene, ces cerevisiae 5677. 
GAL gene, SUC gene, MAL gene, similarity palindromes downstream regions, 
tide sequence, jaromyces cerevisiae 1427. 
GAL1 gene, TATA elements, in vivo photofootprint changes, Saccharomyces 
cerevisiae 7619. 
GAL1 gene, transposon Ty, regulation transposition, Saccharomyces cerevisiae 
9753. 

, Clusters, gene mapping, transcription, Kluyveromyces lactis 5475. 
galactose-binding lectin cDNA nucleotide sequence cattle 8363. 
a-galactosidase A gene, Fabry disease, nucleotide sequence, probes, man 355. 
B-galactosidase, cell walls degrading enzymes, cloning, gene expression, 

Scherichia coli 875. 
a-galactosidase, cloning, gene expression, Escherichia coli 3861. 
B-galactosidase, cloning, nucleotide sequence, amino acid sequence 
predictions, Lactobacillus bulgaricus 9383. ; y 
a eo cloning, plasmids cloning vectors systems, Escherichia coli 


> apamamin Fabry's disease, genes rearrangement, point mutation, man 
46. 


i lacZ , Escherichia coli, genetic markers, transduction, 
jorescence detection, gene transfer, mammalian cells 747. 
ee markers, herpes simplex virus 1 glycoprotein C, promoters 
a-galactosidase melA gene, nucleotide sequence, amino acid sequence 
predictions, Escherichia coli 9374. 
sidase, thermophilic bacteria, anaerobic bacteria, cloning, gene 


expression, Escherichia coli 9843. , 
ide-specific lectins, CDNA nucleotide sequence, mice 10638. 
in, CDNA nucleotide sequence, amino acid sequence predictions, adrenal 


medulla, pigs 8312. * Fars 
galanin, cDNA nucleotide sequence, amino acid sequence predictions, pituitary 
tumors, rats 8390. , 
galK gene, Escherichia coli, antisense RNA genetic control, phage 4 N gene 
5568. 


gam gene, phage Mu, effects on DNA recombination, phage 4 mediation, bacteria 
9594. 

GapA gene, lott regulation, glyceraldehyde-3-phosphate dehydrogenase, Nicotiana 

~ tabacum k 


gastrin, regulation elements downstream TATA box, tissues specificity, man 729. 
gastrin, restriction fragment length polymorphism, man 520. _ : 
gastrin transcription regulation, epidermal growth factor + gastrin-releasing 
Peptide +vasoactive intestinal peptide +somatostatin effects on, cells, man 10110. 
gastrin-releasing peptide, deoxyribonuciease | mapping, lung carcinoma, man 7532. 
- e, nucleotide sequence, herpesvirus (equine) 4, glycoproteins 5281. 
1 gene, control, amino acids biosynthesis, cell cycle initiation, nucleotide 
sequence, romyces cerevisiae 2392. ‘ 
GCN4 gene, mRNA, translation control, open reading frames role, Saccharomyces 
cerevisiae 5070. 
GCN3 gene nucleotide sequence, mRNA, Saccharomyces cerevisiae 5403. 
GCN4 , protein GCN2 protein kinase regulation initiation ribosomes, 
Saccharomyces cerevisiae 3938. tee’ 
GCN2 gene, role GCN4 gene regulation, transcription factors 3709. 
GCN4 , transcripts, regulation translation, PGK gene, TRP1 gene, 
Saccharomyces cerevisiae 7178. ’ a 
GCN4 gene, translation control gene expression, Saccharomyces cerevisiae 6732. 
GCY gene, nucleotide sequence, amino acid sequence, Saccharomyces cerevisiae 


gdhA gene, promoters identification, gene regulation, Escherichia coli 4700. 

gelsolin, cDNA nucleotide sequence, pigs 4364. 

gene A proteins mutation, phage ®X174 replication, DNA biosynthesis 4578. 

cere ye proteins mutation, phage ©X174 replication origin, DNA biosynthesis 

gene A proteins, phage ®X174 replication arigins, DNA biosynthesis 3654. 

6 gene, alleles cloning, corn smut, Ustilago maydis 9787. 

gene C, recombination, RNA, antibodies detection, peplomers detection, peplomers, 
mouse hepatitis virus 6131. 

gene CDC34, G phase transition, comparison, gene RAD6, ubiquitin-conjugating 
enzyme 1773. 

y.1 gene, cDNA nucleotide sequence, y-interferon responsive, U937 cells, 
man 7521, 

9-27 gene, cDNA nucleotide sequence, interferon response elements, 
a-interferon, y-interferon, man 6610. 

¢ gene, cDNA nucleotide sequence, repressors, Streptomyces lividans, phage 
c31 7482. 

a-gene, chorionic gonadotropin, proteins binding domains, man 986. 

gene disruption, targeting, homologous recombination, positive selection, NIH 3T3 
cells 4745. 

X gene, DNA nucleotide sequence, hepatitis B virus cores 537. 

gene expression, four eight cells stages fetuses, development, man 720. 

AS gene, expression lymphocytes B precursors, nucleotide sequence, mice 1317. 

P gene expression, synthesis, products, duck hepatitis virus, ducks 8749. 

gene families, histone genes, expression, mRNA accumulation, DNA mediated gene 
transfer CHO cells, mice 975. 

D Rares gene products, immediate-early gene ICP4, herpes simplex virus, 
DNA-binding protein, transcription, regulation 2969. 

X gene, gene products transcription factors, hepatocarcinogenesis, Friend 
erythroleukemia ce'ls, hepatitis B virus 4355, 

X gene, gene products transcription factors, role carcinogenesis, liver, 
hepatitis B virus 4981. 

M gene, Geriniston virus RNA nucleotide sequence, comparison Bunyamwera virus, 
open reading frame 5308. 

X gene, hepatitis B virus, synergism, human immunodeficiency virus 1 tatlll gene, 
transactivation chloramphenicol acetyltransferase genes gene expression, human 
immunodeficiency virus 1 long terminal repeat regulation 7627. 

X gene, hepatitis B virus, transactivation, gene expression, tt terminal repeat 
regions requirements, human immunodeficiency virus 1 8747. 

eE 1 D si isolation, characterization, transcription control, X chromosome, man 

140. 

gene de alg Cloning, tyramine, octopamines, catabolism, Pseudomonas aeruginosa 

4785. 


gene mapping, pulsed field gel electrophoresis, phages, release factors, 
Escherichia coli 7106. 
gene mapping, restriction fragment length polymorphism, DNA probes, data, data 
banks, man 10368. 
gene mapping, spumaretrovirus, phylogeny, relationship human immunodeficiency 
virus, retrovirus 4141, 
M gene, matrix protein, cDNA clones site-directed mutagenesis, 
temperature-sensitive phenotypes revertants, vesicular stomatitis virus 6827. 
si oie: nucleotide sequence, amino-terminal domains, reverse transcription, duck 
epatitis virus 7301. 
M gene, nucleotide sequence, influenza virus 3142. 
M gene, nucleotide Sequence measles virus, comparison strains subacute 
sclerosing panencephalitis virus, Man 5125. 
L gene nucleotide sequence, RNA nucleotide sequence, vesicular stomatitis virus 
143. 
gene oprH, outer membranes, membrane proteins, cloning, nucleotide sequence, gene 
oprH, Pseudomonas aeruginosa 9860. 
N oe phage \, antisense RNA genetic control, Escherichia coli galK gene 
568. 


N gene, Phage Mu, nucleotide sequence, Escherichia coli 2291. 

P gene, Phage Mu, nucleotide sequence, Escherichia coli 2291. 

J gene, phage X174, mutants isolation, characterization, Escherichia coli 
6262. 


gene ppa, pyrophosphatase, Escherichia coli, cloning, nucleotide sequence 3504. 

gene products, DNA replication, mitochondria 4564. ' 

8 gene promoters, myosin heavy chains, transcription regulation, rabbits 
10104. 

gene RADS52, Saccharomyces cerevisiae, gene expression, nucleotide sequence, phage 
T4, recombination, ONA repair 1551. 

gene RAD6, ubiquitin-conjugating enzyme, comparison, gene CDC34, Saccharomyces 
cerevisiae 1773. F 

11-1 gene, repeated sequence, nucleotide sequence, Plasmodium falciparum 8215. 

A gene replication, gene expression, transformation, DNA microinjection, 
telomeres, Paramecium tetraurelia 5774. 4 

gene S, hepatitis B virus, DNA inserts, nucleotide sequence, inverted repeat, 
hepatocellular carcinoma 2368. ‘ ; 

gene s15, gene s19, nucleotide sequence comparison, species Drosophila 201. 

gene targetting, polymerase chain reaction modification, recombinants fragments 
assays 6364. 

x an transactivation function, hepatitis B virus, transfection, stimulation 
gene expression, cell lines, man 6702, 

gene transfer, chromosomes, Spiroplasma citri 9764. _ ’ 

gene transfer, cloning vectors, spleen locus Tory virus superinfection, gene 
expression, gene amplification, animal cells 4707. 

P-gene, translation, products, duck hepatitis virus 6645. ; : 

gene V, phage f1, synthetic variants construction, oligodeoxyribonucleotides 
assembly, Escherichia coli 4036. ; 

gene V products, DNA-binding protein, characterization, N.M.R., phage !Ke 8972. 

gene V products, DNA-binding protein, phage IKe, N.M.R. 8973. , 

gene V proteins, temperature-sensitive mutant, phage f1, Escherichia coli 3651. 

gene X, hepatitis B virus, cloning, Escherichia coli gene expression 9600. 

gene ZF-21, cDNA nucleotide sequence, Brachydanio rerio 7548. 

gene 1 protein purification, organization, phage P22 5588. ’ 

gene 10, phage 17, ribosome-binding site, enhancement ene expression 5851. 

gene 11, nucleotide sequence, rotavirus (simian) SA11 4471. 

gene 12, nucleotide sequence, phage 14 546. ; 

gene 19 eee oa products purification, characterization, phage T7 5833. 

gene 2 nucleotide sequence, phage T4, Escherichia coli_7476. __ 

gene 2 proteins, phage fd, plasmids replication origins, Escherichia coli 6635. 

gene 2, restriction fragment length polymorphism, chromosome 10, man 6341. 

gene 21, identification gene products, phage BF23 7441. ; F 

gene 24p3, expression, SV40 induction, antigen T requirements, kidney cells, mice 


159 


Subject index 


Genes, (continued) 
8737. 


gene 25, nucleotide sequence, phage T4 6201. ! 

gene 27, transcripts, protein biosynthesis, upstream sequences down-regulation, 
in vitro, varicella-zoster virus 29. 5 = 

gene 3 proteins+DNA complex packaging, phage 29, Bacillus subtilis 9990. 

gene 31, cDNA nucleotide sequence, gene 23, groE gene, heat shock, Escherichia 
coli, phage T4 8218. adie idk we 

gene 32 we products, phage 14, Escherichia coli single-stranded DNA-binding 
protein 1 t 

gene 32 mRNA, binding sites, phage T4, Escherichia coli 5169. 

gene 32, phage T4, DNA-binding protein denaturation, zinc removal, phage T4 9978. 

gene 32, phage T4 mRNA, processing, ribonuclease E role, Escherichia coli 5162. 

gene 32 proteins, poly (rA), interactions, phage T4 7949. 

gene 33, cDNA nucleotide sequence, rats . woz & 

gene 39, DNA topoisomerase, resistant mutant, amsacrine inhibition, phage T4, 
infected Escherichia coli 6928. 

gene 4 proteins, replication forks, helicase, primase, phage T7 10755. 

gene 42, dCMP hydroxymethylase, nucleotide sequence, cloning, phage 74, 
Escherichia coli 5836. : ‘ 

gene 42, phage T4, nucleotide sequence, gene expression, deoxycytidylate 
hydroxymethylase 3330. 

gene 46, phage T4 1551. 

gene 47, phage T4 1551. ; 

gene 49, recombination endodeoxyribonuciease VII, gene regulation, phage T4, 
Escherichia coli 6714. e 

gene 5, phage 29, Bacillus subtilis, transformation, Escherichia coli gene 
expression 6783. 

gene 50 nucleotide Leg pa phage T4, Escherichia coli 7476. 4 

gene 6b identification, Ti plasmid, Rerobactrim tumefaciens, tumorigenesis, 
Nicotiana glauca, Kalanchoe tubi 5321. 

germin cDNA nucleotide sequence 6397. 

gt ape cloning, y-glutamyltransferase, Escherichia coli 4783. 

-1 protein, repression expression, role crowty hormone genes repression 

Lea beone ll transcription factors, GH3 cell 
§997. 

gin ge gene products, characterization binding sites, DNA invertase, phage Mu 

1 


gin ne, products, phosphoserine covalent binding DNA, DNA invertase, phage 
Mu 6880. 


gin gene probes, nucleotide sequence, B-fructofuranosidase, DNA inversion, 
Escherichia coli 288. 
Gia protein, nucleotide sequence, regulatory elements identification, bone, rats 


Is somatic cells hybridization, rats 


Gid gene, YYRR box, nucleotide sequence, introns, Drosophila 4461. 
gor gene, oloning, Escherichia coli 9851. 
1 gene, similarity Krueppel gene, isolation gene families, cDNA nucleotide 
sequence, transcription factors, brain, man 5433. 
y-gliadin, nucleotide sequence, structure comparison, Triticum aestivum 7352. 
* vere: niF gene transcription, oxygen concentration, Bradyrhizobium japonicum 


ginA gene cloning, guarine biosynthesis, Rhizobium meliloti 9820. 

nh gee em ; ide sequence, cloning, glutamate-ammonia ligase, Bacillus 
subtilis i 

ginB gene, nucleotide sequence, Klebsiella pneumoniae 5336. 

gintl gene cloning, glutamine biosynthesis, Rhizobium meliloti 9820. 

ginS gene, gene mapping, ginU gene, ginV gene, chromosomes, Escherichia coli 


gint gene cloning, glutamine biosynthesis, Rhizobium meliloti 9820. 
ginU gene, gene mapping, ginS gene, ginV gene, chromosomes, Escherichia coli 


ginv gene, gene mapping, ginS gene, ginU gene, chromosomes, Escherichia coli 


a-globin+ B-globin cDNA nucleotide sequence, rats 10558. 

B-globin, 5'- sri regions, methylation, erythroleukemia cells, mice 2601. 

€-globin, B-globin, bidirectional control transcription shared enhancers, . 
development, erythrocytes, chickens 9651. 

a-globin cDNA nucleotide sequence, Pleurodeles waltlii 8576. 

Gs nts cDNA nucleotide sequence, Tarsius syrichta, evolutionary genetics 


B-globin, cDNA nucleotide sequence, Tarsius syrichta, evolutionary genetics 


globin, cloning, nuclectide sequence, amino acid sequence predictions, 
p Sonn detec! calgary length 
“globin, ion, restriction fragment le polymorphism, polymerase 
chain reaction, man 10433. . ae pies eed 
in, expression, cells, MEL, COS, man 2844. 
e-globin, fragments, nucleotide sequence determination methodology 10146. 
B-globin gene amplification, sickle cell disease, man 8572. 
ene cate gene expression, DNA nucleotide sequence requirements, cells, man 
B-globin, gene expression, ducks enhancers stimulation, transfection, 
erythroid cells, man 756. 
y-globin, gene expression, enhancers identification, man 3754. 
as ree gene, 8 forgone ely virus transcription termination 
factors, insertion mutants, rabbits 9114. 
B-globin, homologous recombination, gene expression, man 886. 
globin, induction expression, factors erythroleukemia cells, in vivo 
transcription assays, MEL cells, mice 904. 
B-globin intron 2, sites DNA-binding protein, tissues specificity, mice 993. 
B-globin, introns nucleotide sequence, mANA precursors splicing, man 3146. 
B-globin, man, introns requirements, gene transfer, retrovirus cloning 
vectors, gene expression, erythroleukemia cells, mice 3837. 
B-globin, man, microinjection, gene expression, enhancers stimulation, 
developmental stages, gut, mice 798. 
B-globin, nucleotide sequence, chromatin, erythroid cells, ae 378. 
al-globin, nucleotide sequence, deoxyribonuclease | hypersensitive sites, 
enopus laevis 405. 
al-globin, nucleotide sequence, deoxyribonuclease | hypersensitive sites, 
enopus laevis 405. 
a-globin, nucleotide sequence, evolution, mutation, Cercopithecoidea 6372. 
61-globin, nucleotide sequence, gene ae man 6459. 
AB cll nucleotide sequence, man 6380. 
B-g in, en sequence, occurrence contiguous purines, pyrimidines, 
man 493. 
+-globin, nucleotide sequence, sickle cell disease, man 10693. 
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Genes, (continued) 


ba promoters, binding proteins, puritication, erythroid cells, mice 
76. 


B-globin promoters, dominant control region effects on gene expression Thy-1 
gene, thymidine kinase, man 7703. 

B-globin, promoters, transcription, man 5152. 

B-globin, snRNA US, binding, mRNA, man 5934. y j 

B-globin, splicing MRNA precursors, exon sequence requirements, rabbits 9182. 

B-globin, switching, regulation, development, erythrocytes, chickens 1606. 

B-globin, transcription termination, chickens 3723. ’ 

B-globin, transfection, retrovirus cloning vectors, erythroid cells, man, 
mice 751. 

a-2p-globulin, cDNA nucleotide sequence, rats 9494. , 

globulins, cDNA nucleotide sequence, characterization, Avena sativa 4501. A 

gipD gene, promoters, operators structures, nucleotide sequence, Escherichia coli 
7359. 

git Mat cloning, glutamate synthase (NADPH), Azorhizobium sesbaniae 3438. 

gitP gene, cloning, glutamic acid carriers, Escherichia coli 9829. 

ItS gene, cloning, glutamic acid carriers, Escherichia coli 9829. 
lu-1 gene, identification, transposons insertion, Triticum aestivum 6163. 

glucagon, expression, regulation, role transcription factors, promoters, 
pancreas, rats 6675. J 

glucan 1,4-a-maltotetraohydrolase amyP gene, nucleotide sequence, Pseudomona: 
stutzeri 5379. ; 

B-glucanase, Bacillus amyloliquefaciens, cloning, gore expression, role 
guanosine tetraphosphate, stringent response, Escherichia coli 5667. 

B-glucanase, cDNA nucleotide sequence, Nicotiana plumbaginifolia 2433. 

glucocerebrosidase cDNA nucleotide sequence, mutation characterization, Gaucher’ 
disease, man 6445. 

glucocorticoids receptors, cDNA nucleotide sequence, amino acid sequence 
predictions, mice 8385. 

glucokinase, nucleotide sequence, Saccharomyces cerevisiae 6573. 

glucose dehydrogenase, cloning, gene expression, Bacillus megaterium 722. 

glucose dehydrogenase, nucleotide sequence, Acinetobacter calcoaceticus 4525. 

glucose regulation products GRP78 gene, organization, A23187 calcium ionophore 
induction, fusion genes products, rats 4694. 

glucose een protein 94, glucose regulatory protein 78, promoters, liver, 
man 7551. 

glucose transport, cDNA nucleotide sequence, rats 3531. 

glucose transport like proteins, CDNA nucleotide sequence, man 2404. 

Mere transport molecules, cloning, Escherichia coli gene expression, rats 


glucose transport proteins, cDNA nucleotide sequence, brain rabbits 6330. 

glucose transporter, insulin regulation, cDNA nucleotide sequence, gene 
expression, rats 8561. 

glucose transporter proteins, cDNA nucleotide SUeTe brain, rats 7391. 

glucose transporters like proteins, localization, CONA nucleotide sequence, 
tissues, man 10611. 

glucose-regulated protein 78, gene expression, glucose-regulated protein 78 
interaction immunoglobulins « chain, NS-1 cells, mice 9711. 

glucose-6-phosphate dehydrogenase cDNA nucleotide sequence, mRNA splicing, 
comparison, tissues, man 6464. 

Gtucqae 5 Crome dehydrogenase, nucleotide sequence, nucleotides substitutior 
man 353. 

chucceg coteechate dehydrogenase, transcription, high carbohydrate diet, liver, 
ral g 

glucose-6-phosphate isomerase, nucleotide sequence, regulation, Saccharomyces 
cerevisiae 6546. 

da le isomerase, nucleotide sequence, Saccharomyces cerevisiae 

a-glucosidase, cDNA nucleotide sequence, man 3491. 

6-glucosidase, cDNA nucleotide sequence, man Gaucher's disease 2426. 

6-glucosidase, Cellulomonas fimi, cloning, plasmid pUC9, gene expression, 

scherichia coli 9844. : 

a-glucosidase, characterization, gene expression, vacuoles proteinase, 
nucleotide sequence, Saccharomyces cerevisiae 7288. 

8-glucosidase, nucleotide sequence, gene expression, Calidocellum 

saccharolyticum 5324. 

8-glucosidase, promoters, gene expression, Kluyveromyces fragilis 6680. 

B-glucosidase, Ruminococcus albus, cloning, gene transfer, gene expression, 

scherichia coli 1811. 

B-glucosidase, Xanthomonas albilineans, expression, RK404 plasmid, cloning 
vectors, aos mobilis, Escherichia coli 7839. 

B-glucuronidase, 5’ region identification, antisense RNA, mice 10671. 

B-glucuronidase, analysis, complex transcription units, mice 2756. 

B-glucuronidase, patatin fusion genes, transfection, gene expression, Solanum 
tuberosum 10913. 

glue protein Sgs-4 pyre: transcripts levels, steroids regulation, Drosophila 
melanogaster 8752. 

glutamate dehydrogenase cDNA nucleotide sequence, liver, rats 8522. 

glutamate dehydrogenase cDNA nucleotide sequence, liver, rats 8589. 

glutamate dehydrogenase, cDNA nucleotide sequence, man 6530. 

glutamate dehydi Nase gdhA gene, palindromes deletion, MRNA stability, 
Escherichia coli 4131. j 

glutamate dehydrogenase (NADP *), transfer, plasmid pCYG4, transformation, : 
ammonia assimilation, Saccharomyces cerevisiae 1683. 

glutamate synthase (NADPH), characterization, nucleotide sequence, Azorhizobi 
sesbaniae 1355. 

glutamate synthase (NADPH), git gene, cloning, Azorhizobium sesbaniae 3438. 

glutamate synthase, nucleotide sequence, E: richia coli 3457. 

glutamate-ammonia ligase, 8 chain, cDNA nucleotide sequence, Phaseolus 
vulgaris 5440. 

glutamate-ammonia ligase, cDNA nucleotide sequence, adipocytes, mice 221. 

glutamate-ammonia ligase, cDNA nucleotide sequence, chloroplasts, Phaseolus 
vulgaris 232. 

glutamate-ammonia ligase, cloning, gene expression, mice 5645. 

glutamate-ammonia ligase, cloning, nucleotide sequence, Escherichia coli 4535. 

glutamate-ammonia ligase, nucleotide sequence, illus subtilis 4539. | 

glutamate-ammonia ligase, transcription, MRNA accumulation cortisol, induction, 
retina, chick embryos 153. 

L-glutamate-cysteine ligase, Escherichia coli, cloning, Saccharomyces cerevisia 
gene expression 5859. | 

apna acid-rich protein, cDNA, nucleotide sequence, Plasmodium falciparum 

ees synthase ginA gene, cDNA nucleotide sequence, gene expression, Zea 


Genes, (continued) 

glutamine synthase Il, regulation, Bradyrhizobium japonicum, gene products, ntrC 
gene, role 3768. 

glutamine-fructose-6-phosphate aminotransferase (isomerizing), cloning, 
oie sequence, amino acid sequence predictions, Saccharomyces cerevisiae 

y-glutamy!-transpeptidase, cDNA nucleotide sequence, placenta, man 2487. 

yglutamyltransterase cDNA nucleotide sequence, comparison, liver, man 10252. 

y-glutamyltransterase, cDNA nucleotide sequence, liver, man 10689. 

y-glutamyltransferase, translocation, ber gene, hybridization analysis, 
chromosome 22, man 5512. 

glutathione peroxidase, cDNA nucleotide sequence, gene expression, selenium 
deficiency, rats 5453. 

glutathione peroxidase cDNA nucleotide sequence, rabbits 8524. 

glutathione peroxidase, cDNA nucleotide sequence, rats 2538. 

Qlutathione peroxidase, cDNA nucleotide sequence, rats 6334. 

glutathione S-transferase 7 oe nucleotide sequence, man 2441. 

Qlutathione S-transferase, cDNA nucleotide sequence, liver, man 2407. 

glutathione transferase, cDNA, gene expression, liver, rats 891. 

glutathione transferase, enhancers, GPE! enhancer, phorbo! 12-myristate 
13-acetate diester responsiveness, placenta, rats 4697. 

glutathione transferase, genomes nucleotide sequence, man 8634. 

glutenin, nucleotide sequence, evolution, Triticum aestivum 10511. 

glutenin, nucleotide sequence, Triticum aestivum 8456. 

glyA 1 sr nucleotide sequence, cloning Escherichia coli, serine 
hydroxymethyltransferase, Campylobacter jejuni 8235. 

glyceraldeh hate dehydrogenase, hybridization analysis, man 564. 

glyceraidehyde-3-phosphate dehydrogenase, light regulation, GapA gene, Nicotiana 
tabacum 4690. 


glyceraidehyde-3-phosphate dehydrogenase, nucleotide sequence, man 2547. 

apie peg eh ala dehydrogenase, nucleotide sequence, Trypanosoma cruzi 

glyceraldehyde-3-phosphate dehydrogenase, nucleotide sequence, amino acid 
sequence predictions, Methanothermus fervidus 6217. 

glyceraldehyde-3-phosphate dehydrogenase, nucleotide sequence, Bacillus 
stearothermophilus 7295. 

ee nae proophals dehydrogenase, nucleotide sequence, Bacillus subtilis 


Qlyceraldehyde-3-phosphate dehydrogenase, promoters, Saccharomyces cerevisiae, 
yinterferon gene expression 3843. 

glycerol dissimilation gy! gene, restriction endonuclease mapping, Streptomyces 
griseus, Streptomyces lividans 9352. 

» glycerol-3-phosphate gipR gene, repressors, regulons, nucleotide sequence, amino 

acid sequence, Escherics ia coli 6550. 

glycerophosphory! diester jiesterase 7 gene, nucleotide sequence, amino 
acid sequence predictions, Escherichia coli 9282. 

glycine acstyttransferase kbi gene, nucleotide sequence, Escherichia coli 9411. 

Eton containing cell walis proteins, structure, vascular system, Phaseolus 
vulgaris 3403. 

ane receptors, restriction fragment length polymorphism, X chromosome, man 


glycine-rich proteins, cDNA nucleotide sequence, Chenopodium rubrum 9227. 
glycinin subunits, nucleotide sequence, amino acid sequence predictions, Glycine 
max 10408. 
glycogen gigB gene, nucleotide sequence, Escherichia coli 4475. 
phosphorylase gigP gene, cloning, nucleotide sequence, Escherichia coli 
10341. 


glycogen synthase cDNA nucleotide sequence, phosphorylation, muscles, man 6395. 

glycophorin C, nucleotide sequence, genetic variance, erythrocytes, man 6344. 

glycophorin A+glycophorin B, nucleotide sequence, comparison, erythrocytes, man 
10550. 


glycoprotein B, nucleotide sequence, Marek’s disease virus 9437. 
glycoprotein C gene, herpes simplex virus 1, regulatory domains, induction 
expression, gene amplification, L cells 2745. 
in C, promoters, B-galactosidase markers genes, herpes simplex 
virus 1 9525. 
glycoprotein gB, nucleotide sequence, herpesvirus (equine) 1, comparison herpes 
simplex virus 6502. 
in gG-2, herpes simplex virus 2, cioning, transfection, gene 
expression, 373 cells 3862. } ° 
glycoprotein gl, glycoprotein glil, bovine rhinotracheitis virus, transfection, 
gene expression, mice cells 1668. . 
in /340, introns localization, cloning, gene expression, 
Epstein-Barr virus 10914. ; ; , 
glycoprotein gp340, glycoprotein gp220, Epstein-Barr virus, cloning, papilloma 
virus (bovine), gene expression, fibroblasts, mice 6898. — nal 
glycoprotein H, nucleotide sequence, herpesvirus, herpesvirus saimiri 4445. 
glycoprotein Iba, cDNA nucleotide sequence, platelets cell membranes, man 
3539. 


otein IIb, CDNA nucleotide sequence, platelets, man 568. 
rotein Illa, CDNA nucleotide sequence, cell membranes, platelets, man 213. 
glycoprotein Illa, restriction fragment length polymorphism, platelets, man 
10432. 


tein VP7, rotavirus (human), nucleotide sequence 6196. 
glycoprotein B1, cDNA nucleotide sequence, pregnancy, man 3590. 
glycoprotein 330, Heymann nephritis, CDNA nucleotide sequence, rats 9287. 
glycoprotein 4-B-galactosyltransterase, cDNA nucleotide sequence, man 3571. 
glycoproteins, Autographa californica, nuclear polyhedrosis virus, nucleotide 
sequence, en 6289. 
glycoproteins, cDNA nucleotide sequence, lysosomes membrane proteins, man 3367. 
glycoproteins components, microsomes signals peptidase complex, CDNA nucleotide 
sequence, dogs 2432. : 
glycoproteins hormones a subunit, promoters regulation, thyroid 
hormone-responsive element identification, rats 9228. 
glycoproteins hormones, nucleotide sequence, pituitary, rats 2401. 
glycoproteins hormones, promoters, cyclic AMP responsive element, 
characterization proteins binding 10476. rs 
glycoproteins, restriction endonuclease mapping, cell surface antigenic 
determinants, Trypanosoma brucei 5385. : ‘ 
glycoproteins, vesicular stomatitis virus, antigenic determinants mapping, 
chimeras, cloning, vaccinia virus cloning vectors 10891. 

Glycoproteins, vesicular stomatitis virus, cloning, adenovirus (human) 5 cloning 
vectors, gene expression, HeLa cells 6855. ; : 
Glycoproteins, vesicular stomatitis virus, cloning, adenovirus (human) 5 cloning 

vectors, gene expression, HeLa cells 6856. , ’ 
glycoproteins ZP3, nucleotide sequence, zona pellucida, mice 7523. 
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Genes, (continued) 

glyT gene, elongation factor EF-Tu, Escherichia coli 269. 

gnd gene, cloning, gene expression, growth rate, Escherichia coli 913. 

gnd gene genes cloning, gene expression, growth rate, Escherichia coli 913. 

Ne gene, Eip28/29 gene, 2600 gene, gene ie overlap, Drosophila 9239. 
PA1 gene, mating factors signals pathways, role STE gene, Saccharomyces 
cerevisiae 7639. 

gpr genes, ssp gene, gene mapping, proteinase, Bacillus megaterium 7480. 

gpt gene, homologous integration, no target genes selection, COS1 cells 3798. 

gpt gene, vaccinia virus recombinants Escherichia coli plasmids, mycophenolic 
acid selectable markers 2796. 

granule membrane protein 140, cDNA nucleotide sequence, membrane glycoproteins, 
platelets, man 7543. 

a proteins, cDNA nucleotide sequence, leukocytes (eosinophilic), man 

granulocyte colony-stimulating factor, cloning, overproduction, methionine 
aminopeptidase processing, Escherichia coli 6865. 

granulocyte-macrophage colony-stimulating factor, promoters, characterization 
genetic analysis, correlation deoxyribonuclease | footprinting, man 1586. 

granulocyte-macrophage colony-stimulating factor, promoters, tax gene proteins 
activation, T cell leukemia virus |, T cell leukemia virus Ii 9699. 

grec oon fragment length polymorphism, histocompatibility locus RT1, 
tal m 

GREB protein, cDNA nucleotide sequence, gene products similarity GCN4 protein, 
ae AMP-responsive enhancer binding proteins 5414. 

a ot gene, gene expression, F factor replication, Escherichia coli cell division 


growth, expression, induction, cell adhesion, fibroblasts, mice 9700. 
growth hormone, cattle, ribosomes binding sites changes, stimulation gene 
expression, Escherichia coli 8900. 
growth hormone, cDNA nucleotide sequence, Anguilla japonica 9477. 
growth hormone, cDNA nucleotide sequence, chickens 2258. 
growth hormone, cDNA nucleotide sequence, Cyprinus carpio 9517. 
growth hormone, cDNA nucleotide sequence, gene families, Bothidae 6297. 
growth hormone, cDNA nucleotide sequence, goats 447. 
growth hormone, cDNA nucleotide sequence, goats 3462. 
growth normone, cDNA nucleotide sequence, Paralichtys olivaceus 9341. 
growth hormone, cDNA nucleotide sequence, Salmo gairdneri 7427. 
growth hormone cDNA nucleotide sequence, Salmo salar 8567. 
growth hormone cDNA nucleotide sequence, secretion, Salmo gairdneri 8424. 
growth hormone, cDNA nucleotide sequence, thymus, sheep 2393. 
growth hormone, DNA sequence binding thyroid hormones receptors, transcription 
activation, rats 9650. 
growth hormone, fatty acid-binding protein fusion, mechanisms generation 
gradients genes expression, intestine, man, transgenic mice 1632. 
growth hormone gene expression blocking, lymphocytic choriomeningitis virus 
persistent infection, mice 5651. 
growth hormone, in vivo, transcripts, processing, analysis, rats 2189. 
growth hormone, man, cloning, plasmid phGH526, transformation, gene expression, 
secretion, recombinants 1813. 
growth hormone, nucleotide sequence, Salmo salar 9504. 
growth hormone precursors, cDNA nucleotide sequence, Seriola quinqueradiata 478. 
growth hormone, promoters, binding GHF-1 protein, GHF-1 protein purification 
characterization, transcription factors 6988. 
growth hormone, promoters binding 3,3,'5-triiodothyronine receptors, rats 5963. 
growth hormone, promoters, gene expression, man 7700. 
growth hormone, purification, cDNA nucleotide sequence, Cyprinus carpio 8425. 
growth hormone, repeated sequence transfection, gene expression, brain, rats 
6736. 
growth hormone, repression expression, role repression expression GHF-1 protein 
genes, transcription factors, GH3 cells somatic cells hybridization, rats 5997. 
growth hormone, splicing variants, man, transfection, mice cells 760. ; 
growth hormone, thyroid hormones receptors purification characterization, binding 
DNA, rats 9649. 
growth hormone, transduction, replication defective vectors, 
reticuloendotheliosis virus, embryos, chickens 8792. 
growth hormone, triiodothyronine receptors binding estrogens response elements, 
rats 2724. 
growth proteins, Ehrlich ascites tumor cells, cloning, Escherichia coli gene 
expression, mice 8895. 
GRP1 gene, expression, glycine-rich structural protein, Petunia hybrida 724. 
GRP78 gene, HSP70 gene, regulation expression heat shock glucose response genes, 
HeLa cells, 293 cells, man 696. 
GRP78 gene, promoters binding nucleus proteins HeLa cells, man 5713, _ 
grpE gene, heat shock proteins, nucleotide sequence, transcription regulation, 
Escherichia coli 9367. 
gst-1 gene, glutathione transferase gene families, nucleotide sequence, 
Caenorhabditis elegans 8553. 
gtfA gene, linkage analysis, gene mapping, ftf gene, scr gene, Streptococcus 
mutans 5375. 
gtfB gene, glucosyltransferase, mutants construction, Streptococcus mutans 935, 
gr gene, nucleotide sequence, Streptococcus mutans 5443. __ 
TP , cyclic AMP dependent transcription factors, transcription control, 
binding active sites, liver, mice 3730. . 
gtp pone: Escherichia coli, +lactate dehydrogenase genes, gene fusion, CHO cells 
3765. 


GTP-binding protein, cDNA, nucleotide sequence, pituitary, man 487. 
GTP-binding protein subunits, cDNA nucleotide sequence, man 3549. 
GTPase-activating protein, cDNA isolation, characterization, placenta, man 3468. 
GTPase-activating protein, CDNA nucleotide sequence, GTPase-activating protein 
interaction ras protein, brain, cattle 6319. 
guanidinoacetate methyltransferase, cDNA nucleotide sequence, rats 2453. 
guanine nucleotide-binding protein, cDNA nucleotide sequence, amino acid sequence 
predictions, brain, cattle 5 ; : , 
guanine nucleotide-binding protein, cDNA nucleotide sequence, ADP-ribosylation 
sites identification, cattle 10398. : 5 
guanine nucleotide-binding protein, cDNA nucleotide sequence, brain, man 10482. 
guanine nucleotide-binding protein cDNA nucleotide sequence, oocytes, Xenopus 
laevis 7419. 
guanine nucleotide-binding protein subunits, evolutionary genetics 7536. 
guanylate cyclase cDNA nucleotide sequence, homology, testes, Strongylocentrotus 
uratus 8451. 
uanylate cyclase, 70 kDa subunits, nucleotide sequence, cattle 2539. 
Pguinclactone oxidase, cDNA hybridization analysis, man, guinea-pigs, 
evolutionary genetics 10437. ; : j 
gutA gene, gutB gene, gluconeogenesis regulation, glucitol enzyme III, 
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Genes, (continued) 
Escherichia coli 1590. ; / ; 
gutB gene, gutA gene, gluconeogenesis regulation, glucitol enzyme MM, 
Escherichia coli 1590. 


gyrA gene, DNA topoisomerase (ATP-hydrolysing) role, deletion mutant, nucleotide 


sequence, loci, plasmids, Dictyostelium, Escherichia coli 9426. 

gytA gene, gene fusion, gene expression, B-galactosidase activity, 
Escherichia coli 4661. a (Oe 

gyrA gene mutation, quinolones resistant mutant, Escherichia coli 6227. _ 

B, cloning, novobiocin resistance, Streptomyces sphaeroides, Bacillus 

subtilis, Streptomyces lividans 7846. 

gyrB gene, Escherichia coli, mutation, himA gene, phage \ growth, phage d 
Nul gene, panes 8710. ioeis 

H19 gene, cDNA nucleotide sequence, expression embryogenesis, mice 4474. 

H2.0 gene, cDNA nucleotide sequence, tissues specificity gene expression, 
homeobox, Drosophila 8224. : 

H9 gene, promoters, enhancers, nucleotide sequence, mice 5346. 

H™-transporting ATP synthase 8-subunit, cDNA nucleotide sequence, 
chloroplasts, Spinacea oleracea 10567. 

H*-transporting ATP synthase atpH gene, nucleotide sequence, chloroplasts, 
Glycine max 1399. 

H*-transporting ATP synthase ATP5 gene, nucleotide sequence, Saccharomyces 

revisiae R 

H™-transporting ATP synthase atp9 gene, nucleotide sequence, male sterility, 
fnitochondria, Petunia 302. ; ‘ 

H"-transporting ATP synthase, cDNA nucleotide sequence, amino acid sequence 
Predictions, plasma membranes, Arabidopsis thaliana 8376. 

H”-transporting ATP synthase, cDNA nucleotide sequence, rats 8422. 

H* transporting ATP synthase, cDNA nucleotide sequence, mitochondria, cattle 
10455. 

H*-transporting ATP synthase, evolution, duplication, chromaffin granules, 
16-kDa proteolipids, CDNA nucleotide sequence, cattle 6454. ae 

H™-transporting ATP synthase, nucleotide sequence, Nicotiana plumbaginifolia 

7. 


Hr arenaporting ATP synthase, nucleotide sequence, Rhodospirillum rubrum 9397. 
H* -transporting ATP synthase subunits atp 9 gene, nucleotide sequence, 
fnitochondria, Petunia hybrida 313. 


are ATP s subunits, cDNA nucleotide sequence, Arabidopsis 
H “transporting ATP s , subunits, mitochondria, nucleotide sequence, 


lasmids, Cochliobolus heterostrophus 6516. 
H" -transporting ATPase, cDNA nucleotide sequence, Arabidopsis thaliana 6183. 
H*-transporting ATPase, nucleotide sequence, Leishmania donovani 5354. 
H*-transporting ATPase subunits vma-1 gene, nucleotide sequence, Neurospora 
frassa 6212. 
H™ -transporting ATPase subunits vma-2 gene, nucleotide sequence, Neurospora 
crassa 6213. 


HaG5 gene, albumin storage proteins, nucleotide sequence, Helianthus annuus 6362. 


HaG3 gene, nucleotide sequence, helianthinin, seeds storage proteins, Helianthus 
annuus 8642. 

hag pene transcription, DNA-directed RNA polymerase, sigma factor 28, Bacillus 
subtilis 9899. 

halothane, linkage analysis, pigs. Belgium 6489. 

HAP2 gene, cytochrome-c oxi 
cerevisiae 8883. 


HAP2 gene, heme, cytochrome-c oxidase, transcription, dependent, Saccharomyces 


cerevisiae 8883. 

HAP3 gene, nucleotide sequence, gene products transcription factors, 
Saccharomyces cerevisiae 3337. 

HAP1 gene regulators, oxygen dependent gene expression, organization, proteins 
sequence, Saccharomyces cerevisiae 5884. 


HAP1 gene regulators, oxygen dependent gene expression, missense mutation, Zn 


finger, agents, control, Saccharomyces cerevisiae 5885. 


HAP2 gene, REO1 gene role, gene regulation cytochrome-c oxidase, heme, COX5a 


ine, COX5b gene, Saccharomyces cerevisiae 5629. 
K haplotype histocompatibility locus H-2 |-E locus B chain, cDNA nucleotide 
sequence, mice 4453. : 
haptoglobin, cDNA restriction fragment length polymorphism, man 5505. 
haptoglobin, transcription regulation, man 129. 


Hbox1 gene, gene expression panto li homeobox, embryos, Tripneustes gratilla, 


Strongylocentrotus purpuratus 

head proteins, translation signals, phage \ 4582. 

heat shock, cDNA nucleotide sequence, embryogenesis, Drosophila melanogaster 

heat shock, conservation, Escherichia coli 9493. 

heat shock gene expression, Nicotiana tabacum, transformation, Drosophila 
promoters use 627. 

heat shock He 70 gene, structure, expression, Leishmania major 6551. 

heat shock HSP’ 

heat shock protein 
cerevisiae 7529. 


heat shock protein 70, genes nucleotide sequence, Caenorhabditis elegans 10531. 


heat shock protein 71, MRNA levels, ischemia, man 3128. 

heat shock proteins, activity, porous spatial distribution, gene mapping, 
Drosophila mel aster 2734. 

heat shock proteins cDNA nucleotide sequence, evolution, mice 7402. 

heat shock proteins, cDNA nucleotide sequence, gene products localization 
chloroplasts, Glycine max, Pisum sativum 4537. 

heat shock proteins HSP70, gene families, nucleotide sequence, characterization, 


erie images 7340. 

by bt proteins, hsp70 gene, histone H4 structure, Drosophila melanogaster 

heat shock proteins HSP70, nucleotide sequence, homology, eubacteria, 
archebacteria, Saccharomyces cerevisiae 4418, 

heat shock proteins, nucleotide sequence, Plasmodium chabaudi, Plasmodium 
falciparum homology 5361. 

heat s' proteins, oters, features, plasmids 3773. 

heat shock proteins, transcription, translation, mice 8047. 

hemA gene, §-aminolevulinic acid synthase, cloning, role nodulation, 
Rhizobium 5331. 

hemA gene cloning, Rhodobacter capsulatus 7825. 

hemagglutinins, cloning, nucleotide sequence, gene expression, in vitro, 
coronavirus (bovine) 6562. : 

hemagglutinins, influenza A virus, CONA nucleotide sequence, North America, 
Europe 10721. 

hemagglutinins, influenza virus, expression, cloning vectors construction, fowl 


jase, transcription, dependent, heme, Saccharomyces 


70 gene, cDNA nucleotide sequence, germ cells, males, mice 3528. 
promoters, identification conserved elements, Saccharomyces 


Genes, (continued) ; 
pox virus recombinants, use vaccines 846. rr. 
hemagglutinins, nucleotide sequence, monoclonal antibodies, immunoglobulins hea 
chains variable region genes use, mice, influenza A virus 10320. 
hemagglutinins, sialidase, nucleotide sequence, parainfluenza virus 3, 
variability isolates, man 6498. se 
hemB gene cloning, porphobilinogen synthase, porphobilinogen deaminase, 
Escherichia coli 1808. a ; 
hemB gene, nucleotide sequence, cloning, restriction endonuclease mapping, 
Escherichia coli 3346. ? 
hemB gene, nucleotide sequence, Escherichia coli 7322. , 
heme oxygenase(decyclizing), nucleotide sequence, promote function, man 8665 
heme oxygenase (decyclizing), transcription control, adenovirus (human) 2 late 
region promoters, rats 10828. “> 
hemocyanin, cDNA nucleotide sequence, Octopus dofleini 6299. 
hemoglobin, 8 chain, c-fos, transcripts, factors affecting stability, man 
4180. 
hemogiobin y chain, deletion CCAAT box, hereditary persistence of fetal 
hemoglobin, man 6596. ; 
hemoglobin B chain, enhancers, binding sites erythroid cells specific 
proteins, man 1624. 
hemoglobin, B chain, enhancers, man 10778. : 
hemoglobin, « chain, fusion B chain enhancers, transfection transgenic 
mice, fetuses liver expression, man 5870. : 
hemoglobin & chain, genomes nucleotide sequence determination, polymerase 
chain reaction, man 7241. ; 
hemoglobin, 8 chain, genomes nucleotide sequence, mice 10248. _ 
hemoglobin, B chain, identification mutations polymerase chain reaction, 
thalassemia, man 7508. ; 
hemoglobin, B chain, LINES ONE nucleotide sequence movements, Mus domestict 
nes 6188. 
hema ebin y chain promoters, demethylation effects on expression, man 1660. 
hemoglobin, « chain promoters, interaction transcription factors, a-CP1 
protein, a-CP2 protein, a-IRP protein, erythroleukemia cells, mice 5983. 
hemoglobin, 8B chain promoters, nucleotide sequence regulation, 
roleukemia cells, mice 6737. 
hemoglobin, y chain promoters, point mutation association hereditary 
persistence of fetal hemoglobin, transcription factors, man 5974. : 
hemoglobin, « chain promoters, role erythroblasts expression, Xenopus laevis 
5715. 
hemoglobin, « chain, recombination X(a2) X(«1) regions, Primates 
6328 


hemoglobin, 8 chain, replication effects on transcription, HeLa cells, K562 
cells, man 5707. 

hemegioni a chain silencers elements inhibition 8 chain expression, man 
5697. 


hemoglobin B chain, transcripts, antisense RNA inhibition splicing, MRNA, 

adenovirus, man 7195. 
hemoglobin, - globin promoter, mutations, effects on binding transcription 

factors, hereditary persistence of fetal hemoglobin, man 4699. 
hemoglobin, methylation, expression, development, erythroleukemia cell lines, mé 

5709. 
hemoglobin, nucleotide sequence, Chironomus thummi piger 7323. 
hemoglobin, Parasponia andersonii, cloning, gene expression 3869. 
hemoglobin promoters+erythroid nuclear protein binding, chickens 8980. 
hemoglobin, promoters, structure, hereditary persistence, fetuses, man 3376. 
hemoglobin VIIB, clusters, Chironomus thummi thummi 6283. 
hemolysins, cloning, Listeria monocytogenes 926. 
hemopexin, genomes nucleotide sequence, evolution, man 8670. 
gee gene, nucleotide sequence, amino acid sequence predictions, Escherichia c 
heparin-binding growth factor 1 cDNA nucleotide sequence, rats 8538. 
hepatitis B surface antigen, bovine leukemia virus glycoprotein gp51, cloning, 

gene expression, Saccharomyces cerevisiae 7. 
hepatitis B surface antigen, gene expression, dexamethasone stimuiation, gene 

regulation 645. 
hepatitis B virus antigenic determinants, cloning, Saccharomyces cerevisiae gene 

expression 6866. 
hepatitis B virus cores, nucleotide sequence 5503. 
hepsin, serine proteinase, cDNA nucleotide sequence, liver, man 373. 

Hermes antigen, CDNA nucleotide sequence, lymph nodes homing, lymphocytes B, | 

cells, man 8409. 
lige rene cDNA nucleotide sequence, splicing regions, N-glycosylation sites 

man R 
HEXB gene, restriction fragment length polymorphism, chromosome 5, man 105’ 
ee cDNA nucleotide sequence, amino acid sequence predictions, brain, 

rats f 
hexokinase cDNA nucleotide sequence, brain, rats 8311. 
hexokinase, cDNA nucleotide sequence, liver, rats 3489. 
high endothelium adhesion receptors, cDNA nucleotide uence, Papio 10321. 
high mobility group protein 1, CDNA nucleotide sequence, thymus, pigs 2436. 
high mobility group protein 1, cDNA nucleotide sequence, mice 2618. 
high mobility group protein 1 cDNA nucleotide sequence, placenta, man 8457. 
high mobility group protein 1, nucleotide sequence, man 10648. 
high mobility group protein 14, cDNA nucleotide sequence conservation, 

chromosomes, chickens 427. 
high mobility group protein 14, cDNA nucleotide sequence comparison, high 

mobility group protein 17 genes, chickens 10580. 
high mobility group protein 17, cDNA nucleotide sequence comparison, high 

mobility group protein 14 genes, chickens 10580. 
high mobility group protein 17, characterization, localization, restriction 

fagment length polymorphism 10568. 
himA gene, Escherichia coli, gyrB gene mutation, phage \ growth, phage \ 
nn $e fen : 
imA gene, him! Ne, integration host factor repression b2-att gene, 
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pri otes 2780. 
per th use markers, transfection Nicotiana tabacum cells, Escherichia coli 
5. 
lacZ gene+int gene, gene fusion, plasmids systems, Escherichia coli 5778. 


lacZ gene+lacY gene, gene fusion, kanamycin antibiotic resistance, bacteria 3810. 
lacZ epeptalt gene, gene fusion, Salmonella typhimurium, phage ) cloning 
vectors i 


lacZ gene+phage M13 gene fusion, use nucleotide sequence determination, 
Escherichia coli 9495. 

lacZ gene+soi gene, gene fusion, oxidation stress, Escherichia coli 527. 

lacZ gene + tran: Nn TNS fusion construction, Escherichia coli 9759. 

lamB gene, +IGF-I fusion, secretion cloning vectors, Escherichia coli 5848. 

lamin B cDNA nucleotide sequence, mice 6488. 

laminin binding proteins, cDNA nucleotide sequence, colon carcinoma, man 4517. 

laminin binding proteins, cDNA nucleotide sequence, skeletal muscle chickens 
2412. 

laminin B1, cDNA nucleotide sequence, Drosophila, mice homology 6405. 

laminin B1, restriction fragment length polymorphism, chromosome 7, man 3397. 

laminin B2 chain, promoters, nucleotide sequence, activity, mice 1463. 

laminin, cDNA nucleotide sequence, Drosophila 9482. 

laminin, cDNA nucleotide sequence, mice 2515. 

laminin, restriction fragment length polymorphism, chromosome 7, man 6477. 

laminin-binding protein, cDNA nucleotide sequence, man 8566. 

laminin-B1 chains, isolation, CDNA clones, man 4221. 

lampbrush chromosomes, domains, detection, videomicroscopy, methodology 10182. 

lanosterol 14-demethyiase, nucleotide sequence, romyces cerevisiae 2577. 

LAR gene, cDNA nucleotide sequence, similarity CD45 antigen, lymphocytes T, 
kidney, prostate, man 4447. 

larvicides proteins characterization, inverted repeat, 5-endotoxin, Bacillus 
thuringiensis israelensis 5835. , 

lasB ae nucleotide sequence, molecular characterization, Pseudomonas aeruginosa 
7364. 

late region expression, vaccinia virus, analysis mutants, requirements for 
resolution DNA concatamers 6640. , 

late region, herpes simplex virus 1, nucleotide sequences, amino acid sequence 
predictions 9501. hi 

late region, nucleotide sequence, phage T5, Escherichia coli 4523. 4 

latency genes, open reading frames, nucleotide sequence, RNA biosynthesis, RNA 
splicing patterns, herpes simplex virus 1 4179. 

latency, herpes simplex virus 1, nucleotide ence 6284. 2 Pind: 

latency-related gene, herpes simplex virus 1, RNA mapping, in situ hybridization, 
ganglia, man 9254. A: , 

latent gene, isolation cDNA clones Epstein-Barr virus, circularization viral DNA, 
Burkitt's lymphoma cell lines 6763. , ' 

Ibc3 gene, leghemoglobin, DNA proteins interactions, nucleotide sequence, Glycine 
max 10218. 

lectins, CDNA nucleotide sequence, man 10553. 

lectins, CDNA nucleotide sequence, Sesbania rostrata 319. 

lectins, mediators induction, fat body, Sarcophaga peregrina 7655. 

leg A gene nucleotide eerie promoters activity, Nicotiana tabacum 8238. 

leghemoglobin Ib gene, cDNA nucleotide sequence, promoters, analysis, Sesbania 
rostrata 3582. dade 

legumin LegA gene, cloning, Pisum sativum, Nicotiana plumbaginifolia seeds gene 
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expression 655. : 
lethality, identification methodology, plasmids cloning 1730. 
leui gene, B-isopropyimalate dehydrogenase, nucleotide sequence, 
Schizosaccharomyces pombe 9318. 

leu pe promoters point mutation, DNA supercoiling, é 

LEU2 gene, Saccharomyces carlsbergensis, cloning, comparison, 
cerevisiae LEU2 gene 1368. : 

leuB gene mutation, Escherichia coli, complementation, tRNA genes, Lactobacillus 
bulgaricus 3454. , 

leuB gene, thr-1 gene, proA gene, cloning Escherichia coli, gene mapping, pLAFR3 
plasmid, Aquaspirillum magnetotacticum 7470. 

leucine-tRNA ligase, restriction endonuclease mapping, comparison leu-5 locus, 
Neurospora crassa 256. 

leukosialin, sialophorin, cDNA nucleotide sequence, gene mapping chromosome 16, 
Wiskott-Aldrich syndrome, men 7385. 

leukotoxin, nucleotide sequence, amino acid sequence predictions, Pasteurella 
haemolytica 9401. 

leuserpin 2, cDNA nucleotide sequence, man 237. 

leuV gene, promoters, mutation, oligodeoxyribonucleotides synthesis, cloning, 
Escherichia coli 7069. 

leuV gene, promoters, nucleotide sequence, comparison P1 promoter tac promoter, 
trnB gene, Escherichia coli 7486. 

lexA gene, recA gene, SOS repair, DNA repair, Escherichia coli, reviews 3003. 

lexA gene, replacement, spectinomycin resistance, Escherichia coli 7477. 

lexA gene, repressors, U.V. radiation treatment, mitomycin C treatment, 
Escherichia coli 4625. 

lexA gene, umuDC operon role SOS response, Escherichia coli 5592. 

L2G25B gene, 4-1BB gene, cDNA nucleotide sequence, lymphocytes T, man 8549. 

lignin peroxidase, nucleotide sequence, Phanerochaete chrysosporium 2389. 

lignin peroxidase, structural, regulation, Phanerochaete chrysosporium 8751. 

ligninase, cDNA nucleotide sequence, Phanerochaete chrysosporitum 6575. 

ligninase, DNA nucleotide sequence, cloning, Phanerochaete chrysosporium 7433. 

8 like globin, erythroid-specific enhancer identification, cells, man 10639. 

a-like globin, thalassemia, deletions a-like, Europe, man 10695. 

lin-14 gene, nucleotide shea development role, Caenorhabditis elegans 7525. 

link protein cDNA nucleotide sequence, cartilage, pigs, man 10265. 

lipoamide dehydrogenase, cloning, organization, nucleotide sequence, Azotobacter 
vinelandii 5840, 

lipocortin, cDNA nucleotide sequence, amino acid sequence predictions, man 8323. 

lipocortin | CDNA nucleotide sequence, lung, mice 8349. 

lipocortin Il, lipocortin |, glucocorticoids failures induction expression, U-937 
cells, man 5710. 

lipocortin like proteins, cDNA nucleotide sequence, leukocytes (neutrophilic), 
guinea-pigs 7408. 

li lysaccharides antigens, Escherichia coli, cloning, ove expression 5665. 

lipopolysaccharides, Escherichia coli, cloning, Salmonella typhimurium gene 
expression 4799. 

lipoprotein ApoB-100, mRNA transcripts, gene mapping, man 90. 

lipoprotein lipase, cDNA nucieotide sequence, guinea-pigs 1413. 

lipoprotein lipase cDNA nucleotide sequence, placenta, man 8529. 

lipoprotein lipase, cDNA restriction fragment length polymorphism, man 5442. 

lipoprotein lipase, cDNA restriction hn alot length polymorphism, man 5467. 

lipoprotein lipase, restriction fragment length polymorphism, man 6337. 

lipoprotein (low density), cDNA restriction fragment length polymorphism, man 


lipoprotein (low density), peer nee wouter Con reductase (NADPH), 
expression, protein kinase C effects on, THP-1 cells, Hep G2 cells, man 5690. 
toprten few density) receptors cDNA nucleotide sequence, liver, rats 8450. 


Salmonella ka bps 9994. 
accharomyces 


lipoprotein (low density) receptors, cDNA restriction fragment length 
polym ism, man 10443. 
arsine (low density) receptors, promoters, cyclic AMP response elements, man 


lipoprotein (low density) 
romosome 19, man 

fortes ps density) receptors, restriction fragment length polymorphism, 
man i 

lipoprotein (low density) receptors, restriction fragment length polymorphism, 
gene amplification, man 10439. 

lipoproteins, cloning, nucleotide sequence, outer membranes, Pseudomonas 
aeruginosa 9836. 

lipoxygenase, cDNA, amino acid sequence predictions, Pisum sativum 4457. 

lipoxygenase, cDNA, isolation, characterization, rats 443. 

lipoxygenase mRNA, cDNA nucleotide sequence, reticulocytes, rabbits 2580. 

liver cell adhesion molecule, cDNA nucleotide sequence, chickens 2413. 

liver protein-glutamine y-glutamyltransferase, CDNA nucleotide sequence, 
guinea-pigs 4469. 

localization, chromosomes, hybridization analysis 4547. 

location, en fixation, dicarboxylic acid transport, plasmids, Rhizobium 
meliloti 1713. 

loci, arginase, restriction fragment length polymorphism, liver man 6358. 

loci, gene mapping, pSLT plasmid role, Salmonella typhimurium 4413. 

lon gee gene expression, plasmids cloning vectors effects on, Escherichia coli 


ee restriction fragment length polymorphism, 


lon gene, nucleotide sequence, heat shock, Escherichia coli 203. 

loxP gene recombination, cre gene mutation, phage P1, Escherichia coli 5579. 

Ipr gene, git pal b eng porancr ism hybridization analysis, 
serology, immu ciency, MRL-Ipr/ipr mice 10329. 

IpxA gene nucleotide sequence, lipid A biosynthesis, Escherichia coli 578. 

IpxB gene, lipid A biosynthesis, Escherichia coli 578. 

LSP1 gene, cDNA seer sequence, predictions calcium-binding protein, 

Pp , mice i 

luciferase, cDNA nucleotide sequence, Luciola cruciata 10376. 

luciferase, effects on, gene expression, plasmids DNA topology, protoplasts, 
Petunia hybrida, Nicotiana tabacum 2843. 

luteinizing hormone, B chain, detection 5872. 

eae hormone, B chain enhancers binding estrogens receptors, rats 

76. 

luteinizing hormone, cDNA nucleotide sequence, sheep 260. 

luteinizing hormone, follicle-stimulating hormone, thyroid-stimulating hormone, 
a subunit, cDNA nucleotide sequence, pituitary, mice 4520. 

lux AB gene, Vibrio fischeri luciferase cloning, Lactobacillus casei, 
Streptococcus lactis, lactic acid bacteria 8. 

lux gene, gene regulation, cyclic AMP receptors proteins, Vibrio fischeri 3771. 

lux gene loci, bioluminescence, gene fusion, lac gene, Vibrio harveyi 9832. 

lux gene regions, nucleotide sequence, Photobacterium leiognathi 5342. 


Genes, (continued) {oa ; 

luxA gene, luciferase, use reporter genes, cloning vectors, Vibrio fischeri 5806. 

luxF gene, nucleotide sequence, Vibrio fischeri, Photobacterium phosphoreum 7488 

luxR gene regulation, luminescence, Vibrio fischeri 9706. Fe 

Ly-6 antigen, cDNA nucleotide sequence, BW5147 cells, mice 1311. 

Ly-6 antigen, cDNA transfection, mice 4708. _ 

Ly-3 antigen, genomes nucleotide sequence, mice 9457. 

Ly-6 antigen, isolation, nucleotide sequence, expression COS cells, interferon 
responsiveness 1312. ) d 

Ly-5 antigen, nucleotide sequence, exons, introns organization, mice 3513. 

Lyb-2 antigen, cDNA nucleotide sequence, similarity CD23 antigen, lymphocytes E 
mice 7384. 

lymphocytes B differentiation antigens, gene mapping, chromosome 19, man 2377 

lymphokine genes, activation T cell leukemia virus | p40x protein, lymphocytes T, 
man 2163. 

lyn gene, cDNA nucleotide sequence, protein-tyrosine kinase, man 5416. 

LYSS5 gene, saccharopine dehydrogenase, Yarrowia lipolytica, cloning, 
transformation, gene expression, Escherichia coli 860. 

LYS2 gene, transposon Tn5 excision, Saccharomyces cerevisiae 7770. 

lysA gene nucleotide sequence. gene expression modulation, Corynebacterium 
glutamicum 5303. . 4 

lysine-tRNA ligase KRS1 gene, nucleotide sequence, amino acids control gene 
expression, Saccharomyces cerevisiae 2338. ; 

lysostaphin, repeated sequences, Staphylococcus staphylolyticus, Escherichia coli 
9359, 

lysozyme cDNA nucleotide sequence, evolution, stomach, cattle 9288. 

lysozyme, cDNA, nucleotide sequence, probing use, macrophages, man 4468. 

lysozyme, cloning, gene expression, Saccharomyces cerevisiae 9807. 

lysozyme, enhancers, compensation negative regulation elements, chickens 1659. 

lysozyme, enhancers, progesterone responsive element, chickens 8734. 

lysozyme M gene, cDNA, nucleotide sequence, mice 4486. 

Lyt-3 antigen, cDNA nucleotide sequence, lymphocytes T, mice 2320. 

Lyt-2 antigen, nucleotide sequence, lymphocytes T, mice 2322. 

lytA gene Streptococcus pneumoniae, phage Cp-1 cpl gene, homology, evolution 
6346 


a lytic protease, nucleotide sequence, Lysobacter a i alle 2594. 

m8 gene, enhancer of split gene, transcripts, nucleotide sequence, Drosophila 
mela r 6150. 

1593M gene, larvicidal toxins, nucleotide sequence, Bacillus sphaericus 6580. 

M2 gene nucleotide sequence, cDNA, proteins, amino acid sequence, reovirus 3 
4348. 

Mj gene, nucleotide sequence, cloning, poxvirus vectors, influenza A virus 

M6 protein, DNA nucleotide sequence, amino acid sequence predictions, 
Streptococcus pyogenes 1341. 

M1 RNA, characterization, mutants, Escherichia coli 7867. 

Mac-1 antigen, a chain, CDNA nucleotide sequence, gene products similarity 
integrin von Willebrand factor, mice 4436. 

Mac-1 antigen, « subunit, nucleotide sequence, M1 cells, mice 581. 

a2-macroglobulin regulatory regions, nucleotide sequence, rats 2583. 

macromomycin, cloning, hybridization analysis, Streptomyces macromomyceticus 
4430. 


macrophage colony-simulating factor, precursors processing, cDNA nucleotide 
sequence, man 3519. 

macrophage colony-stimulating factor, cDNA nucleotide sequence, amino acid 
sequence predictions, mice 9433. 

macrophage colony-stimulating factor, regulation expression, monocytes, man 567( 

macrophage inflammatory protein 1, CDNA nucleotide sequence, amino acid sequenc 
predictions, mice 9441, 

major basic protein precursors, CDNA hybridization analysis, leukocytes 
(eosinophilic) 9438. 

mee Seo protein, transfection NIH 3T3 cells, no transformation, mice, man 

major histocompatibility complex, cDNA nucleotide sequence, guanine 
nucleotide-binding protein homology, man 8575. 

major histocompatibility complex class I! genes, two nucleus factors binding 
regulation nucleotide sequence, rabbits 1581. 

major late, transcripts, splicing sites selection domination polyadenylation 
sites, MRNA processing, adenovirus 8150. 

i 8 sperm protein, nucleotide sequence, gene mapping, Caenorhabditis elegans 


major sperm proteins, gene mapping, nucleotide sequence, conserved transcriptio 
sequence, Caenorhabditis elegans 397. 

major urinary proteins, Mup gene Anes expression liver, mice 7712. 

~ / 6 gene, mutation analysis, DNA nucleotide sequence, Saccharomyces cerevisi 

MAL63 gene, coding, cysteine zinc fi 
Saccharomyces ees ila 9305. 

ne gone MalT protein ATP dependent activators transcription, Escherichia coli 

MALE gene, nucleotide sequence, Saccharomyces carlsbe 

poe all regulation, expression, effects on, dosage, Sai 

MAL gene, SUC gene, GAL gene, similarity palindromes downstream regions, 
nucleotide sequence, Saccharomyces cerevisiae 1427 

malate dehydrogenase, cDNA nucleotide sequence, mitochondria, mice 3512. 

malate dehydrogenase, nucleotide sequence, mitochondria, mice 3477. 

malate dehydrogenase (oxaloacetate-decarboxylating) (NADP), promoters, 
nucleotide sequence, rats 3729. 

malate synthase A aceB gene, nucleotide sequence, Escherichia coli 3422. 

malE gene, transcription activation, promoters, Escherichia coli 7630. 

Mall gene, cDNA nucleotide sequence, similarity a-glucosidase, salivary 
gland, Aedes aegypti 9485. 

malK gene, transcription activation, promoters, Escherichia coli 7630. 

re ire decarboxylase, cDNA nucleotide sequence, distribution, tissues, gee: 

Be = laid containing superoxide dismutase, cDNA nucleotide sequence, liver, m: 


proteins, nucleotide sequence, 


Nsis 6208. 
romyces cerevisiae 


manganese peroxidase, CDNA nucleotide sequence, amino acid sequence predictior 
Phanerochaete chrysosporium 5406. 

manganese superoxide dismutase, cDNA nucleotide sequence, characterization, 
mitochondria, Zea mays 10723. 

mannose 6-phosphate receptors, cDNA nucleotide sequence, lysosomes, cattle 247 

mannose 6-phosphate receptors, CDNA nucleotide sequence, lysosomes, man 248 

mannose-binding protein, cDNA nucleotide sequence, lectins, acute phase 
substances, man 1321. 
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map gene, gene mapping, Escherichia coli 6435 

MA protein, cDNA nucleotide sequence, microtubules binding domains similarity 
tau protein, brain, mice 4319. 

mapping, CSF1R gene, probes CSF1R, restriction fragment length polymorphism, 
chromosome 5, man 10415. 

MAS2 gene cloning, mitochondria proteinase, Saccharomyces cerevisiae 5844. 

MAS1 gene, MAS2 gene, mitochondria proteinase, Saccharomyces cerevisiae 5844. 

mas gene promoters deletion, plasmid pTiB6806 842. 

MAT gene, DNA transposition, mating types conversion, Saccharomyces cerevisiae, 
reviews 7038, 

MATat gene, transcripts, splicing, spliceosomes formation, distance, splice 
junction, acceptors sites, romyces cerevisiae 6816. 

mating types, sex differentiation, nucleotide sequence, Schizosaccharomyces pombe 


h-mb-1 gene, man, mb-1 gene, mice, cDNA nucleotide uence, similarity CD3 
antigen, lymph Bae. 7 is 
mb-1 gene, mice, cDNA nucleotide sequence, h-mb-1 gene, man, cDNA nucleotide 
sequence, similarity CD3 antigen, lymphocytes B 7. 
pecans i pacar concentrating hormones, cDNA nucleotide sequence, Oncorhynchu: 
a 5 
mer gene, cloning, methyl reductase amino acid sequence, Methanococcus vannielii, 
lerium thermoautotrophicum, Methanothermus fervidus 9813. 
mer gene, methyl coenzyme M reductase component C nucleotide sequence, cloning, 
Methanothermus fervidus 6229. 
ere pene. DNA-directed RNA polymerase, DNA binding, transcription initiation, 
janococcus vannielii 4851. 
mdm-1 gene, expression, nucleotide sequence, transformed cells, mice 2478. 
ore gene, drug resistance, cDNA restriction fragment length polymorphism, man 


mdr gene, gene expression, gene amplification, revertants K562 cells, man 711. 
mdri gene mutation, drug resistance cross-resistance, KB cells, man 5309. 
mdr3 gene, P-glycoprotein, cDNA nucleotide sequence, man 10600. 

mec-7 gene, nesoe sequence, B-tubulin, microtubules, Caenorhabditis 


ns gene, nucleotide sequence, role control differentiation touch receptors 
neurons, homeobox, Caenorhabditis elegans 4320. 
mei2 gene, coding, molecules, cell cycle, regulation, cyclic AMP, 
Schizosaccharomyces pombe 7535. 
MEL-14 antigen, cDNA nucleotide sequence, lymphocytes, mice 8426. 
melanin-concentrating hormone, cDNA nucleotide sequence, Salmo 9524. 
melanin-concentrating hormone, nucleotide sequence, localization, Oncorhynchus 
___ tshawytscha 9468. 
melanotropin, expression, tyrosinase effects on, mice 2516. 
meiR gene, gene expression, promoters, melibiose operon, Escherichia coli 3739. 
are ne promoters, transcription, cyclic AMP receptors role, Escherichia coli 


membrane proteins, cDNA nucleotide sequence, ceritral nervous system, rats 9509. 

membrane proteins, cDNA nucleotide sequence, potassium currents, kidney, rats 
3540. 

membrane ponerse lin-12 gene, Caenorhabditis elegans, DNA nucleotide sequence, 
Drosophila homology 3469. 

Membrane-bound immunoglobulin M, nucleus factors enhancement splicing 
transcripts, Xenopus laevis oocytes, lymphocytes B lymphoma, mice 1179. 

merA gene, transfection COS cells, use reporter , mercury |i reductase 7792. 

mercury resistance, cloning, gene expression, Thiobacillus ferrooxidans 9845. 

mercury resistance merR yrit promoters, transcription regulation, transposon 
Tn501, Escherichia thts ‘ sah ES 

met2 gene cloning, nucleotide sequence, gene mapping, Ascobolus immersus 

METS gene, identification negative transcription elements, Saccharomyces 

metalloproteinase inhibitors, CDNA nucleotide sequence, Newcastle disease virus 
infected fibroblasts, mice 303. 

Metallothionein B, structure, Salmo gairdneri 7553. _ 

metallothionein CUP1 gene, activation sequence, copper induction transcription 
binding, Saccharomyces cerevisiae 4636. 

metallothionein |, characterization, LMTK cells mice 4223. 

metallothionein |, cloning, Escherichia coli gene expression, heavy metals 
tolerance, mice 5647. ’ ‘ 

metallothionein |, enhancers, interaction transcription factors, liver, mice 

7. 


6997. 
metallothionein |, metal regulatory elements binding transcription factors, mice 


7000. 

metallothionein |, promoters, inting analysis, mice 1617. 

metallothionein |, peomotors peed nee identification Z-form DNA, mice 
299 


metallothionein |, zinc responsive factor, enhancers interactions, mice 10981. 
ionein, promoters activation, adenovirus (human) II transcription 

factors, HeLa cells 6733. — 

metallothionein, promoters, metal-responsive elements, metals dependent binding 
factors, rats 620. 

metallothionein, transcription, activation, copper, conformation, DNA binding 
Proteins, Saccharomyces cerevisiae 8987. oe 

Metallothionein-IG, structure, expression, differential promoters activity heavy 
metals, man 9648. 

Metallothionen |, transcription modulation, DNA-directed RNA polymerase III, rRNA 
genes role, rats 10111. , ' ser a: 

metaphase chromosomes, methodology, visual perception, nonisotopic in situ 
hybridization 189. 

metE Patiag carol iuethi ~eabghos i thionine biosynthesis, 

genetic control, gene, gene expression, methioni E 

Escherichia coli 4663. 


metE gene, mutations, cyanocobalamin, Salmonella typhimurium 8732. 
metF gene cloning, nucleotide sequence, Salmonella typhimurium 5299. 
MetF gene lac gene gene fusion, operators mutation, phage ) cloning vectors, 

Salmonella typhimurium 4812. ‘ aes f 
metG , methionine-tRNA ligase, genetic engineering, methionine-tRNA ligase 
“ Bigaacloidase chimeric proteins, proteolysis cows, plasmids 3075. 

gene, promoters, nucleotide sequence, Salmonella typhimurium 8257. 

methanol Babiageoass, nucleotide sequence, transcription start site, 

Methylobacterium organophilum 7108. Y ‘ 
methanol oxidation, methanol dehydrogenase, Methylobacterium organophilum 924, 
methicillin antibiotic resistance, cloning, gene expression, Staphylococcus 

aureus 859. 

, isolation, in situ cyclic AMP binding, phage \ plaques, 

ee discoideum 6166. 
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methyl coenzyme M reductase, cloning, characterization, Methanobacterium 
thermoautotrophicum 1804. 

methyl-coenzyme M reductase, cDNA nucleotide sequence, Methanococcus voltae 7492. 

methy!-CoM reductase, conservation, transcription initiation regions, 
methanogenic bacteria 9400. 

methylase, identification, erythromycin antibiotic resistance plasmid pNG2, 
Corynebacterium diphtheriae 4405. 

methylenetetrahydrofolate dehydrogenase methenyltetrahydrcfolate cyclohydrolase 
5-formyltetrahydrofolate cyclo-ligase, cDNA nycleotide sequence, man 2491. 

wane. dehydrogenase (NAD "), cDNA nucieotide sequence, mice 


methylenomycin A antibiotic resistance, nucleotide sequence, Streptomyces 
coelicolor 3434. 

methyiglyoxal reductase, lactoylglutathione lyase, cloning, transformation, 
plasmids, cloning vectors, Saccharomyces cerevisiae 7849. 

methylmalonyl-CoA mutase, cDNA nucleotide sequence, amino acid sequence 
predictions, man 10560. 

metJ gene, gene regulation metR gene, Salmonella typhimurium 738. 


is metR gene, gene expression, metE gene genetic control, methionine biosynthesis, 


Escherichia coli 4663. 
metR gene, gene regulation, Salmonella typhimurium 738. 
metZ gene, tRNA Met nucleotide sequence, stringent response control 
transcription, Escherichia coli 5286. 
ne gene genetic control, promoters analysis, mgIB gene nucleotide sequence, 
aimonella typhimurium 3475. 
mglB gene nucleotide sequence, promoters analysis, mg! gene genetic control, 
aimonella typhimurium 3475. 
mish cene cloning, gene mapping, A2-isopenteny! adenosine, Escherichia coli 


miaA gene, cloning, nucleotide sequence, tRNA modification, mutagenesis, 
Escherichia coli 9863. 

miaA gene effects on protein biosynthesis, growth rate, Escherichia coli 53. 

MIC2 gene, gene products, antigenic determinants, man 5874. 

MIC2 gene, promoters regions, methylation, X chromosome, Y chromosome, 
leukocytes, man 10631. 

mice protein p53, SV40 antigen T, cloning, baculovirus recombinants, Spodoptera 
frugiperda 863. 

meen B17, nucleotide sequence, amino acid sequence predictions, Escherichia 
coli 9386. < 

microcin B17, nucleotide sequence, DNA biosynthesis inhibition, 
Enterobacteriaceae 9351. 

microfilament-associated protein p27, cDNA nucleotide sequence, NIH 373 cells, 
mice 10273. 

B2-microglobulin, cDNA nucleotide sequence, man 1316. 

microsomal aminopeptidase cDNA nucleotide sequence, kidney, rats 7413. 

mrucreeiule-pecocieted protere, single-shot cloning methodology, cDNA 6809. 

microtubules associated proteins, cDNA nucleotide sequence, mice 10672. 

middie T antigen, polyoma virus recombinants, deletion mutant hybrids, plasmids, 
Escherichia coli 2797. 

minisatellite DNA probes man, detection restriction fragment length polymorphism 
Oryza pevonins, Oryza sativa 1446. : 

MIP26, cDNA nucleotide sequence, eye lens, rats 2494. 

mipA gene, microtubule interacting protein, y-tubulin, nucleotide sequence, 
Aspergillus nidulans 8493. 

mitochondria adenosinetriphosphatase, cDNA nucleotide sequence, heart cattle 


mitochondria assembly MAS1 gene, processing proteinase, nucleotide sequence, 
Saccharomyces cerevisiae 6538. 

mitochondria, cytochrome oxidase, H*-transporting ATP synthase, transcription 
initiation sites, detection, Zea mays,2751. 

mitochondria DNA, nucleotide sequence, inversion, evolution, Pisaster ochraceus 
9435. 

mitochondria DNA nucleotide sequence, Paracentrotus lividus 10312. 

mitochondria rye nucleotide sequence, Brassica 6376. 

mitochondria RNA, cDNA libraries, analysis, Oenothera berteriana 482. 

mitochondria rRNA 15S, sites specific AT clusters, analysis, Saccharomyces 
cerevisiae 2385. 

mitochondria uncouplers proteins, cDNA nucleotide sequence, mice 2527. 

mitochondria URF4 gene like domains containing hepatitis B virus transcripts, 
expression, nucleotide sequence, cDNA clones, hepatoma cell lines, man 9174. 

MK1 gene, cDNA nucleotide sequence, expression, mice 2454. 

mKr2 gene, cDNA nucleotide sequence, similarity Krueppel gene hunchback gene, 
expression central nervous system, mice 5401. ' 

mkr5 gene, nucleotide sequence, expression, zinc finger proteins, transcription 
factors, mice 6615. 

MLC2 gene, myosin light chains, immunoglobulins « chain, transfection, : 
integration single chromosomal sites, tissues specificity expression, transgenic 
mice 2717. 

mod gene, restriction-modification systems, nucleotide sequence, Escherichia coli 


mom gene translation initiation, com gene products stimulation, phage Mu, 
stimulation 5567. 

monoclonal antibodies, cDNA nucleotide sequence, Pseudomonas aeruginosa outer 
membranes protein | specificity 7299. . 

monoclonal antibodies variable region, cDNA nucleotide sequence, dextran 
specificity, mice 9463. ’ ‘ - 

monocyte-derived neutrophil-activating protein, transcripts stability, HL-60 
cells differentiation, man 7182. ; 

monophenol monooxygenase, cDNA nucleotide sequence, mice 8466, _ 

monopheno! monooxygenase cDNA nucleotide sequence, splicing analysis, melanoma, 
man 10477. 

monophenol monooxygenase, gene expression, genetic control, Streptomyces lividans 
66! 


monophosphatidylinositol inositol phosphohydrolase, cloning, nucleotide sequence, 
Bacillus thuringiensis 9840. *- : 

morphology rodA gene, nucleotide sequence, rodA operon, Escherichia coli 4369. 

Mos gene, relationship transposon mariner, white-eye gene, Drosophila mauritiana 
7741. 

motA gene MotA protein overproduction, promoters, Escherichia coli 1649. 

mouse hepatic lectin, asialoglycoproteins recepiors, nucleotide sequence, gene 
mapping chromosome 11, mice 4392. ’ 

MOX-1 gene, cDNA restriction fragment length polymorphism, chromosome 3, man 
2353. 

MPB64 protein, antigens, Mycobacterium bovis, cloning, gene expression, 
nucleotide sequence, Escherichia coli 3437. 
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tri gene, mr2 gene, c-myc gene effects on expression, mice 5691. 

mreB gene nucleotide sequence, Escherichia coli 6544. c 

MRP13 gene, cDNA nucleotide sequence, ribosomal protein MRP13, ribosomes, 
mitochondria, Saccharomyces cerevisiae 7448. } 

MRP7 gene, cDNA nucleotide sequence, ribosomal protein MRP7, ribosomes, 
mitochondria, Saccharomyces cerevisiae 7449. 

mrp-3 gene, mitochondria proteins, ribosomes, membranes fractions, 
characterization, Neurospora crassa 6552. 

MSM1 gene, methionine-tRINA ligase, mitochondria, characterization, Saccharomyces 
cerevisiae 8480. 

MSS116 gene, effects on, splicing, introns, cytochrome-c oxidase transcripts, 
Saccharomyces cerevisiae 9988. : 

MSS18 gene, splicing, mitochondria cox! transcripts, characterization, 
Saccharomyces cerevisiae 6536. 

MT-1G , hybridization analysis, inosine incorporation RNA enhancement 

ificity, man 7132. 

mtr gene, amino acids transport, cloning, restriction endonuclease mapping, 
Neur ra crassa 7512. 

mucin cDNA nucleotide sequence, intestine, man 7407. 

Muellerian-inhibiting factor, B-globin, aldolase A, coagulation factor VIII 
c, transcripts, splicing, polymerase chain reaction, cells, man 8121. 

mumps virus, proteins, hydrophobicity, mRNA, nucleotide sequence 6288. 

Mup gene, gene expression, major urinary proteins, liver, mice 7712. 

murE gene, murF gene cloning, gene products identification, Escherichia coli 919. 

MURFS3 gene, transcripts, frameshitt, insertion, nucleotide sequence, Crithidia 
fasciculata 5515. 

murine leukemia virus env gene, spleen necrosis virus, gag gene pol gene 
containing helper ceil lines, host systems, nucleotide sequence homology absence, 
Cloning vectors 9786. 

muscarinic acetylcholine receptors cDNA nucleotide sequence, brain, rats 8310. 

muscarinic ine receptors, nucleotide sequence, pigs 2464. 

mutants+chimeras construction, polymerase chain reaction 9559. 

mutation, rRNA biosynthesis regulation 1102. 

mutHLS gene, dam gene methylation, DNA repair, Escherichia coli 7591. 

mutL gene, 5-methylcytosine sites, DNA repair, Escherichia coli 1559. 

mutS gene, DNA mismatching, DNA repair, Escherichia coli 7590. 

mutS gene, 5-methylcytosine sites, DNA repair, Escherichia coli 1559. 

mutT gene cloning, nucleotide sequence, Escherichia coli 938. 

mutT gene, DNA biosynthesis, mutation, Escherichia coli 596. 
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ribonuclease Rh, characterization, Rhizopus niveus 1459, — 

ribonuclease T1, cloning, gene expression, Escherichia coli 909. 
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homology, Drosophila melanogaster 8267. 

ribosomal proteins, elongation factors, cloning, evolution, Methanococcus 
vannielii 9815. 

ribosomal proteins, nucleotide sequence, Methanococcus vannielii 9325. 
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rRNA 5S, cDNA nucleotide sequence, hybridization analysis, Pisum sativum 315 

rRNA 5S, cDNA nucleotide sequence, Oryza sativa 3152. 
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TANA SS nucleotide sequence, Lycopersicon esculentum 8630. 

rRNA 5S, nucleotide sequence, Petunia hybrida 10436. 

rRNA 5S, nucleotide sequence, plastids, evolution, Porphyra umbilicalis, 
Juniperus media 6571. 

tRNA 5S, nucleotide sequence, Thermococcus celer 5317. 

FRNA 4.5S, nucleotide sequence, Thermus thermophilus 3423. 
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Juniperus media, Vicia faba 8104. 
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tRNA Cys, nucleotide sequence, mitochondria, Lycopersicon esculentum 8577. 

tRNA, expression, nucleotide sequence, Dictyostelium discoideum 8504. _ 

RNA Gin, mitochondria, nucleotide — Chlamydomonas reinhardtii 8492. 
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tRNA Phe, nucleotide sequence, man 10559. 
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rorB gene, cloning, identification gene products, Escherichia coli 5335. 
rosy516 gene, xanthine dehydrogenase deficient mutant, screening amber mutant, 
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rpA1 gene, antisense rpAi gene disruption oogenesis, ribosomal proteins, 
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cerevisiae 5845. 
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mays 6598. 
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rifampin antibiotic resistance, Escherichia coli 9398. % 
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TPOH gene transcription, dnaA gene proteins regulation, Escherichia coli 7159. 

TPON gene, ntrA gene, nucleotide sequence, Azotobacter vinelandii 3441. 

TPOZ gene, spoT gene, restriction endonuclease mapping, DNA-directed RNA 
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rps12 pies transcripts, trans splicing, chloroplasts, Marchantia polymorpha 
6152. 
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trnB gene, promoters, rRNA, tRNA, Bacillus subtilis 7678. ; 

1B gene, P1 promoter rmnB gene leuV gene promoters, nucleotide sequence, tac 
promoter, Escherichia coli 7486. ES 

tsk gene, nucleotide sequence, plasmids regions, Salmonella typhimurium 5372. 

rtp gene, proteins binding, chromosomes replication termination, Bacillus 
subtilis 9979. 

rts gene, nucleotide sequence, Escherichia coli 7312. ; 

tubisco activase, cDNA nucleotide sequence, Arabidopsis thaliana 8556. 

tubredoxin, nucleotide sequence, Desulfovibrio vulgaris 5285. 

runt gene, isolation, expression embryogenesis, Drosophila 1637. _ ; 

$14, DNA-binding protein, thyroid-stimulating hormone promoters circadian rhythms 
regulation, liver, rats 6958. ; : 

s1 gene, initiation complex, point mutation, effects on translation, protein 
biosynthesis, reovirus 4159. ' ’ 

s4 gene, initiation complex, point mutation, effects on translation, protein 
biosynthesis, reovirus 4158. Pie 

$3 gene, nucleotide sequence, ribosomal proteins, Halobacterium salinarium 9069. 

$4 gene, reovirus 3, expression, capsid protein, recombinant DNA, Escherichia 
coli 2766. 

su(f) gene, su(Hw), gene products suppression transposon gypsy transposon mdg 4, 
Drosophila melanogaster 9718. . 

$15 gene, s36 gene, fusion Adh gene, promoters activity, chorion, Drosophila 
5639 


S4 genes, polypeptide o3, reovirus, stimulation translation, chloramphenicol 
acetyltransferase mRNA, COS cells 7087. 
Sall box, evolution nucleotide sequence factors termination transcription rRNA 
genes, man, mice 436. ; 
SAM2 gene, nucleotide sequence, methionine adenosyltransferase, regulation, 
transcription, homology, Saccharomyces cerevisiae 3321. 
SAM2 gene, S-adenosyimethionine biosynthesis, cloning, gene expression, 
romyces cerevisiae 8882. 
san gene cloning, gene expression, Escherichia coli 1786. 
sapA gene, transcription mutants, mycelium formation effects on, Streptomyces 
coelicolor 936. 
sapecin, expression, CDNA nucleotide sequence, Sarcophaga peregrina 2462. 
statin A, cDNA nucleotide sequence, Sarcophaga peregrina 10374. 
sarcoplasmic reticulum glycoproteins, cDNA nucleotide sequence, ATP binding, 
sarcoplasmic reticulum, rabbits 5395. 
sbceC gene mutants, replicons propagation, Escherichia coli 4572. 
aS1-casein cDNA nucleotide sequence, rabbits 8332. 
bars A aed guanine nucleotide-binding protein genes fusion, gene expression 
romyces cerevisiae 7853. 
Schistosoma mansoni antigens, transcripts, cDNA characterization, Schistosoma 
mansoni 2612. 
ser gene, linkage analysis, gene mapping, gtfA gene, ftf gene, Streptococcus 
mutans 5375. 
scrA gene, sucrose operons, plasmid pUR 400, Salmonella 1742. 
serR gene, sucrose operons, plasmid pUR 400, Salmonella 1742. 
scute gene, achaete gene, complex, Drosophila, reviews 1009. 
scute gene, achaete gene, nucleotide sequence, Drosophila melanogaster 8232. 
SES5A gene, gene products trans; 
Notophthalmus viridescens 5990. 
SEC7 gene, DNA nucleotide sequence, proteins transport, Golgi apparatus, 
romyces cerevisiae 206. 
SEC59 gene, nucleotide sequence, cloning, mutants, Saccharomyces cerevisiae 8871. 
SEC18 gene nucleotide sequence, secretion machinery, gene products 
characterization, Saccharomyces cerevisiae 3317. 
SEC14 gene, nucleotide sequence, transport role, Saccharomyces cerevisiae 8279. 
secA gene gene regulation, SecA protein secretion, Escherichia coli 5623. 
pie mutations, effects on proteins secretion, lacZ gene, Escherichia coli 


secB gene, nucleotide sequence, Escherichia coli 7320. 

heal oa cDNA sucleotide sequence, expression brain endocrine glands, 
pigs ; 

secretion signals 28K killer protein, plasmid pGKL1, Saccharomyces cerevisiae 


secretogranin || cDNA nucleotide sequence, properties, man 10242. 

secretogranin || CDNA nucleotide sequence, rats 8345. 

secretory granule proteoglycan, cDNA nucleotide sequence, mast cells, mice 10318. 

secretory protein cDNA nucleotide sequence, growth factors induction, 
fibroblasts, mice 8325. 

self-incompatibility gene, cDNA nucleotide sequence, Brassica oleracea 2442. 

semenogelin, cDNA nucleotide sequence, semen, man 9291. 

senN @, nucleotide sequence, gene regulation role, extracellular proteins, 
Bacillus subtilis 9687. 

SERA gene, nucleotide sequence, Plasmodium falciparum 5359. 

SerH3 A sted hybridization analysis, gene expression, macronuclei development, 
Tetrahymena thermophila 5842. 

serine containing proteins, nucleotide sequence, Plasmodium falciparum 5376. 

L-serine dehydratase, cDNA nucleotide sequence, liver, rats 222. 

L-serine dehydratase, nucleotide sequence, rats 4496. 

serine esterase, lymphocytes T, cloning, nucleotide sequence 1394. 

serine hydroxymethyltransferase, glyA gene nucleotide sequence, cloning 
Escherichia coli, Campylobacter jejuni 8235. 

serine proteinase, cDNA nucleotide sequence, lymphocytes T, mice 9461. 

serine proteinase es mapping, nucleotide sequence, lymphocytes T 5513. 

bites proteinase KEX1 gene, cloning, nucleotide sequence, Kluyveromyces lactis 


re ene nucleotide sequence, Nematoda, Protozoa, evolutionary genetics 

10375, 

serine proteinase, reduction gene expression, dunce mutants, Drosophila 
melanogaster 10811. 

serine-rich protein SRP1 gene, nucleotide sequence, identification, related DNA 
sequence, Saccharomyces cerevisiae 7515. 

serine-tRNA ligase, gene mapping, Saccharomyces cerevisiae 8488. 

serotonin receptors subtypes, cDNA nucleotide, function, expression, brain, rats 
7285. 

serum amyloid A protein, structure, expression, man 8233. 

serum amyloid A proteins, nucleotide sequence, man 2428. 

serum ange P, cDNA nucleotide sequence, gene mapping, acute phase substances, 
mice 2312. 

serum amyloid P components, nucleotide sequence, mice 2467. 

serum response factor, cDNA nucleotide sequence, gene products binding promoters 
c-fos gene, transcription factors, man 10719. 

sev gene, nucleotide sequence, gene products control fate photoreceptors cells, 


rt lampbrush chromosomes, oocytes Xenopus laevis, 


requirements protein-tyrosine kinase domains, Drosophila 4360. 
sevenless gene, R7 cells fate dependent position, Drosophila 6741. erer 
Sex Combs Reduced gene, cDNA nucleotide sequence, gene products distributio 
gene mapping fushi tarazu gene, homeobox, Drosophila 6414. _ 
sex specificity storage proteins, nucleotide sequence, Bombyx mori 9483. 
sex-determining region nucleotide sequence, identification zinc fingers, Y 
chromosome, mice 7519. : : 

sex-lethal gene, doublesex gene, transformer gene, transcripts, regulation 
splicing, sex differentiation, Drosophila, reviews 8152. _ 

SGA gene, nucleotide sequence, Saccharomyces cerevisiae 5511. 

SGLT1 Gare gee mapping, chromosome 22, man 10479. 

Sgs-3 gene, effects on expression, Drosophila melanogaster 5726. 

Sgs-4 gene, enhancers, Drosophila melanogaster 7669. _ - 

Sgs-3 gene, promoters, induction repression Hale expression, Drosophila 9647. 

su(Hw) gene, nucleotide sequence, DNA-binding protein, role control transposon 
gypsy, Drosophila 1443. ‘ , ; 

Sh gene, Ss2 gene, sucrose synthase, cDNA clones, comparison, 3'-terminus, 

5'-terminus, restriction endonuclease mapping, Zea mays 521. 
su(Hw), su(f) gene, gene products suppression transposon gypsy transposon mdg_ 

Drosophila melanogaster 9718. F 
shaker gene, gene products, potassium channels, nervous system, Drosophila 444 
Shiga-like toxin II variant, cloning, nucleotide sequence, Escherichia coli 7367. 
shikimate kinase, nucleotide sequence, Erwinia chrysanthemi 7490. . 
Shrunken gene, deoxyribonuclease | hypersensitive sites, roots, leaves, nuclei, 

Zea mays 6911. ; ’ 
Shrunken gene, promoters, nucleoproteins interaction, binding sites, nuclei, Zea 

mays 6934. 7 “ ‘ 
sialidase, Streptococcus pneumoniae, cloning, Escherichia coli gene expression 

4827. 
sialoglycoprotein 8 cDNA nucleotide sequence, erythrocytes, man 8447. 
sialoglycoproteins cDNA nucleotide sequence, lysosomes, liver, rats 7410. 
sialophorin, leukosialin, CDNA nucleotide sequence, gene mapping chromosome 1 

Wiskott-Aldrich syndrome, men 7385. 
siderophores biosynthesis, organization, transcription analysis, gene regulation, 

Pseudomonas putida 2733. 
sigma factor 28, cloning, nucleotide sequence, disruption, Bacillus subtilis 502. 
SIR gene, GRFI protein ABFI protein binding HMRE silencers, transcription 

factors, Saccharomyces cerevisiae 7672. 

SIR2 gene, role recombination rRNA genes, Saccharomyces cerevisiae 8730. 
SIT4 gene nucleotide sequence, HIS4 gene transcription suppressors, homology 

phosphoprotein phosphatase, Saccharomyces cerevisiae 8220. 
site-specific insertion, Streptomyces lividans 769. 
site-specific trimming methodology, generation defined ends 10190. 
skc gene, plasmids, streptokinase mutation effects on, Escherichia coli 9685. 
skeletal matrix protein, enhancers, embryos, Strongylocentrotus purpuratus 1630. 
skeleton, gene expression, calcification, metamorphosis, Strongylocentrotus 

purpuratus 8125. 
skin peptides, exons, introns mapping, Xenopus laevis 8560. 
skp gene, nucleotide sequence, DNA-binding protein, Escherichia coli 5288. 

s gene, androgens effects on expression, complement component C4, mice 56s 

oo gene, complement component C4, promoters, mapping regulation domains, n 

742. 
Sip gene, deoxyribonuclease | hypersensitivity sites, complement component C4 
nes, mice 667. 
SMR1-410 gene, herbicides resistance, transformation markers, Saccharomyces 
cerevisiae 7733. 
Sn RNP U1 C proteins, cDNA nucleotide sequence, man 2567. 
SNR189 gene, nucleotide sequence, Saccharomyces cerevisiae 5507. 
sue gene, snRNA U1 requirements assembly spliceosomes, Saccharomyces cer 

7183. 

SOD gene, nucleotide sequence, cloning, superoxide dismutase, comparison 

eubacteria, Halobacterium voicanii 9814. 
sodium channels, cDNA nucleotide sequence, brain, rats 10291. 
sodium channels, expression oocytes Xenopus laevis, brain, rats 10901. 
soi gene+lacZ gene, gene fusion, oxidation stress, Escherichia coli 527. | 
sor gene, gene mapping, Klebsiella pneumoniae 3525. 
Sp1 protein, CDNA nucleotide sequence gene products domains role DNA bindin 

transcription activation, transcription factors, man 5437. 
SP-40 Psa cDNA nucleotide sequence, similarity SGP-2 protein, complement 

man Ss 
spC gene, type C exotoxins, nucleotide sequence, Streptococcus pyogenes 656° 
speA gene genetic control, a-interferon gene expression, gene fusion cloning 

vectors, bacteria 9707. 
speC gene cloning, characterization, Streptococcus p Nes 5839. 
See eee expression, role ciliogenesis, embryos, Strongylocentrotus purpurat 


spec2 gene structure, gene expression, embryos development, Strongylocentroti 
purpuratus 6306. 

specitic difference, nucleosomes organization, liver chromatin, rats 8209. 

specificity, MRNA translation, magnesium dependent 2077. 

a-spectrin, CDNA, fusion proteins analysis, Drosophila 274. 

B-spectrin, cDNA nucleotide sequence, erythrocytes, man 3399. 

B-spectrin, CDNA nucleotide sequence, erythi les, mice 3406. 

spectrin, nucleotide uence, homology, evolution, rats 423. 

speract receptors, cDNA nucleotide sequence, Strongylocentrotus purpuratus 

sperm receptors proteins, glycoproteins ZP3, cDNA nucleotide sequence, mice 

sphingolipid activator protein-1, sphingolipid activator protein-2, cDNA 
ost tide sequence, identical precursors, post-translation modification, man : 

sphingomyelinase, cloning, nucleotide sequence, Bacillus cereus 7831. 

spiramycin antibiotic resistance, plasmid pXC505 cloning vectors, Streptomyces 
ambofaciens 9777. 

spo gene cloning, sporulation, gene regulation, Bacillus subtilis 1651. 

Spo0A gene, gene mapping, sporulation mutants, Bacillus subtilis 8581. 

spo0B gene, gene mapping, sporulation mutants, Bacillus subtilis 8581. 

spo0B gene, transcription, nucleotide sequence, guanine nucleotide-binding 
protein, Bacillus subtilis 9375. 

SpoOF gene, gene mapping, sporulation mutants, Bacillus subtilis 8581. 

ee gene, mutations effects on toxicity Escherichia coli, Bacillus subtilis 


spolllG B gene, nucleotide sequence, stele Bacillus subtilis 8547. 
spolllG gene, promoters, sporulation, Bacillus subtilis 9635. 


SpoOF gene, a expression, lacZ gene cloning vectors construction, Bacillus 
subtilis 5662. 


SpoOF gene regions, nucleotide sequence, transcription analysis, Bacillus 
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subtilis 7360. 

SpoOH gene, nucleotide sequence, sigma factor, Bacillus licheniformis 2265. 

sporulation, promoters, spolVC loci, gene expression, Bacillus subtilis 5619. 

SpoT gene, mutants effects on guanosine tetraphosphate levels, regulation rrnA 
gene promoters, Escherichia coli 5628. 

SpoT gene, rpoZ gene, restriction endonuclease mapping, DNA-directed RNA 
polymerase, omega subunit, Escherichia coli 9371. 

Sqs-4 gene, chromosomes structure, gene expression relationship, Drosophila 
melanogaster 4918. 

sqt-1 gene, nucleotide sequence, collagen role morphogenesis, Caenorhabditis 
elegans 8663. 

Sre gene, Rous sarcoma virus, identification cis-acting regions role accumulation 
unspliced RNA, embryo fibroblasts, chickens 6065. 

Srgib3 gene nucleotide sequence, Sesbania rostrata 8449. 

sty h-1 gene, cDNA nucleotide sequence, zinc finger proteins, transcription 
factors, Drosophila melanogaster 5538. 

Ss2 gene, Sh gene, sucrose synthase, cDNA clones, comparison, 3'-terminus, 
5'-terminus, restriction endonuciease mapping, Zea mays 521. 

SSA1 gene, expression, regulation, Saccharomyces cerevisiae 8766. 

SSA1 gene, nucleotide sequence, Saccharomyces cerevisiae 8372. 

SSA2 gene, nucleotide sequence, Saccharomyces cerevisiae 8372. 

ssb gene DNA-binding protein overproduction, DNA repair, photoreactivation 
Escherichia coli 6659. 

SSP gene, gpr genes, gene mapping, proteinase, Bacillus megaterium 7480. 

8 poe spores proteins, gene regulation, Bacillus subtilis 1647. 
'U301 gene, introduced, expression levels, variability, flanking region, 
influence, Nicotiana tabacum 2841. 

STA2 gene, nucleotide sequence, Saccharomyces cerevisiae 5511. 

Stabilizing factor, cloning, gene expression, H "-transporting ATP synthase, 
Saccharomyces cerevisiae 8874. 

oe agen cloning, Chagas’ disease, Trypanosoma cruzi 4804 

statherin, cDNA nucleotide sequence, man 5298. 

STE2 gene, gene products similarity B-adrenergic receptors, nucleotide 
sequence, mating types, Saccharomyces kluyveri 3315. 

STE13 gene, KEX2 gene, somatostatin secretion, proteolytic processing, 
recombinants, Saccharomyces cerevisiae 4802. 

STE18 gene, nucleotide sequence guanine nucleotide-binding protein, mating types, 
Saccharomyces cerevisiae 7497. 

STE4 gene, nucleotide sequence guanine nucleotide-binding protein, mating types, 
Saccharomyces cerevisiae 7497. 

STE gene, role GPA1 gene mating factors signals pathways, Saccharomyces 
cerevisiae 7639. 

stearoyl-CoA desaturase, gene expression, cDNA nucleotide sequence, 3T3-L1 
preadipocytes, mice 2402. 

Stefin A, chemistry synthesis, expression Escherichia coli, man 6178. 

Stefin B, cloning, gene expression, use Escherichia coli, man 10920. 

steroid 118-monooxygenase, promoters, cDNA nucleotide sequence, mice 10565. 

steroid 15a-monooxygenase, nucleotide sequence, mice 10680. 

steroid 21-hydroxylase B, splicing, missense mutation, detection, man 2568. 

steroids receptors, cDNA nucleotide sequence, testes man 2588. 

steroids response, nucleotide sequence, mammary tumor virus transfection 6133. 

sterol 26-hydroxylase cDNA nucleotide sequence, mitochondria, rabbits 8346. 

Steryl-sulfatase deletion, X/Y translocation, X chromosome, ichthyosis, 
chondrodystrophy, mental retardation, man 4508. 

sti genes, nu sequence, loci, plasmid plJ101 compatibility, Streptomyces 
3824. 


stilbene synthase expression, genetic control, Arachis hypogaea 649. 

storage proteins, DNA methylation, transcription, Zea mays 633. 

ow association, tRNA processing, isolation, Saccharomyces cerevisiae 

Stp-1 gene, genomes nucleotide sequence, spermatids transition protein 1, 
similarity protamine P1, rats 8638. 

Stratification related cytokeratin, cDNA nucleotide sequence, man 2563. 

Streptokinase gene fusion vectors, Streptococcus equisimilis 5803. 

streptokinase, nucleotide sequence, See G Streptococcus 7502. 

Streptokinase, nucleotide sequence, Streptococcus pyogenes 7487. nee 

streptomycin biosynthesis, nucleotide sequence, amino acid sequence predictions, 
Streptomyces griseus 9358. ; , . 

streptomycin phosphotransferase, mutation, streptomycin resistance gene 
expression, Nicotiana tabacum 3764. 

streptomycin resistance, DNA nucleotide sequence, 4 
streptomycin-3"-adenylyltransterase gene products, Streptomyces griseus 499. 

streptomycin-3" adenlyttransferase, chimeras, streptomycin antibiotic resistance, 

netic markers, Ti plasmid, transformation, gene transfer, Nicotiana tabacum, 
icotiana plumbaginifolia 777. , , . 

structural proteins, cloning, nucleotide sequence, genetic variance, dengue virus 
1 10063. 

structural proteins, cloning, nucleotide sequence, outer membranes, Chlamydia 
trachomatis 4518. 2 

structural proteins, nonstructural proteins, cDNA, nucleotide sequence, 
bluetongue virus 9126. ‘ ; ; 

Structural proteins, nuclear polyhedrosis virus, nucleotide sequence, Orgyia 
pseudotsugata 6200. ‘ ; 

Structure, decondensation, erythrocytes chromatin, chickens 2400. 4 

‘Sb<A gene, Shiga toxin, cloning, nucleotide sequence, Shigella dysenteriae 473. 

stxB gene, Shiga toxin, cloning, nucleotide sequence, Shigella dysenteriae 473. 

subtiiain aprE gene, promoters, transcription sigma factor variants, Bacillus 
subtilis 8745. 

Subtilisin inhibitors, nucleotide sequence, amino acid sequence predictions, 

yces albogriseolus 7386. see 

Subtilisin, nucleotide sequence, amino acid sequence predictions, Bacillus 
subtilis A d 

Subunits, H* -transporting ATP synthase, restriction endonuclease mapping, 
Nucleotide sequence, Bacillus megaterium 9395. Aid) } 

SUC2 gene+CAN1 gene gene fusion, analysis membrane proteins insertion, 
Saccharomyces cerevisiae 4305. Be , 

SUC2 gene, 8-fructofuranosidase, Saccharomyces cerevisiae, dominance markers, 
Bcitcriasion: Pichia pastoris 9744. 


Suc , MAL gene, GAL , similarity palindromes downstream regions, 
* nucleotide sequence, Saccharomyces cerevisiae 1427. ° Z 
Succinate dehy: ase, merase chain reaction, comparisons, Drosophila 


melanogaster, Arabidopsis thaliana, Saccharomyces cerevisiae, Schizosaccharomyces 


10720. : 
succinate-CoA ligase, nucleotide sequence, Thermus aquaticus 5339. 
sucrose phosphotransferase scrA gene, nucleotide sequence, Streptococcus mutans 
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SUF12 gene mutation, elongation factor EF-1, Saccharomyces cerevisiae 272. 
SUI gene, suppressors, translation initiation, coding, initiation factor elF-2, 
Saccharomyces cerevisiae, sequence, homology, man 8489. 
sulfate transport, nucleotide sequence, Anacystis nidulans 6512. 
sulfated glycoproteins, cDNA nucleotide sequence, rats 4489. 
Sulfolobus viruses, genes expression, promoters, mapping 3749. 
sull gene, nucleotide sequence, trimethoprim+sulfonamides antibiotic resistance 
recombination, Escherichia coli 5278. 
sunY gene, homologous regions, introns, eukaryotes, phage T4 6352. 
sup4 gene, CYC1 gene interval, rearrangement, Ty transposon, Saccharomyces 
cerevisiae 1441. 
SUP60 gene, tRNA, splicing, synthetic introns, Saccharomyces cerevisiae 5025. 
SUP4-o gene, role, bases, strands specificity, ethyimethanesulfonate, 
N-methyl-N’-nitro-N-nitrosoguanidine, mutagenesis, Saccharomyces cerevisiae 5801. 
superoxide dismutase, cDNA nucleotide sequence, chloroplasts Pisum sativum 2425, 
superoxide dismutase, cDNA nucleotide sequence, Drosophila melanogaster 9476. 
superoxide dismutase cDNA nucleotide sequence, Drosophila melanogaster 9245. 
superoxide dismutase, cDNA nucleotide sequence, lung, rats 8465. 
superoxide dismutase, cDNA nucleotide sequence, Lycopersicon esculentum 3603 
superoxide dismutase, CDNA nucleotide sequence, placenta, man 6595. 
superoxide dismutase, expression, requirements deletion signals sequence, 
Escherichia coli 8741. 
superoxide dismutase, nucleotide sequence, analysis, Schistosoma mansoni 7355 
superoxide dismutase, nucleotide sequence, Halobacterium salinarium 3408. 
superoxide dismutase, restriction fragment onan IPO TDOraNs ty man 529. 
suppressor of Hairy-wing gene, gene products binding transposon gypsy, Drosophila 
melanogaster 3996. 
Surf-3 gene, gene products ribosomal protein L7A, mice 5430. 
surface protein A spaA gene, Streptococcus sobrinus, cloning, nucleotide 
sequence, hybridization, gene expression, recombinant Escherichia coli 9842. 
surfaces antigens, transfection, prevention, DNA methylation, mice 2770. 
surfaces proteins, merozoites, cDNA nucleotide sequence, Eimeria acervulina 6556 
surfactant protein C, cDNA clones, splicing, nucleotide sequence, man 341. 
surfactant proteolipid SP-B cDNA nucleotide sequence, lung, man 9224. 
surfactant-associated protein B cDNA nucleotide sequence, lung, rabbits 8354. 
surfactant-associated protein SP-B cDNA nucleotide sequence, lung, rats 7394. 
surfactant-associated protein SPB-cDNA nucleotide sequence, lung, rats 8671. 
surfactants lipoprotein, cDNA nucleotide sequence, amino acid sequence 
Predictions, lung, man 8304. 
S$V40 DNA integration unit, nucleotide sequence 8271. 
SV40, nucleotide sequence requirements expression mice, oocytes 2727. 
swallow gene, cDNA nucleotide sequence, Sagenesie) Drosophila melanogaster 3471. 
Sym plasmid, characterization, Rhizobium . 
synaptic vesicles proteins, cDNA nucleotide sequence, brain, rats 6332. 
synexin cDNA nucleotide sequence, man 8356. 
synthesis technology, reviews 4004. 
synthetic, coding anti-sense RNA, cucumber mosaic virus 3788. 
synthetic, enterotoxins, signal peptides, Escherichia coli, cloning vectors 
construction, gene expression, epidermal growth factor, man 845. 
synthetic gag gene, human immunodeficiency virus 1, gene products, N-terminus, 
chemical modification, myristic acid, expression, Saccharomyces cerevisiae 9791. 
synthetic, metallothionein, man, prone: gene expression, Escherichia coli 2829. 
synthetic, ribonuclease A, cattle, site-directed mutagenesis, gene expression, 
Escherichia coli 820. 
synthetic, ubiquitin, Saccharomyces cerevisiae, gene fusion, y-interferon, 
«1-proteinase inhibitors genes, gene expression, chimeras fusion proteins 
production 10897. 
7200 antigen, alternative exons use, lymphocytes, polymerase chain reaction, mice 
10121, 
T cell leukemia virus | gag gene, gene fusion, lacZ gene, gene expression, 
Escherichia coli 858. 
2,4,5-T degradation enzymes, nucleotide sequence, 
5-chloro-1,2,4-trihydroxybenzene, pCP13 plasmid, Pseudomonas cepacia 7446. 
T-cell receptor a chain y chain, expression, regulation factors, 
lymphocytes T, mice 1585. 
T-cell receptor, a chain, 8 chain, nucleotide sequence, man 3324. 
T-cell receptor, a chain, B chain, nucleotide sequence, lymphocytes T 
specificity influenza A virus, mice 10348, 
T-cell receptor, y chain 8 chain, nucleotide sequence, predictions amino 
acid sequence, T-cell receptor, lymphocytes T, man 4330. 
T-cell receptor, - chain 8 chain variable region use, thymocytes, 
lymphocytes T, mice 6318. 
T-cell receptor a chain, cDNA nucleotide sequence, lymphocytes T, HPB-ALL 
cells, man 3339. 
T-cell receptor, 5 chain, cDNA nucleotide sequence diversity, polymerase 
chain reaction, lymphocytes T, mice 5243. . 
T-cell receptor, 5 chain, characterization, gene mapping, polymerase chain 
reaction, lymphocytes T, man 4338. 
T-cell receptor 6 chain, cloning, translocations role lymphocytes T lymphoma, 
man 1439. 
T-cell receptor 8 chain C82 region, enhancers, lymphocytes T 3727. 
T-cell receptor, 5 chain, deletion, 
T-cell receptor, § chain, determination nucleotide sequence, anchored 
polymerase chain reaction, lymphocytes T, man 5392. ‘ 
T-cell receptor, B chain, downstream enhancers, lymphocytes T, transgenic 
mice 4633. 
T-cell receptor, a chain, enhancers, lymphocytes T, mice 9644. 
T-cell receptor, B chain, methylation. lymphocytes T, large granular 
lymphocytes, man 4241. 
T-cell receptor 5 chain, nucleotide sequence, man 1405. ‘ 
T-cell receptor, 8 chain, rearrangement, acute lymphatic leukemia, 
lymphocytes T, man 8412. : 
T-cell receptor, a chain, rearrangement, allelic exclusion, lymphocytes T, 
mice 4410, . ; “ 
T-cell receptor, 8 chain rearrangement, isotypic exclusion 6 chain y 
chain, lymphocytes T, transgenic mice 2738. ; F 
T-cell receptor, 5 chain rearrangement, measurements diversity, lymphocytes 
T, man 1318. 
T-cell receptor § chain, rearrangement, thymocytes, lymphocytes T 4393. 
T-cell receptor, 8 chain, rearrangements, acute lymphatic leukemia, 
lymphocytes T, lymphocytes B, man 4401. : 
T-cell receptor -y chain, restriction endonuclease mapping, man 9452. 
T-cell receptor 8 chain, restriction fragment length polymorphism, chromosome 
14, man 6474. 
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T-cell receptor, B chain, transcripts, alternative splicing, lymphocytes T, 
mice 10122. 

T-cell receptor, B chain, transfection, prevention expression endogenous 
genes, lymphocytes T, transgenic mice 4794. 

T-Cell receptor, B chain, transfection, suppression rearrangement endogenous 
T-cell receptor genes, transgenic mice 4793. . 

T-cell receptor, 8 chain variable region, germline nucleotide sequence, 
lymphocytes T, rats 2311. , F 

T-cell receptor, a chain variable region haplotypes, normal, autoimmunity 
strains mice 2301. 

T-cell receptor, « chain, variable region joining region recombination, 
polymerase chain reaction, lymphocytes T 4328. 

T-cell receptor, B chain variable region, nucleotide sequence, lymphocytes T, 
rats 4387. 

T-cell receptor, 5 chain variable region, nucleotide sequence, lymphocytes T, 
man 6333. 

T-cell receptor, B chain variable et nucleotide sequence, irradiated, 
thymus, lymphocytes T, mice 10293. 

T-cell receptor, 5 chain variable region nucleotide sequence, thymocytes, 

phocytes T, mice 2323. 

T-cell receptor, chain variable region, polymorphism, lymphocytes T, man 
4331. 

T-cell receptor, 8 chain variable region, rearrangement, inversion, 
thymocytes, lymphocytes T, mice 4389. 

T-cell receptor, y chain variable region rearrangement, lymphocytes T, man 
4336 


T-cell receptor, § chain variable region, restriction fragment length 
polymorphism, lymphocytes T, man 10328. 

T-cell receptor, y chain variable region 11 restriction fragment length 
polymorphism, man 10326. 

T-cell receptor, ie chain variable region 3 expression, Mls antigen reactive 
lymphocytes T, autoimmunity, mice 2739. 

T-cell receptor § gene, nucleotide sequence, gene expression, leukemia 9467. 

T-cell receptor constant region TRGC1 gene, restriction fragment length 
polymorphism, man 6460. 

T-cell receptor, deletion circular form DNA, nucleotide sequence, thymocytes, 
lymphocytes T, mice 5364. 

T-cell receptor, deletion circular form DNA, nucleotide sequence, thymocytes, 
lymphocytes T, mice 5365. 

T-cell receptor diversity, cDNA nucleotide sequence, lymphocytes T, mice 4500. 

T-cell receptor, gene mapping variable region constant region, lymphocytes T, man 
2293 


T-cell receptor, nucleotide sequence, rheumatoid arthritis, autoimmune diseases, 
lymphocytes T, synovial fluid, man 8405. 

T-cell receptor, promoters, enhancers, lymphocytes T, lymphocytes B 9715. 

T-cell receptor, rearrangement, bone marrow cells differentiation in vitro, 
lymphocytes T, mice 4335. 

T-cell receptor, rearrangement, joining region recombination, nucleotide 
sequence, lymphocytes T, man 5373. 

T-cell receptor, site-directed mutagenesis VDJ junctional domains, changes 
antigens recognition, lymphocytes T, mice 4753. 

T-cell receptor, transfection lymphocytes T, induction reactivity minor 
histocompatibility antigens Mis antigen histocompatibility antigen H-7 antigens, 
mice 4820. 

T-cell receptor, translocation, juxtaposition c-myc, lymphocytes T leukemia, man 


T-cell receptor, use, nucleotide sequence, la antigen, lymphocytes T helper 
cells, mice 8394. 

T-cell ev cg variable region genes rearrangement, nonrandom, lymphocytes T, 
man p 

T-cell receptor, variable region, use, lymphocytes T helper cells, experimental 
allergic encephalomyelitis, autoimmune diseases, mice 4398. 

T-cell receptor, B2 chain, nucleotide sequence, lymphocytes T, rabbits 8395. 

tandem fusion expression, transgenic Nicotiana tabacum 5779. 

tar , Nucleotide sequence, secondary structure requirements, role RNA 
biosynthesis elongation control, tat gene, human immunodeficiency virus 1, human 
immunodeficiency virus 2 8097. 

tat gene, activation poliovirus protein 2A gene expression, inhibition mRNA 
translation, protein biosynthesis, HeLa cells 7090. 

tat gene, human immu ficiency virus, cloning, nuclear polyhedrosis virus, 
Autographa californica isolates, gene expression, cell lines, Spodoptera 
frugiperda 900. 

tat gene, human legal 4 virus, gene transfer, gene expression, mediation 
up-regulation, gene regulation, CD4 antigen, lymphoblastoid cell lines, 
lymphocytes T 1599. 

tat gene, mutation, genetic analysis, Tat protein domains, effects on 
trans-activation activity, gene regulation, human immunodeficiency virus 1 10968. 

tat gene, RNA biosynthesis elongation control, role tar gene, nucleotide 


sequence, secondary structure requirements, human immunodeficiency virus 1, human 


immunodeficiency virus 2 8097. 

tat gene, Fo ee agers expression, et ped domains, long terminal 
repeat, human immu ficiency virus 2 3165. 

tat-3 gene, binding ificity, Cay ginnecas Meso erein methylphosphonates, 
antiviral activity, inhibition, RNA biosynthesis, RNA-directed BNA polymerase, 
human immunodeficiency virus 8. 

tatill gene, human immunodeficiency virus 1, synergism hepatitis B virus X gene, 
transactivation chloramphenicol acetyltransterase genes gene expression, human 
immunodeficiency virus 1 long terminal repeat regulation 7627. 

tau protein cDNA nucleotide sequence, Alzheimer's disease, brain, man 7389, 

tau protein CDNA nucleotide sequence, domains, brain, cattle 8365. 

tau protein cDNA nucleotide sequence, splicing, cattle 10643. 

tax ; eu T cell leukemia virus |, in vitro mutagenesis, transactivating protein 

te gene, cloning vectors, cosmids, antibiotic resistance, Bacteroides 5819. 

TCA3 gene, cloning characterization, CDNA nucleotide sequence, lymphocytes T 
activation, mice 1322. 

TCM1 transcription, DNA nucleotide sequence role, ribosomal proteins, 
S romyces cerevisiae 5057. 

Ter gene, tetracycline, antibiotic resistance characterization, aerobic 
conditions, Escherichia coli 1744. 

tdh gene nucleotide sequence, amino acid sequence predictions, L-threonine 
3-dehydrogenase, Escherichia coli 8433, 

TDH3 gene, TDH3 promoter, chromatin structure, effects on function, 

ceraldehyde-3- phosphate dehydrogenase, Saccharomyces cerevisiae 5939. 
terC gene, proteins binding, chromosomes replication termination, Bacillus 
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subtilis 9979. : { me 
terC gene, replication forks arrest, DNA nucleotide sequence, Bacillus subtilis 
9376. eae. 
terR Lye nucleotide sequence, DNA biosynthesis, plasmid R6K, Escherichia col 
9364. 


tet gene, homology plasmid pNS1981, Bacillus subtilis 7537. : 

tet gene, hsp70 gene promoters, cloning vectors Smart2, expression Drosophila 
7801. 

tet gene operators, DNA modification, Tet repressor interactions, Escherichia 
coli 4994. 

tet gene operators mutagenesis, base pairs identification, Tet repressor 
recognition, Escherichia coli 4992. | ; 

tet gene promoters, transcription initiation, Escherichia coli 5146. 

tet347 gene, Streptomyces rimosus, tetracycline resistance, cloning, gene 
expression, Escherichia coli 467. ? f 

tetA gene, catabolite repression, DNA supercoiling, effects on gene expression, 
Escherichia coli 4662. fee. 

tetA gene gene expression, tet repressor mutation, transposon Tn10, Escherichia 
coli 7980. 

tetA gene point mutation, translation initiation, transposon Tn10, Escherichia 
coli. 7313. 

tetA gene rearrangement, transposon Tn10, Escherichia coli 9336. 

tetM gene, 6001 gene, conjugation, cloning vectors, plasmids, plasmid pDP36, 
Streptococcus 4761. . 5 

tetR gene, promoters nucleotide sequence, Escherichia coli 5668. 

tetracycline, antibiotic resistance, genes, cloning, Bacillus subtilis, 
Escherichia coli 916. been 

tetracycline resistance, nucleotide sequence, Campylobacter jejuni 6243. 

TFP1 gene, H”-transporting ATP synthase nucleotide sequence, trifluoperazine 
resistance, calcium sensitivity, Saccharomyces cerevisiae 2334. : 

TAR gene, gene expression, cell cycle, mRNA+proteins levels, leukemia, myeloid 
cells, mice 10821. 

thalassemia, nucleotide sequence, polymerase chain reaction, man 8379. 

thaumatin, synthesis, cloning, gene expression, Saccharomyces cerevisiae 864. 

thiol proteinase, mRNA accumulation, effects of temperature, Lycopersicon 
esculentum 10138. 

thioredoxin, cDNA nucleotide sequence, man 2559. 

thioredoxin, nucleotide sequence, expression, Escherichia coli, Anabaena 9317. 

thr-1 gene, leuB gene, proA gene, cloning Escherichia coli, gene mapping, pLAFT 
plasmid, Aquaspirillum magnetotacticum 7470. 

thr-1 gene, Methanococcus jannaschii, hydrothermal vents isolates, cloning, 
complementation, mutation, Escherichia coli 9856. 

oe synthase thrC gene, nucleotide sequence, Brevibacterium lactoferment. 

threonine-tRNA ligase, cCDNA nucleotide sequence, borrelidin resistance CHO ce 
man 7440. 

thrombomodulin cDNA nucleotide sequence, comparison, mice 8463. 

thrombomodulin, cDNA nucleotide sequence, expression, effects on, phorbol 
myristate acetate treatment, hemangioma cells, mice 2522. 

thrombomodulin, nucleotide structure, man 10665. 

thrombomodulin, transcription, tumor necrosis factor suppression, endothelium, 
man 3164. 

thrombospondin cDNA nucleotide sequence, fibroblasts, man 8117. 

thrombospondin, promoters, cDNA nucleotide sequence, man 3363. 

be on gene+rpiT gene, operons transcription patterns, Escherichia coli 

114. 


thrT gene, elongation factor EF-Tu, Escherichia coli 269. 

thrU gene, elongation factor EF-Tu, Escherichia coli 269. 

Thy-1 antigen, expression, use transcription initiation sites, promoters, brain, 
mice 5678. 

Thy-1 antigen, restriction fragment length polymorphism, man 2294. 

Wyte: B-globin dominant control region effects on gene expression, man — 


thyB gene, operons, nucleotide sequence, Bacillus subtilis 6233. 

thymidine kinase, B-globin dominant control region effects on gene 
expression, man 7703. 

thymidine kinase, chromosomes recombination, mammalian cells 3701. 

thymidine kinase, cloning vectors construction, mammalian cells 7791. 

thymidine kinase, expression, serum effects on, L-M cells, mice 5729. : 

thymidine kinase, fusion major urinary protein promoters, transfection, induction 
male sterility, herpes simplex virus 1, transgenic mice 5717. 

thymidine kinase gene, herpesvirus (equine) 1, nucleotide sequence, comparisot 
cellular 9276. 

thymidine kinase, herpes simplex virus, analysis mutants open reading frame 
overlapping thymidine kinase, effects on growth cell culture 6269. 

thymidine kinase herpes simplex virus, keratin chickens, promoters efficie 
dependent intra-genic nucleotide sequence, oocytes, Xenopus laevis 4673. 

thymidine Saag introns deletion, transfection L cells, effects on transcripts, 

mice 906. 

thymidine kinase, mutants, characterization, nucleotide sequence, | 
varicella-zoster virus 4442. 

thymidine kinase, nucleotide sequence, herpesvirus (turkey) 8272. 

thymidine kinase, nucleotide sequence, open reading frames, goatpox virus 

thymidine kinase, promoters, cell cycle regulation, man 632. 

thymidine kinase, promoters, deletion analysis, man 6771. 

thymidine kinase, promoters, pseudogenes, nucleotide sequence, mutants, mice 


thymidine kinase, promoters, role, regulation expression, man 1657. 

thymidine kinase pseudogenes, nucleotide sequence, mice 10458. 

thymidine kinase, restriction fragment length polymorphism, man 517. | 

thymidine kinase, without one insertion activation, plasmids transfection 
fibroblasts, herpes simplex virus 6723. 

thymidylate synthase, cell cycle regulation, expression, Saccharomyces cerevisi 


thymidylate synthase, gene expression, transfection, introns role, mice 8793. 

thymidylate synthase, open reading frames, leader sequence length, gene 
expression, RNA biosynthesis, herpesvirus ateles 146. 

thyroglobulin cDNA, splicing, heterogeneity, cattle 8660. 

eae rl gene expression, thyroid-stimulating hormone activation, thyroid, 
fa 5 

thyroglobulin, hypersensitive regions, cyclic AMP dependent, chromatin, thyroid 
cattle 10964. 

thyroglobulin, structure, evolutionary genetics 10459. j 

thyroid autoantigens, CDNA nucleotide sequence, characterization, man 5394. 

thyroid hormone receptors, alternative splicing transcripts, alternative gene 


Genes, (continued) 
Products, effects on myosin heavy chains genes expression, rats 1646, 

thyroid hormones binding proteins, cDNA nucleotide sequence, liver, cattle 2469. 

thyroid hormones, gene expression, liver carcinoma, hepatitis B virus, 
integration, man 477. 

gees : hormones receptors erbA gene, cloning, gene expression regulation, man 

thyroid peroxidase, cDNA nucleotide uence, pigs 514. 

thyroid-stimulating hormone, B chain, 5' flanking region, cDNA nucleotide 
sequence, man 4506. 

tea igaad hormone receptors, cDNA nucleotide sequence, skeletal muscle, 
mice ; 

peed emniating hormone receptors, splicing, cDNA nucleotide sequence, brain, 
al S 

thyrotropin B subunit, nucleotide sequence, promoters, mice 402. 

thyrotropin receptors, cDNA nucleotide sequence, liver, rats 2205. 

thyrotropin-releasing hormone, nucleotide sequence, rats 2508. 

Ti plasmid, sppeciartim thizogenes, root hairs gene expression, Nicotiana 
tabacum 9748. 


TIF1 gene, proteins, homology, initiation factor elF-4A, mice, suppression, 
missense mutation, Saccharomyces cerevisiae 8483. 

TIF2 gene, proteins, homology, initiation factor elF-4A, mice, suppression, 
missense mutation, Saccharomyces cerevisiae 8483. 

TIF1 gene, translation initiation factors, nucleotide sequence, Saccharomyces 
cerevisiae 6444. 

TIF2 gene, transiation initiation factors, nucleotide sequence, Saccharomyces 
cerevisiae 6444. 

tipA gene, thiostrepton effects on, cloning, gene expression, Streptomyces 
lividans 9831. 

tissue factor, nucleotide sequence, mapping, man 6466. 

tissue-specific, cloning, use differential screening genomic libraries, 
Arabidopsis thaliana 190. 

tissues types plasminogen activator, cDNA nucleotide sequence, lung cells, man 


tk gene, herpes simplex virus 1, methylation dinucleotides promoters effects on 
transcription Xenopus laevis, microinjection oocytes 9760. 

TMP1 gene transcription, gene regulation, upstream activating sequence, 
baal synthase, Saccharomyces cerevisiae 5632. 

imrB gene, gene amplification, chromosomes, plasmid pBR327 transformation, 
Bacillus subtilis 929. 

inpA gene, transposon Tn2610 organization, Escherichia coli 9757. 

ape gene, transposon Tn501 transposon Tn21 transposase hybrids, prokaryotes 


692. 
ny gene, ree nen teogiid Ng ato Escherichia coli mall 
gene, ex \ gene, mutations, proteins release periplasmic space, 
Escherichia coh 3431 e 


as Ie een an Tn4653 identification, characterization, 
coli fi 
tonB gene, mutation, outer membranes, Escherichia coli 6251. 
tonB gene, nucleotide sequence, chromosomes, Escherichia coli, evolutionary 
genetics 9350 
pe ygere, effects on fushi tarazu gene expression, development, Drosophila 
torso gene, nucleotide sequence, gene products protein-tyrosine kinase, 
Drosophila 9237. 
torso gene, role determination terminal anlagen, embryos, Drosophila melanogaster 
1633. 
tox gene, promoters, site-directed-mutagenesis analysis, Corynebacterium 
diphtheriae 7671. 
toxA gene, regA gene, MRNA biosynthesis kinetics, Pseudomonas aeruginosa 6110 
toxin A, Soha abet ents, Clostridium difficile, cloning, gene 
i ichia coli 9799. 


expression, 
toxins, cloning, nucleotide sequence, Bacillus eae kurstaki 375. 
toxins, effects on larvae, cloning, Aedes aegypti, Culex pipiens, Anopheles 
stephensi, Bacillus thuringiensis 4798. : 
toxins, hemolysis, cloning, characterization, Bacillus alvei 9838. 
toxins, nucleotide sequence, amino acid sequence, Bacillus sphaericus 5304. 
nucleotide sequence, Bacillus thuringiensis gene products toxicity, 
‘a 4479. 
toxins subunits, gene expression, Kluyveromyces lactis 6682. 
toxR gene, nucleotide sequence, toxin A synthesis regulation, Pseudomonas 
i 6261 


toxins, 


TP1 gene, transition protein 1, nucleotide sequence cDNA clones, chromatin 
condensation, mice 679. J 

tpa-1 gene cDNA nucleotide sequence, phorbo! 12-myristate 13-acetate diester 
resistance, Caenorhabditis ans 7392. ‘ 

tra gene, gene expression, sex differentiation, Drosophila 6694. 


ta proteins transfer, plasmid Co1lb-P9 9740. 
att gens, F plasmid tr: r, nucleotide sequence, amino acid sequence, 
Escherichia coli 7293. 


traJ gene, transcription, yg control, plasmid R100, Escherichia coli 9146. 

transactivating protein, cDNA nucleotide sequence, visna virus 4446. 

transactivator protein expression eee plasmid, hsp70 gene promoters, 
derivatives pAT153 plasmid pBR322 plasmid, cloning vectors, AIDS, 
immunodeficiency virus 1 (human) 7796. 2 ‘ ‘ 7 

transactivator protein tat , human immunodeficiency virus, oligonucleotides 
synthesis, ligation, DNA, plasmids, cloning vectors, gene expression 1552. 

transaminase, multicopy suppression effects on amino acids biosynthesis, 
Escherichia coli 3734. 

transcription, DNA, promoters, nucleotide sequence, prokaryotes homology, 
promoters 7647 


transcription, DNA r ir, chromatin structure, mammalian cells 10764. 
‘ iption, Drosophila, $V40, regulation, enhancers sequence, reviews 6008. 
transcription factor IIIA, expression, requirements upstream, oocytes, Xenopus 
laevis 1661. 
transcription factor Sil, gene 
infected helper cells, man 4165. 
transcription factors, AP-2 protein, cDNA nucleotide sequence, man 3506. 
transcription factors, CDNA nucleotide sequence, homeobox, activation lymphocytes 
B specific promoters HeLa cells 4396. ; : 4 
“transcription, identification, function, sequence conservation, chorion loci, 
mori 6805. 
transcription, promoters analysis, Saccharomyces cerevisiae 6687. 
transcription, Someta ok flanking sequence, islets of Langerhans, rats 
8736. ; 
| transcription retrovirus hybrids, deoxyribonuclease |, bleomycin, 


r:) ssion, human immunodeficiency virus 1 
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neocarzinostatin, radiation, mice 8177. 

transcripts, leader roel trans splicing, MRNA, Leptomonas seymouri 5187. 

transcripts, role branch point nucleotide sequence splicing, mRNA processing, 
Mammalia 1200. 

transcripts, splicing sites selection, mRNA processing, U1 snRNA, Saccharomyces 
cerevisiae 1194, 

transducin, CDNA nucleotide sequence, characterization, mice 8260. 

transfected primary cell culture heart, gene expression, single ceil analysis, 
reviews 1783. 

transfection, CHO cells, methodology 5738. 

transfection, methodology, transformation, IMR-90 ceils, WI-38 cells, man 4722. 

transfer systems, lactic acid bacteria 5771. 

transferrin, CDNA nucleotide sequence, liver, pigs 3394. 

transferrin, expression, nucleotion sequence analysis, nromoters role, man 8569, 

transferrin gene expression, epithelium, choroid plexus, rats 9670, 

transferrin, liver nuclear proteins DNA binding regions, man 9976. 

transformation, mutation, nucleotide sequence, proteins, deoxyribonuclease, 
Bacillus subtilis 918. 

transformation, serotypes, genetic analysis, macronuclei, Paramecium primaurelia, 
Paramecium tetraurelia 8799. 

transformer gene, doublesex gene, sex-lethal gene, transcripts, regulation 
splicing, sex differentiation, Drosophila, reviews 8152. 

transformer gene, doublesex gene transcripts, alternative splicing, regulation 
sex differentiation, Drosophila melanogaster 8153. 

transformer-2 gene, cDNA nucleotide sequence, gene products similarity 
RNA-binding proteins, role processing doublesex gene transcripts, Drosophila 
melanogaster 8286. 

transforming growth factor-B, cDNA restriction fragment length polymorphism, 
chromosome 19, man 5509. 

transforming growth factor-8, promoters, cDNA nucleotide sequence, man 3496. 

transforming growth factor-a, promoters, no TATA box, man 5984. 

transforming growth factor-8, simian, cloning induction gene amplification, 
expression CHO cells 902. 

transforming growth factor-81, cDNA nucleotide sequence, chickens 3391. 

transgenic, growth hormone, rais, gene transfer, oocytes, gene expression, 
pituitary, mice 805. 

transin, expression, growth factors regulation, c-fos gene dependent pathways, 
c-fos gene transfection NIH 3T3 cells, man 5689. 

translation initiation factor elF-4A, gene families, cDNA nucleotide sequence, 
mice 8230. 

transplantation antigens, transfection, characterization, reviews 10837. 

transposase, nuclevtide sequence, transposon Tn3926, Escherichia coli 7498, 

vane vies enhancers, factors binding sites, tissues specificity, liver, mice 


transthyretin, Cae eat Sl genes, nucleotide sequence, regulatory regions, 
DNA-binding protein binding, liver, rats 983. 

trfA gene deletion, effects on replicons, Azotobacter vinelandii 9724. 

triacylglycerol lipase, cloning, nucleotide sequence, amino acid sequence 
predictions, Pseudomonas fragi 4538. 

3,5,3'-triiodothyronine receptors, ear-1 gene ear-7 gene opposite stranded genes, 
nucleotide sequence, similarity erbA gene, man 8509. 

triose phosphate-3-phosphoglycerate-phosphate translocator, cDNA nucleotide 
sequence, chloroplasts, Spinacea oleracea 10491. 

triose-phosphate isomerase, premature translation termination mediation 
transcripts degradation, L cells 1190. 

triosephosphate isomerase, nucleotide sequence, Macaca mulatta 2551. 

tripartite leader sequence, changes hosts transcripts processing, adenovirus 168. 

Triticum aestivum cDNA nucleotide sequence, Glycine max heat shock proteins 
homology 8464. 

Tritirachium alkaline proteinase, cDNA nucleotide sequence, Tritirachium album, 
expression, Escherichia coli 8478. 

TRK1 gene, nucleotide sequence, plasma membranes proteins, potassium transport, 
Saccharomyces cerevisiae 9302. 

trnM gene, nucleotide sequence, chloroplasts, Arabidopsis thaliana 10675. 

trophoblasts specific, cDNA nucleotide sequence, cloning, mice 3485. 

tropoelastin, cDNA nucleotide sequence, chickens 2474. 

tropoelastin, cDNA nucleotide sequence, mRNA analysis, rats 103. 

a-tropomoysin, gene expression, gene regulation, muscles, rats 731. 

a-tropomyosin, alternative splicing transcripts, skeletal muscle smooth 
muscle nonmuscle isoforms, rats 161. = 

oponnioen CDNA nucleotide sequence, amino acid sequence predictions, 

rosophila melanogaster 8344. 

tropomyosin, cDNA nucleotide sequence, fibroblasts, mice 3389. 

tropomyosin, cDNA nucleotide sequence, man 4493. 

tropomyosin, cDNA nucleotide sequence, man, evolutionary genetics 10475, 

tropomyosin, cDNA nucleotide sequence, skeletal muscle, chickens 5432. 

a-tropomyosin, is OL) skeletal muscle, cDNA nucleotide sequence, man 411. 

tropomyosin II, enhancers, alternative splicing transcripts, Drosophila 
melanogaster 5185. , 

tropomyosin isoform 3, characterization cloning cDNA, HuT-14 cells, fibroblasts, 
man 414. 

a-tropomyosin, nucleotide sequence, amino acid sequence predictions, skeletal 
muscle, chickens 10426. 

B-tropomyosin, nucleotide sequence, skeletal muscle, man 10453. 

tropomyosin, transcripts, alternative splicing, rats 4178. ; 

tropomyosin 1, MRNA splicing analysis, use calf thymus ribonuclease H, primers 
extension, rats 7865. P= 

troponin C, cDNA nucleotide sequence, amino acid sequence predictions, skeletal 
muscle, rabbits 8308. hd , 

troponin, expression, differentiation myoblasts, Coturnix japonicus 5700. 

troponin T, cDNA nucleotide sequence, skeletal muscle, chickens 3401. 

troponin T, regulatory nucleotide sequence analysis, muscles, chickens 10539. 

troponin T, transcription, promoters activity, CATTCCT requirements, nucleotide 
sequence, heart 7329. ; ‘ , 

TRP1 gene, chromosomes loci, flanking region, histone H3, pyrophosphatase, 
Kluyveromyces lactis 5476. : A 

trp gene, cloning, nucleotide sequence, gene expression, anthranilate synthase, 
Fihizobium meliloti 9846. ; 

trp gene, gene mapping, tst gene, toxic shock syndrome toxin 1, Staphylococcus 
aureus 9340, ; 

trp gene, nucleotide sequence, Brevibacterium lactofermentum 3429. 

TREY gone, nucleotide sequence, evolution gene fusion, Phycomyces blakesleeanus 

6576. 

TRP1 gene, PGK gene, GCN4 gene transcripts, regulation translation, Saccharomyces 
cerevisiae 7178. 
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TRP4 gene, promoters analysis, gene expression regulation, Saccharomyces 
cerevisiae 6686. , 

TRP1 gene, promoters, dvad symmetry, Saccharomyces cerevisiae 1426. 

TRP1 gene, promoters, roie transcription termination regions, Saccharomyces 
cerevisiae 5618. 

trpA gene, trpB gene, nucleotide sequence, cloning, cosmids construction, 
Methanococcus voltae 3825. 

trpB gene, Escherichia coli, use gene transfer, dominance selection markers, 
mammalian cells 5816. 

trpC2 gene, arol906 gene, metC3 gene, thrAS gene, purA16 gene, dal-1 gene, 
cloning, phage SPB, transposon Tn917, Bacillus subtilis 8828. ¥ 

tpE genes expression, anthranilate synthase overproduction, Escherichia coli 
4780. 


trpE gene, promoters, comparison aroH gene trpR gene, Escherichia coli 7674. 

trpE gene, transcripts, promoters, Escherichia coli 7711. 

trpE gene, trpG gene nucleotide sequence, Thermus thermophilus 7554. 

trpR gene, mutations, tryptophan a aeapareet Escherichia coli 7982. aire 

trxA poene: mutations, suppression dnaA46 mutations, thioredoxin, Escherichia coli 
7689. 


Trypanosoma cruzi, cloning, organization, antigenicity, antigens, fusion protein, 
Chagas’ disease 4803. 

trypanothione reductase, 
10279. 

trypanothione reductase, nucleotide sequence, Trypanosoma congolense 263. 

a-trypsin inhibitor light chains, cDNA restriction fragment length 
po! ism, man 5448. 

trypsin inhibitors, cloning, Escherichia coli secretion 6859. 

trypsin inhibitors, cloning, gene expression, Escherichia coli deletion mutant 


‘cDNA, cloning, nucleotide sequence, Leishmania donovani 


6889, 

a-trypsin inhibitors, heavy chains, restriction fragment length polymorphism, 
man 6322. 

a-trypsin inhibitors light chains, cDNA restriction fragment length 
polymorphism, man 6500. 

trypsin inhibitors, secretion, pancreas, man, expression, Saccharomyces 
cerevisiae 9805. 

tryptophan synthase, nucleotide sequence, Arabidopsis thaliana 10561. 

lophan-tRNA ligase trpS gene, nucleotide sequence, Bacillus subtilis 7310. 

N51 gene, isolation, nucleotide sequence, complementation 
temperature-sensitive cell cycle mutation BHK cells, man 415. 

Tse-1 gene, gene expression hepatocytes, liver, mice 7688. 

TSHB gene, nucleotide sequence, man 6357. 

tsr gene, spoOF gene regions, Warecnpnon sles bene haeiepeath subtilis 7360. 

tst gene, gene mapping, trp gene, tyrB gene, toxic s! syndrome toxin 1, 
Staphylococcus aureus $340. 

tsx gene, gene regulation, Escherichia coli 1635. 

Ttg-1 gene, zinc finger proteins, transcripts, activation, translocations, 
chromosome 14, c 

a gene, a1-AT gene, a1-antitrypsin, transthyretin, proteins, factor, 
iver 670. 

TU-Alu gene, nucleotide ba bade similarity TU transposon, man 6526. 

TUB2 gene, cDNA nucleotide sequence, B-tubulin, Candida albicans 7451. 

tubers roots proteins, nucleotide sequence, Ilpomoea batatas 2575. 

B-tubulin, antisense DNA inhibition expression, oocytes, Xenopus laevis 4675. 

B-tubulin, cDNA nucleotide sequence, Daucus carota 558. 

a-tubulin, cDNA nucleotide uence, gene expression, Amphibia 3548. 

a-tubulin, difference cDNA nucleotide sequence, gene families, chickens 4514. 

B-tubulin, DNA, nucleotide sequence, Leishmania mexicana amazonensis 2336. 

B-tubulin, expression, role ciliogenesis, embryos, Strongylocentrotus 
Purpuratus 1664. 

tubulin, gen expression, mRNA stability mechanisms, reviews 6003. 

B-tubulin gene a abaccan MRNA localization, embryogenesis, Drosophila 

r 


a-tubulin, gene products, detection testes absence brain, mice 435. 

ee lycine max, transformation, Nicotiana tabacum gene expression 

B-tubulin, prod ee nucleotide sequence, microtubules, Caenorhabditis 

ins h 

B3-tubulin, nucleotide sequence, expression, Drosophila 9243. 

tubulin, nucleotide sequence, Tetrahymena pyriformis 7513. 

a-1 tubulin, promoters, Chlamydomonas reinhardtii 7660. 

tubulin, stimulation expression deciliation, embryos, Lytechinus pictus 709. 

B-tubulin, TUB2 gene cDNA nucleotide sequence, similarity Saccharomyces 
cerevisiae, Candida albicans 7451. 

61-tubulin, B2-tubulin, nucleotide sequence, 

tuf gene, duplication, hybridization analysis, Enterobacteriaceae phylogeny 4399. 

tuf gene, Lyre reed factor EF-Tu, cloning, nucleotide sequence, Methanococcus 
vannielii 1386. 

tuf gene, nucleotide sequence, elongation factor Tu, amino acid sequence, 

rm ja maritima 9324, 

tufB gene, elongation factor EF-Tu, Escherichia coli 269. 

tumor necrosis factor, interleukin 1, interleukin 2, granulocyte-macrophage 
colony - stimulating factor, gene expression tumor-infiltrating Iymphoones, 
immunotherapy, man 9714. 

tumor necrosis factor-B, cDNA hybridization analysis, rabbits 9458. 

tumor necrosis factor-a, chemistry synthesis, expression Escherichia coli, 
man 5847. 

tumor necrosis factor-B, coe gne products purification, Escherichia 
coli gene expression, man 7827. 

tunicamycin antibiotic resistance tmrB gene, nucleotide sequence, Bacillus 
subtilis 3334. 

tus gene, loci, nucleotide sequence, DNA biosynthesis, termination factors, 
Escherichia coli 6956. 

twist gene, cDNA nucleotide sequence, gene products localization nucleus, 
embryos, Drosophila 8225. 

TYA gene, retroviral-like transposons, translational frameshifting, fusion 
protein, Saccharomyces cerevisiae 1710. 

TyB gene, gene products proteinase requirements transposition, transposon Ty, 

romyces cerevisiae 3792. 

TYB gene, retroviral-like transposons, translational frameshifting, fusion 
protein, Saccharomyces cerevisiae 1710, 

type a1(I) collagen, transfection, association osteogenesis imperfecta, 
transgenic mice 3847. 

type |, collagen, inversion repeat sequence upstream flanking region, no effects 
on transcripts translation, man 5193. 

type II site-specific deoxyribonuclease, cloning, gene expression, Escherichia 


ne expression 579. 


romosome 11, acute lymphatic leukemia lymphocytes T, man 10422. 


EOE oO pe a a hE Pn Oa ee ee ESS 


Genes, (continued) 

coli 6691. ; 

type Il site-specific deoxyribonuclease, deoxyribonuclease Taql, mutants, 
characterization, Escherichia coli 9335. 

type VI collagen subunits, cDNA isolation, chickens 588. 

type X, collagen, introns nucleotide sequence, man 2617. ‘ 

type 3 pili, genetic analysis, nucleotide sequence, Klebsiella pneumoniae 5261. 

type-11 keratin EndoA, cDNA nucleotide sequence, mice 2408. 

tyrA gene, cloning, excision cloning vectors, Escherichia coli 5802. _ 

tyrB gene cloning, tyrosine-repressible transaminase, Escherichia coli 931. 

tyrB gene, gene mapping, tst gene, toxic shock syndrome toxin 1, Staphylococcu 
aureus 9340. ¢ y 

tyrocidine synthase tycA gene, nucleotide sequence, amino acid sequence 
predictions, Bacillus brevis 6438. NS : 

tyrosine aminotransferase, DNA topoisomerase cleavage, camptothecin induction 
rats 965. 

tyrosine 3-monooxygenase, cDNA restriction fragment length polymorphism, man 
2344. 

tyrosine 3-monooxygenase, man, transfection, baculovirus cloning vectors, 
Autographa californica gene expression 881. 

tyrosine 3-monooxygenase, nucleotide sequence, splicing, man 10626. 

tyrosine 3-monooxygenase, Pstl restriction fragment length polymorphism, man 
10469. 

tyrP gene, nucleotide sequence, tyrosine transport, Escherichia coli 7479. 

tyrU gene, elongation factor EF-Tu, Escherichia coli 269. 

ubiG gene, gene expression regulation, Escherichia coli 1593. _ K 

ubiquinol-cytochrome-c reductase, cDNA nucleotide sequence, hinge protein, 
mitochondria, man 3736. 

ubiquinone-binding protein, nucleotide sequence, oxidation phosphorylation 
systems, complex III, man 10243. 

ubiquitin, actin, transcripts, leader sequence, occurrence other Nematoda, 
Caenorhabditis elegans 1161. 

ubiquitin, analysis, evolution 4005. 

ubiquitin, cDNA, isolation, Chagas’ disease, Trypanosoma cruzi 1370. 

ubiquitin, CDNA nucleotide sequence, Dictyostelium discoideum 2355. 

ubiquitin CDNA nucleotide sequence, Helianthus annuus 8520. 

ubiquitin, nucleotide sequence, expression, heat shock, Tetrahymena pyriformis 
6591. 

ubiquitin, nucleotide sequence, homology, Hordeum vulgare, Arabidopsis thaliane 
6359. 


ubiquitin, organization, transcription, Trypanosoma cruzi 7550. 

ubiquitin, structure, gene expression, Drosophila melanogaster 7426. 

ubiquitin, tetrameric pseudogenes, isolation, man 10758. 

ubiquitin-fusion protein cDNA nucleotide sequence, spermatids, chickens 8367. 

ubiquitin-protein a soar YUH1 gene, Saccharomyces cerevisiae, cloning, gene 
expression, Escherichia coli 9852. 

UDPglucose-hexose-1-phosphate uridylyltransferase galT gene, nucleotide sequen 

amino acid sequence predictions, Escherichia coli 9360. 

uidA gene, promoters probes, plasmids, Escherichia coli 5805. 

uidA gene transcription, gene regulation, translation, Escherichia coli 621. 

UL9 gene, DNA-binding protein coding, binding DNA, DNA biosynthesis origin, 
herpes simplex virus 1 2963. 

UL8 gene, herpes simplex virus 1, DNA biosynthesis, mutants, characterization 


ULS5 gene, herpes simplex virus 1 DNA helicase, immunochemistry analysis 
polypeptides subunits, Vero cells 9922. 

UL42 gene, herpes simplex virus 1, expression DNA-binding protein, kinetics, 
immunofluorescence detection, Vero cells 6963. 

ULS5 gene nucleotide sequence, DNA biosynthesis, herpes simplex virus 1 8277. 

Ultrabithoraxx abdominal A hybrids, gene expression, developmental genetics, 
Drosophila 6416. 

Ultrabithorax gene, expression, exclusion, autocatalysis, homeotic genes, 
abdominal-A gene, mesoderm, Drosophila 2730. 

ultrabithorax gene, yer products, alternative splicing, homeobox, Drosophila 
melanogaster 9175. 

umuD gene, recA gene, proteins cleavage, activation, Escherichia coli 209. 

unc-86 gene, oct-1 gene, pit-1 gene, POU domain, nucleotide sequence, 
Caenorhabditis elegans 4374. 

unc-15 gene, perenroe structure models, Caenorhabditis ins 10258. 

— Si adenosinetriphosphatase, uncG gene, gene expression, Escherichia « 


uncA gene, gene regulation, Escherichia coli 1645. 
a el gene expression, uncA gene, adenosinetriphosphatase, Escherichia « 


uncG gene, gene regulation, Escherichia coli 1645. 

uae temperature-sensitive mutant, nucleotide sequence, Escherichia coli 

uncoupling protein cDNA nucleotide sequence, homology, cattle 8516. 

und gene, yore similarity B-amyloid protein, CDNA nucleotide sequence, : 
Drosophila melanogaster 9484. 

UNG1 gene cloning, nucleotide sequence, Saccharomyces cerevisiae 9789. : 

ung gene, nucleotide sequence, uracil-DNA glycosylase gene expression, 

scherichia coli 291. 

URA3 gene+bacterial repeated sequence, recombinants, transformation, selectii 
reuse, Saccharomyces cerevisiae 771. 
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computer simulations, models, conformation, dynamics 6620. 

conformation specific, chemical modification 4243. 

ae hybridization analysis methodology, genetic engineering, reviews 
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desalination, dialysis Were d samples size 10204. 

+drugs interactions analysis 1273. 

enzymatic cleavage, models 3275. 

hydration, apparent molar volume, temperature slopes 5221. 

immobilization, cellulose matrix, use glutaryl aldehyde 4239. 

interaction, conferences, books 5000. 

interactions, histones like protein H-NS, Escherichia coli 7940. 

interactions, single-stranded DNA-binding protein, Escherichia coli 7963. 

isolation, Trichostrongylus colubriformis, Ostertagia circumcincta 9199. 

low copy number sequences, amplification, polymerase chain reaction, infection | 
Wa pee human immunodeficiency virus 1, reviews 9001. } 

N.M.R, studies, reviews 4007. 

nucleotide sequence data availability, data banks, Poland 10383. 

nucleotide sequence, data banks 10401. 

nucleotide sequence, data banks, industrial applications, biotechnology 10382. 

nucleotide sequence, data, data banks, interaction proteins amino acid si 
data data banks 10385. 

nucleotide sequence data, data processing, data acquisition 10361. 

+NusA protein, transcription termination, in vitro, Escherichia coli 9095. 

labs lac acid esters, tRNA interactions, affinity gel electrophoresis 
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eque} od 


photochemistry, reviews 7046. 

proteins complex, zone-interference gel electrophoresis, methodology 4056. 

+proteins ligation methodology, use disulfide bonds 1241. 

radioiodination, 1,3,4,6-tetrachloro-3a,6a-diphenyiglycoluril 4125. 

restriction endonuclease mapping fragments, characterization, electric 
birefringence 7245. 

structure, definition+nomenclature 9200. 

thermodynamic data calculations, equilibrium melti 

transfer, gel electrophoresis gels, vacuum blotting 

triple-helical, formation, poly(A)-poly(U)-poly(U) antibodies 3134. 

two dimensional N.M.R., solution structure, reviews 2007. 

U,V. radiation shadowing methodology, nylon membranes 10170. 

Nucleocapsid protein, 

Lassa fever virus, expression Escherichia coli, plasmids, purification antigens 

for enzyme immunoassay 2831. 
Nucleocapsids, 

antigenomes RNA, La Crosse virus genomes, base pairs 9132. 

ogg system, RNA, defective interfering particles, vesicular stomatitis virus 5} 

capsid protein, nonstructural proteins complex, inhibition RNA binding, vesicular| 
stomatitis virus 1000. / 

isolation, purification, RNA, molecular weight, mumps virus 5108. 

Moloney leukemia virus, nucleic acid-binding protein, zinc, assembly, RNA 2972 

proteins, antigenic determinants, peptide mapping, Sendai virus, gene expressi¢ 
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Nucleocapsids, (continued) 
Escherichia coli 2819. 
Proteins, binding leader sequence RNA, mouse hepatitis virus 2964. 
Nucleolds, 
structure, chromosomes inversions, Escherichia coli 3331. 
Sulfolobus acidocaidarius, DNA-binding protein, histones, DNA thermal 
denaturation protection 1955. 
Nucleoll, 
nelle Soprpai mitosis, electron microscopy, chromatin, Ehrlich ascites tumor 
cells 4 
formation, monoclonal antibodies microinjection, DNA-directed DNA polymerase 
specificity, cell culture 1845. 
C.D., linear dichroism, Sarcophaga bullata 6944, 
sctpaa MSP-1-derived transcripton, transcription, antibodies, characterization 
7-2-RNA ribonucleoproteins, immunolocalization, cells 2933. 
RNA-binding protein antigenic relationship B-36 protein, conservation, plants 


Nucleolin, 

antibodies, rRNA genes transcription, salivary gland, Chironomus tentans 9042. 

genes, cDNA nucleotide sequence, CpG islands, hamsters, rats 4513. 

ceed ee nucleotide sequence, gene expression development, Xenopus laevis 

genes, nucleotide sequence, mice 3515. 

nbonucleoproteins consensus sequence, RNA binding fragments, CHO cells 4908. 
Nucleolus, 

formation, rRNA genes activity, transcription, Drosophila melanogaster 4649. 
Nucleolus meh me region, 

chromatin, =~ mutation translocation, Hordeum vulgare 2944. 

in, 
cDNA nucleotide sequence, growth role, man 6389. 


ins, 

binding, homopolymeric sequence, embryos, Drosophila melanogaster 9933. 
characterization, chromatin, liver, vitellogenin biosynthesis, Salmo salar 9946. 
complex, nucleosomes like structure, reconstitution, use DNA-binding protein, 

lasma proteins, transformation, gene transfer, mammalian cells 1674. 
+DNA cornplex, gene transfer, liver, rats 4749. 
DNA complex, nick-translation, radioactive labelling, phosphorus-32 185. 
ONA terminal proteins binding, minute virus of mice 7933. 


genes, nucleotide sequence, amino acid sequence predictions, measles virus 6081. 


localization, B-fructofuranosidase DNA-binding protein fusion, Saccharomyces 
cerevisiae 8949. 

tecA Chew filaments, Escherichia coli 7934. 

Shruni gene promoters interaction, binding sites, nuclei, Zea mays 6934. 

structure, micrococcal nuclease cleavage, extrachromosomal rDNA, Physarum 


ott eigen 5931. 


removal, purification commercial preparations UDP-glucose, methodology 4027. 
triphosphatase, 
tecA protein, ATP, GTP hydrolysis, kinetics, Escherichia coli 7918. 
Nucleoside-5’-diphosphate, 
imidodiphosphate analogs, synthesis, biological activity 3032. 
Nucleosides, — tas are . 
hey purines, N4,2',3',5'-tetraacylcytidine synthesis, N"-acyicytosine 


adducts, acetaldehyde, ethanol, cooperative reaction, carcinogenesis 1019. 

amide protected, synthesis, structure, phosphoramidites 3024. 

analogs, antiviral activity mechanisms 1027. 

analogs, human immunodeficiency virus antiviral agents, high-performance liquid 
Seale retention time, relationship lipids affinity 7061. 

analogs, N“-amjnocytidine, improved synthesis 2024. 

analogs, (N°-N°)-bridged \diadenosine, activity synthesis 3031. 

analogs, synthesis, antiviral agents 2 

analogs. is, chemical modification, carbohydrates, radioactive labelling, 

1017. 

bases, nucleotides, hydroxy! attack 4018. 

bases, nucleotides, hydroxyl attack 4018. ) 

chemical structure, anticodons, tRNA Gly, silk gland, Bombyx mori 9025. 

2’-deoxy-B-' ranosyl, synthesis, Barton-type reductions, 
biological evaluations 3020. ; ef f 

derivatives, synthesis, antiviral activity, human immunodeficiency virus 3018. 

derivatives, synthesis, antiviral activity, human immunodeficiency virus 1 
infected leukocytes (mononuclear), man 5012. 

detection, chemiluminescence, methodo 1013, 


DNA, high-pressure liquid chromatography, Trypanosoma equiperdum, Trypanosoma 
brucei 2020 


effects on 1-8-D-arabinofuranosyl-E-5-(2-bromovinyl)uracil, antiviral 
activity, intracellular phosphorylation, herpes simplex virus 2, herpes simplex 
virus 1 infected cells 1025. ' 

extraction, measurement, high-performance liquid chromatography, cells, heart 


1014. 
inhibition, DNA bi is, kinetics, Michaelis-Menten parameters, RNA-directed 
DNA polymerase, human immunodeficie: 


, N.M.R., absorption 


idines, incorporation, lymphocytes DNA, guinea-pigs 1024. 
m "  dentfication, Eacherichia coli 7146. 


synthesis, as ines, 5-alkylbarbituric acids 7060. ; 
thionucleosides, tRNA, stiches, levels, effects on translation, bacteria 1209. 


binding DNA, involvement transcription, A431 cells, man 2752. 
Nucleosome-assemb! in, 
AP-I protein, histones, biding modes, HeLa cells 3962. 


binding DNA autoantibodies, autoimmunity, mice 10957. 

chromatin, histone H3 analysis, Physarum polycephalum 1908. 

chromatin, histones acetylation, chickens 2957. 

chromatin reconstitution, DNA rings, supercoiling 3966. 

chromatin structure, helical coils, 30 nm fiber 4930. 

chromatin, structure, 30nm fiber, size distribution, isolation, liver, rats 4922. 

core assembly, histone H1 genes, preferred frames, Psammechinus miliaris 9943. 
core particles, genes activity effects on conformation, hsp70 gene, Drosophila 
cen erties: histone H4 histidine phosphorylation, protein kinase, Physarum 
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Nucleosomes, (continued) 
polycephalum, Saccharomyces cerevisiae 6936. 
core particles, structural behavior, interparticle interactions, low-salt 
solutions 1914. 
cores, deoxyribonuclease | cleavage, antibiotics effects on, reviews 1915. 
cores, histones lysine residues, chemical modification 2947. 
cores particles, deoxyribonuclease | digestion kinetics, spermatocytes, 
Parechinus angulosus 6909. 
crystals, nucleotide sequence, X-ray diffraction, core particles 2941. 
ONA bending, superhelix, nucleotide sequence 4917. 
DNA histones interaction, B-form, Z-form, C.D. 4934. 
DNA purification, affinity chromatography 2210. 
ONA-directed RNA polymerase |, competition binding sites, chromatin 5902. 
high mobility group ee 2 containing, thermal denaturation, fluorescence, 
thymus, cattle 1938. 
histone H1, histone HS5, footprinting, erythrocytes, chickens 2940. 
histone H4, depletion, activation PHOS gene, Saccharomyces cerevisiae 7673. 
histone H4 depletion, effects on transcription, cell cycle, DNA-directed RNA 
polymerase Ill, CUPt gene, Saccharomyces cerevisiae 7945. 
histones H2A.H2B dimers core particles, interaction DNA-directed RNA polymerase, 
Escherichia coli 5904. 
histones oligomers, DNA core particles, association 4926. 
hybrids, histones deposition, DNA strands 2960. 
like structure, nucleoproteins complex, reconstitution, use DNA-binding protein, 
lasma proteins, transformation, gene transfer, mammalian cells 1674. 
linker histone H1 histone HS, binding, erythrocytes, chickens 4937. 
migration, DNA repair, computer applications, man 10765. 
Moloney leukemia virus, reconstitution, plasmids 8953. 
nucleotide sequence specitic localization, steroid hormones inducible mammary 
tumor virus promoters 1956. 
organization, histones, xeroderma pigmentosum, man 4927. 
proteins interaction, DNA association, structure, reviews 5007. 
spacing periodicities generation, cells specificity origin 9950. 
statistics distribution, analysis, nonrandom location, stochastic mechanisms 
5947. 
Statistics position, proteins binding, activation sequence. Saccharomyces 
cerevisiae 7936. 
stoichiometry, histone H1 like proteins, Euplotes eurystomus 10969. 
testis-specific protein, core particles, interactions, rats 9952. 
transitions, DNA, histones interaction, spectroscopy 2955. 
Nucleotidase, 
deoxyribonucleoside-activated, cellular localization, developmental changes, 
testes, rats 4884. 
5’'-Nucleotidase, 
activity, adenosine formation, heart, Columba 3874. 
activity, kidney, ischemia, man 5886. 
activity, lymphoblastoid cell lines 9866. 
kinetics, phosphocellulose column chromatography, heart, rats 2848. 
properties, allosteric regulation, IMP, ATP, placenta, man 3922. 
pe og purification, characterization, thyroid, cattle 3923. 
Nucleotide kinase, 
role modification, 2',3'-dideoxynucleosides, antiviral activity, human 
immunodeficiency virus, in vitro 5011. 
Nucleotide phosphatase, 
role modification, 2’,3'-dideoxynucleosides, antiviral activity, human 
immunodeficiency virus, in vitro 5011. 
Nucleotide sequence, 
aceA gene, Escherichia coli 7829. 
B-N-acetylhexosaminidase A, nagA gene cloning, Dictyostelium discoideum 8872. 
B-N-acetylhexosaminidase mutation, GM2-gangliosidosis, man 5469. 
actin genes, Plasmodium falciparum 4287. 
active sites, DNA-directed DNA polymerase |, phenylglyoxal, trypsin, V-8 
proteinase, effects on DNA binding, Escherichia coli 957. 
adenosinetriphosphatase PMA2 gene, Saccharomyces cerevisiae 2621. 
adenovirus (human), hexon gene, capsid protein 2317. 
adenovirus (human) proteinase genes, endoprotease, DNA clones 9272. 
adenovirus (human) 5 penton-base genes, structural proteins, type 5 comparison 2 
9496. 
adhesin F41 genes, homology antigen K88, Escherichia coli 7379. 
agr gene, Staphy!ococcus aureus, Escherichia coli 7822. _— 
alcohol dehydrogenase, ADH2 gene, DNA-binding protein, upstream activation 
sequence 1, Saccharomyces cerevisiae 5959. . 
alkB gene, gene expression, alkane 1-monooxygenase amino acid sequence, 
Pseudomonas oleovorans 6517. 
alKBAc operon, deletion analysis, alKF gene, alKG gene, alkH gene, Pseudomonas 
oleovorans 6524. q 
alternating purines pyrimidines sites, DNA, chromosomes, Saccharomyces cerevisiae 
04. 


amino acid sequence, elastase, genes cloning, pUC18 plasmid vectors, Pseudomonas 
aeruginosa 5520. ; ; 

amino acid sequence, genes, outer membranes lipoproteins, proteins, Haemophilus 
influenzae 1460. 


virus, simian immunodeficiency virus 3913. amino acid sequence, genes, toxins, Bacillus sphaericus 5304. 


aminoglycoside 3'-phosphotransferase, plasmid RP4, ATP binding sites, bacteria 
570. 

amylase genes, amy gene, Dictyoglomus thermophilum 10889. 

amylase genes, cloning, Aeromonas hydrophila 466. 

a-amylase genes, evolution, Bacillus stearothermophilus 1346. 

a-amylase inhibitor genes, Streptomyces griseosporeus 7828. 

analysis, DNA fragments, primers, oligodeoxyribonucleotides synthesis, 
phosphotriester method, solid phase methods 13. 

analysis, DNA, methodology, biotechnology applications 10418. 

analysis, herpesvirus (human) 6, Marek's disease virus, DNA genomes 
hybridization, repeated sequence GGGTTA 2603. 

anthranilate synthase genes, trp gene, Rhizobium meliloti 9846. 

A antigen genes, Marek’s disease virus 9274. 

antigens genes, cloning, Plasmodium knowlesi 2277. 

antigenT, DNA binding, Escherichia coli, SV40 5282. . 

apc gene, phycobiliproteins gene families, cloning, Calothrix 2316. 

argininosuccinate lyase CDNA, brain, rats 8361. 4 

Aspergillus alkaline proteinase cDNA, cloning, Aspergillus oryzae 3298. 

Autographa californica, nuclear polyhedrosis virus, glycoproteins, genes, 
envelopes 6289. / ‘ 

avian infectious bronchitis virus structural proteins MRNA, colonies 
hybridization, chickens 6093. ‘ 

avian sarcoma virus, characterization, transduction, genes, c-src gene 5133. 
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Nucleotide sequence, (continued) 
azurin gene, cloning, Pseudomonas aeruginosa 9491. 
Bacillus hydrolase, cloning, plasmid TZ18R role, Escherichia coli 3345. 
Bacillus subtilis, pho R gene 3538. 
bacteriorhodopsin genes, point mutation, Halobacterium salinarium 10337. — 
bkdB gene, transacylase, branched-chain-oxoacid dehydrogenase, comparison 
Pseudomonas putida, Escherichia coli 2269. 
bluetongue virus, cDNA clones, protein VP5 expression in vitro 9796. 
calmodulin pseudogenes, nucleotide sequence, chromosome 17 10404. 
capsid protein genes, 3’-terminus, RNA, plum pox virus 69. A 
capsid protein genes, homology, rotavirus (human), rotavirus (porcine), rotavirus 
uine) 77. 
cane sali protein VP1, genes cloning, restriction endonuclease mapping, 
encephalomyocarditis virus 1142. 
carA gene, Salmonella typhimurium 9697. 
catA gene, Acinetobacter calcoaceticus 8297. 
cal operon, Pseudomonas putida 939. 
cbpA gene, Synechococcus 10785. 
cde13 gene, Schizosaccharomyces pombe 9788. 
cell culture replication, comparison, cloning, hepatitis A hepatitis A virus 
3329. 
cephalosporin acylase acy gene, Pseudomonas 469. 
CGA gene, cDNA, comparison calcium binding proteins, man 354. 
changes, glyU gene, U.V. radiation mutagenicity, anticodons 5227. 
characterization, Escherichia coli, relA gene 3319. 
ChIEN operon, molybdopterin biosynthesis, Escherichia coli 7365. 
chromosomes, proteiri A, effects on DNA recombination, Bacillus subtilis 9210. 
cir gene, promoters, Escherichia coli 1750. 
circumsporozoite protein genes, Plasmodium malariae 2287. 
citric acid utilization genes, transcription, promoters, plasmid pMS185, 
Escherichia coli 7380. 
cloning, Clostridium thermosulturogenes, genes, B-amylase 3514. 
cloning, colonization factor antigen’ | genes, Escherichia coli 7370. 
Ped | fog gene, formamidopyrimidine-DNA glycosylase overproduction, 
Escherichia coli 6874. 
acta FRS gene, phenylalanine-tRNA ligase genes, Saccharomyces cerevisiae 
73. 


cloning, gene expression, fibroblasts transformation, Rous sarcoma virus 6879. 
cloning, genes, 8 1-tubulin, B2-tubulin, Stylonychia lemnae 579. 
cloning, iam gene, homology, a-amylase, a-dextrin 
endo-1 ,6-a-glucosidase, cyclomaltodextrin glucanotransferase, isoamylase, 
Pseudomonas amyloderamosa 9425. 
cloning, lipoproteins genes, outer membranes, Pseudomonas aeruginosa 9836. 
cloning, miaA gene, tRNA modification, mutagenesis, Escherichia coli 9863. 
cloning, promoters, transcription origin, plasmids, Escherichia coli, 
Methylomonas clara 4627. 
cloning, proviruses, T cell leukemia virus | 75. 
ne, purA gene, mRNA analysis, adenylosuccinate synthase, Escherichia coli 


cloning, ribosomal protein S11, genes, Halobacterium marismortui 1451. 

cloning, rinderpest virus, genes, fusion gene 6295. 

Cloning, rRNA 5S genes, characterization, malaria, Plasmodium falciparum 3150. 

Cloning, ruv operon structure, gene regulation, Escherichia coli 7644. 

cloning, SEC59 gene, mutants, Saccharomyces cerevisiae 8871. 

cloning, sphingomyelinase genes, Bacillus cereus 7831. 

cloning, TpF1 antigen, oth eli Treponema pallidum, Treponema pertenue 7859. 

closed circular DNA, mitochondria, Plasmodium falciparum 2284. 

Clostridium perfringens, phospholipase C, cloning 6558. 

coat protein genes, potato leaf roll virus 6103. 

comparison, enterotoxin C1 genes, enterotoxin B, exotoxin A, Streptococcus 
pyogenes, Staphylococcus aureus 1353. 

comparison, plasmid ColA, plasmid ColE1, proteins characterization 4299. 

comparison plasmids, chromosomes, Halobacterium voicanii 9331. 

comparison, erred syncytial virus, genes 4391. 

comparison, rRNA 16S, phylogeny, Archebacteria 9121. 

lta sequence, D! A, variant surface glycoproteins genes, Trypanosoma brucei 

ay 

conversion signals, site-directed mutagenesis, transformation, Streptococcus 
pneumoniae 3816. 

corticotropin-releasing hormone precursors, cDNA, 

cosmids, comparison, complementation mapping, 
Methylophilus methylotrophus 840. 

cox gene, cDNA clones, comparison cattle, cytochrome-c oxidase, man 352. 

cox gene, acy add cDNA clones, cytochrome c oxidase, liver, cattle 362. 

ertl gene, Rhodobacter capsulatus 10339. 

gene, cloning, toxins, effects on larvae, Leptinotarsa decemlineata, 

Bacillus op 3349. 

ri gene, Bacillus thuringiensis israelensis 6877, 

CTA1 gene, Saccharomyces cerevisiae 8291. 

cucumber mosaic virus, satellite RNA, S'-terminus, transcripts 4143. 

cybB gene, Escherichia coli 5301. 

cytochrome P450 cDNA, liver, man, rats, rabbits 398. 

cytochrome P450 genes, rats 671. 

cytochrome-c oxidase mANA, characterization, Trypanosoma brucei 8100. 

cytomegalovirus pune) transforming domains, DNA clones 2367. 

cytomegalovirus (murine), replication, restriction endonuclease mapping, 
mechanisms generation cleavage concatamers, mice 6535. 

data availability, data banks, Poland 10383. : 

data banks, industrial applications, biotechnology 10382. 

data, biotech seg, Dhan banks, information centers 10461. 

data, data banks, $, conferences 11000. 

data, data banks, computer programs 10381. 

data, data banks, interaction MEDLINE database 10413. 

data, data banks structure, data processing 10356. 

data, data processing, data banks 10351. 

data, data processing, data banks, international cooperation 10352. 

data, nucleic acids, DNA, data processing, data acquisition 10361. 

data, rRNA, rRNA 5S, data processing, computer programs, use systematics, 
taxonomy 10071. 

data, rRNA 4.5S, rRNA 5S, rRNA 5.8S, data banks management 10070. 

data, source, data collections, GenBank database 10472. 

dCMP hydroxymethylase, gene 42, cloning, phage T4, Escherichia coli 5836. 

ddlA gene, Salmonella typhimurium 7838. 

deletion, duplication, double-stranded RNA se ih 

deletion mutant, loci, DNA topoisomerase (ATP- 
Dictyostelium, Escherichia coli 9426. 


lacenta, man 6522. 
lethylophilus viscogenes, 


ents, rotavirus (rabbit) 10065. 
hydrolysing) role, plasmids, 
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deletion, rrnB operon, relA gene mutation, Escherichia coli 2266. 

dengue virus 2 serotypes comparison RNA, amino acid sequence homo! 

deoxyribonuclease | hypersensitive sites, al-globin genes, all-globin 
genes, Xenopus laevis 405. 

determination, boiling templates isolation methodology 1422. 

determination, DNA, automated methods, methodol 408. 

determination, Maxam-Gilbert methodology, use cloning vectors 4774. 

determination methodology. «-globin genes fragments 10146. 

determination methodology, generation unidirectional deletion clones 559. 

determination methodology, oligo(dT), cDNA, polymerase chain reaction 7254. 

determination methodology optimization, use Sequenase 1421. ; | 

determination methodology, err beret chain reaction, generation single-strande 
DNA templates, histocompatibility locus HLA DQA locus, man 1218. | 

determination methodology, pyrimidines hydrazinolysis, U.V. absorption spectra | | 
8669. 

determination, optimization methodology, radioactive labelling DNA, fluorescence 
labelling 562. : 

determination, phage M13 deletion mutant identification methodology 1420. 

determination, potato spindle tuber viroid RNA, isolation methodology, infected 
leaves 8167. 

determination, Sequenase, use plasmids mini-preps 1419. 

diabetes mellitus induction genes, point mutation, deletion mutant, insertion 
mutation, encephalomyocarditis virus experimental infection, mice 9285. of 

divergence, restriction endonuclease mapping, DNA, evolution, maize streak vil 
isolates 10238. 

DNA, 1-nitrosopyrene, 1-nitropyrene mutagenicity, Escherichia coli 1702. 

DNA, f-tubulin genes, Leishmania mexicana amazonensis 2336. 

DNA, actin genes, evolution, Plasmodium falciparum 5267. 

DNA, amino acid sequence predictions, M6 protein genes, 
1341. 

DNA bending, superhelix, nucleosomes 4917. j 

DNA, binding sites, enhancers, DNA-binding protein, early region gene products s 
papilloma virus (bovine) 1 981. | 

DNA, catabolite activator protein determinants, Escherichia coli 1965. 

DNA clones, repetitive sequence, inverted repeat, recombination, HeLa cells, ma 
504. 

DNA, clones, retroposon L1Md association, proviruses, mammary tumor virus, 
mammary gland tumors, mice 5570. 

DNA, cloning, flaA gene, flagellin, Spirochaeta aurantia 9379. 

DNA, codons determination, computer programs, data banks 10391. 

DNA, codons determination, genetic code, data banks, data processing 10393. 

DNA, codons distribution, genes, Plasmodium falciparum 6182. 

DNA, computer programs, data processing 270. 

DNA, conservation, restriction endonuclease mapping, cloning, replication 
termination, strains, Bacillus subtilis 9548. 

DNA, deletion, plasmid pBR322, amp gene, transposon Tn5, Escherichia coli 8 

DNA, denaturation mapping, superhelical turn counts, electron microscopy, 

nomes, bacteria 495. 

DNA, determination methodology, automated methods, use robots 407. 

DNA, determination methodology, fluorescence detection improvements, auto: 
methods 2605. 

DNA, determination methodology, sts aha chain reaction, use Thermus aquati¢ 
DNA-directed DNA polymerase : | 
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DONA determination methodology, polymerase chain reaction products, role dil 
sulfoxide 7232. 

DNA, determination methodology, subcloning improvements 4314. 

DNA, determination methodology, unidirectional deletion mutagenesis methodol¢ 
4209. 

DNA, determination methodology, use avidin+biotin, solid phase systems 4312. 

DNA, determination methodology, use pyrophosphate generation measuret 
absence gel electrophoresis 4310. 

DNA, determination methodology, use RNA-directed DNA polymerase 286. 

DNA, DNA biosynthesis, proteinase mutants, cloning, poliovirus 4590. 

DONA DNA-binding protein, Cro protein, hydroxy! radical footprints, bacteria 19594) 

DNA, early region, adenovirus (murine) 1 4349. ; 

DNA enterobactin regions, gene mapping, transcripts, fes gene, fep gene, { 
Escherichia coli 3415. P 

DNA fragments, open reading frames, nuclear polyhedrosis virus, Orgyia 
pseudotsugata isolates 10233. 

pete tl blac trimethoprim, methotrexate resistance, Halobacterium 
voicanii ; 

ONA, genes, teichoic acids, gene expression, Bacillus subtilis 1705. 

DNA, Fela variance, Epstein-Barr virus, restriction endonuclease mapping 

DNA, herpes simplex virus 1, genomes, repeated sequence, gene mapping 434 

DONA homology, membrane proteins, immunity, babesiosis, Babesia rodhaini 42 

Sekt analysis, plasmids, effects on roots, Agrobacterium rhizoge! 
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ONA, insertion, Vero cells host range, adenovirus (human) 12, adaptations, 
rowth, Vero cells 8275. 
12) Sy bee oe membrane composition, comparison, leishmaniasis, Leishma4 


ONA, kinetoplasts, minicircles, Trypanosoma cruzi 4503. 

DNA, ligninase genes, ssh a anerochaete chrysosporium 7433. | 

DNA, Marek's disease virus, herpesvirus (turkey), cloning, comparison,’ il 

Epstein-Barr virus, varicella-zoster virus 1763. 

ONA methylation, detection, mutants, Escherichia coli 9356. 

DNA, Oli2 gene, Oss1 gene, mitochondria, Saccharomyces cerevisiae 8294. 

DNA, open reading frames, early transcription region, adenovirus (human) 35, 
Clinical isolates, acquired immune deficiency syndrome 2272. 

T-DNA organization, inverted repeat, plants 1455. 

ONA, plasmid RSF1010 mobilization 1442. 

DNA, porins, primary structure, protein P2, Haemophilus influenzae 7373. 

DNA probes, aacC1 gene, antibiotic resistance, clinical isolates hybridization 
analysis, gram-negative bacteria 7208. iy 

ONA, probes, hybridization analysis, phage M13, Escherichia coli 9402. | 

a 8 hina ONA-directed RNA polymerase binding, Methanococcus vann}} 


DNA, recognition specificity, cleavage, deoxyribonuclease, data banks 10930. | 

DNA recombination, chromosome 4, tumors, hepatitis B virus, man 4576. 

ONA, replication forks arrest, terC gene, Bacillus subtilis 9376. 

DNA, ribosomal proteins, amino acid sequence, evolution, Halobacterium 
marismortui 9070. 


base oe TCM1 gene transcription, ribosomal proteins, Saccharomyces cerevis}, 


DNA, Saccharomyces carlsbergensis LEU2 gene, cloning, comparison, Saccharon } 
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Nucleotide sequence, (continued) 
cerevisiae 1368. 
DNA, Shine-Dalgarno regions, initiation codons, gene expression, growth hormone 


DNA, simian immunodeficiency virus, Cercopithecus aethiops, comparison human 
immunodeficiency virus 1149. : i 

ONA structure, termini, repeated sequence, Epstein-Barr virus, carcinoma, 
monoclonal cell lines comparison polyclonal cell lines, man 202 

ONA, trai Tn7 insertion sites, attTn7, Escherichia coli 1689. 

ONA, tRNA Ala genes, spacer region, ribosomes, Thermococcus, Archaegiobus 9328 

dnaB gene, helicase, dominant-lethal mutation, Salmonella typhimurium 538 

cDNA, F-actin capping protein, Dictyostelium discoideum 10283. 

cDNA, amino acid sequence predictions, pheromone Er-1, sex pheromone, Euplotes 
raikovi 8432. 

cDNA, amino acid sequence predictions, S-adenosyl-L-homocysteine, Dictyostelium 
discoideum 8431 


m 3 

CDNA, calmodulin genes, Drosophila melanogaster 284. 

cDNA, capsid protein RNA, picornavirus 7150. 

CDNA, clones, monoclonal antibodies, Plasmodium falciparum 3487. 

cDNA clones, tyrosine 3-monooxygenase, adrenal gland, cattle 1433. 

CDNA cloning, adenosylhomocysteinease, Dictyostelium discoideum 1770. 

CDNA, cloning, genetic variance, human immunodeficiency virus 2, human 
immunodeficiency virus 1 61. 

CDNA, cloning, lysosomes lamp A protein, membrane proteins, man 342 

cDNA, cloning, pro-opiomelanocortin mRNA, man 383. 

cDNA, cloning, trypanothione reductase genes, Leishmania donovani 10279. 

cDNA, coat protein genes, soybean mosaic virus 10061. 

CDNA, coat protein, potato virus X 6614. 

cDNA, cytochrome P450 genes, liver, Salmo gairdneri 539. 

cDNA, ethanol induction, cytochrome P450, rats, man 10247. 

cDNA, glutamic acid-rich protein genes, Plasmodium falciparum 2282. 

cDNA, beech Protein genes, pituitary, man 487. 

cDNA guanine nucleotide-binding protein subunits, Dictyostelium discoideum 10278 

cDNA, H™-transporting ATP synthase -y subunit, Chlamydomonas reinhardtii 


cDNA, heat shock proteins related proteins, Plasmodium falciparum 2279. 

cDNA, hybridization analysis, pathogenic strains, nonpathogenic strains, 
Entamoeba histolytica 10359. 

cDNA, hypusine containing initiation factor elF-4D, Dictyostelium discoideum 
10282 


cDNA, immunoglobulin E receptors, leukocytes (basophilic), mast cells, rats 4327 

cDNA, jun-D gene, mice 6268. 

y Protein, histidine-rich protein, Plasmodium falciparum 2290. 
zyme, cloning, Saccharomyces cerevisiae 289. 

. Dictyostelium discoideum 10067. 

cDNA, nonstructural protein nsP1, association RNA methyltransferase activity, 
Sindbis virus 10941. 

ee genes, cytoplasmic polyhedrosis virus, Bombyx mori isolates 


cDNA, structural proteins, nonstructural proteins genes, bluetongue virus 9126. 
cDNA, yes gene, chickens 6274. 
—e rpoB gene, suppressors, temperature-sensitive mutant, Escherichia coli 


dolichyi-phosphate mannosyltransferase DPM1 gene, cloning, Saccharomyces 
cerevisiae 2283 


dpnM gene, gene, dpnB gene, Streptococcus pneumoniae 1766. 

DPR} gene, jaromyces cerevisiae 2314. 

drebrin, brain, mRNA , developmental stages, chick embryos 5539. 

ducks, growth hormone cDNA, cloning, gene expression, Escherichia coli 368. 

ications, induction, premeiotic DNA rearrangements, transformation, 
rospora crassa 1709. Pear 
early region genes, cloning, nuclear polyhedrosis virus, Autographa californica 
Iie anion genes oteins, herpesvi imiri 1384. 
. eins, svirus saimiri ’ 

elements, plasmids, DNA replication enhancement, Staphylococcus aureus 3789. 

elongation factor EF-Tu tuf gene, Methanococcus vannielii 1386. 

mm12 gene, gene regulation, Streptococcus pyogenes type 12 1591. . 

Emv-3 locus, gag gene, n i substitution, amino acids substitution, amino 
acids substitution, gag gene gene products N-terminus, endogenous proviruses, 
murine leukemia virus 

endogenous retrovirus like DNA, mice 2275. ate ; 

envelopes glycoprotein gp64 — nuclear polyhedrosis virus, Orgyia 

pseudotsugata isolates 10232. at ; 

envelopes glycoproteins genes, bovine rhinotracheitis virus, comparison herpes 
simplex virus 1 534. ; 

enzymes treatment, telomeres, chromosomes, DNA, eH ga ig ; 

Epstein-Barr virus defective genomes, heterogeneous DNA, polymorphism regions 
latency disruption, man 6528. ; 

equine infectious anemia virus proviruses cDNA clones envelopes glycoproteins, 
genomes organization 6469. 4 

Escherichia coli, restriction fragment length polymorphism 2270. 

eta gene, exfoliative toxin A, Staphylococcus aureus 1387. 

@ta gene, Staphylococcus aureus 553. - Mere ; 

¢-ets-1 iocus splicing, cDNA, chickens, role avian leukosis virus transduction 
1154, 

evolutionary genetics, genomes, Plasmodium falciparum 1366. 

exons, introns, knob protein genes, Plasmodium falciparum 2288. 

exotoxins type C spC gene, Streptococcus pyogenes 6561. te 

fabB , B-ketoacyl-ACP synthase |, comparison, Saccharomyces cerevisiae 
FAS? gone, Escherichia coli 6448. 

F factor centromeres 1452. et 

ferredoxin fdxN gene, Anabaena, Rhizobium meliloti 4316. j 

ferredoxin genes, Seager analysis, restriction endonuclease mapping, 

i ica 


2289. 
fhuC , fhuD gene, homology, ATP-binding protein, Escherichia coli 1354. 
fiagellin genes, Bacillus subtilis 9499. 
i , Campylobacter coli 9428. 

operon, Escherichia coli 2304. 

Fl , Salmonella typhimurium 9849. f 
gene identification, ferredoxin, Bradyrhizobium japonicum 2268. 

-fumB gene, Escherichia coli 9527. —— 
function, m is, envA gene, Escherichia coli 501. 
GCN3 gene, mRNA, Saccharomyces cerevisiae 5403. 
GCY gene, amino acid sequence, copper amo ey cerevisiae 10280. 
gene expression, cloning, thioredoxin, plasmid pLCN2, plasmid pLCN4, 

Corynebacterium nephridii 1765. 
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gene expression, pnd gene, plasmid R16, Escherichia coli 8434. 

banat vv frameshift mutant suppression, racC gene, recE gene, Escherichia 
coli i 

gene mapping, cytomegalovirus (human), capsids, assembly, proteins 4345. 

gene mapping, bef gene, Salmonella typhimurium 3530. 

gene mapping, subtilin precursors, Bacillus subtilis 418. 

gene mapping, transposon Tn4651, transposon Tn4653, toluene biodegradation, 
Escherichia coli 9758. 

gene mapping, vaccinia virus, proteins, MRNA 4138. 

gene ppa, pyrophosphatase, Escherichia coli 3504. 

gene products analysis, Harvey sarcoma virus genomes, containing genes, feline 
sarcoma virus, murine leukemia virus, ras gene, gene families, rats 79. 

L Lees rabies virus, cloning, conserved domains, RNA-directed RNA polymerase 


gene RADS2 gene expression, Saccharomyces cerevisiae, phage T4 genes, 
recombination, DNA repair 1551. 

gene regulation, GAL11 gene role, GAL1 gene, GAL7 gene, GAL10 gene, Saccharomyces 
cerevisiae 5677. 

L gene, RNA, vesicular stomatitis virus 3143. 

genes, arginine pathway, Leptospira biflexa 6537. 

genes cloning, cytochrome P-450 enzymes, yeasts 2830. 

genes, cytochromes, subunit structure, photosynthesis reaction centers, 
Rhodopseudomonas viridis 474. 

genes, data banks, computer programs 472. 

genes, gB gene, herpesvirus (equine) 4, glycoproteins 5281. 

genes, influenza virus 3142. 

genes, insecticides, isolation, Bacillus thuringiensis entomocidus 6307. 

genes, lymphocytes T, antigens receptors, 6 chain, man 1400. 

genes, mutation, matrix, proteins, measles virus, subacute sclerosing 
Panencephalitis virus 5118. 

genes organization, capsules polysaccharides, mutagenesis, Escherichia coli 1701. 

genes, protein !, genetics, porins hybrids, Neisseria gonorrhoeae 9819. 

genes, protein P6, membrane proteins, Haemophilus influenzae 4294. 

genes, reaction centers proteins, Chloroflexus aurantiacus, comparison 
Rhodobacter sphaeroides 8295. 

genes, serine esterase, cloning, lymphocytes T 1394. 

genomes, determination methodology, role polymerase chain reaction, 
single-stranded DNA production methodology 10160. 

genomes, Shien human immunodeficiency virus 2 7538. 

genomes, RNA, cloning, neurovirulence strains, murine encephalomyelitis virus 78. 
nomes segments, cloning, rotavirus (human) 6555. 
ermiston virus, M gene RNA, comparison Bunyamwera virus, open reading frame 
§308. 

gin gene probes, 8-fructofuranosidase, DNA inversion, Escherichia coli 288. 

ginA gene, Loge glutamate-ammonia ligase, Bacillus subtilis 5381. 

8-globin genes, chromatin, erythroid cells, Xenopus 378. 

gipD gene, promot: Operators structures, Escherichia coli 7359. 

glucose-6-phosphate dehydrogenase genes, nucleotides substitution, man 353. 

glycine receptors, cDNA clones, brain, laboratory animals 266. 

glycogen phosphorylase gigP gene, cloning, Escherichia coli 10341, 

glycoprotein B genes, Marek's disease virus 9437. 

glycoprotein gB genes, herpesvirus (equine) 1, comparison herpes simplex virus 
6502. 


glycoprotein H, genes, herpesvirus, herpesvirus saimiri 4445. 

growth hormone, cDNA clones, species comparison, pituitary, Rana catesbeiana 682. 

growth hormone cDNA, Oreochromis niloticus 9855. 

growth hormone cDNA, Oreochromis niloticus 9858. 

H~ -transporting ATP synthase genes, Rhodospirillum rubrum 9397. 

heat shock operons, antigens characterization, Coxiella burnetii 2267. 

helical domains, complementary DNA sequence, collagen, mice 333. 

hemagglutinins genes, cloning, coronavirus (bovine) 6562. 

hemB gene, cloning, restriction endonuclease mapping, Escherichia coli 3346. 

hemolysins hlyA gene, Vibrio cholerae 7374. 

hepatitis B virus DNA inserts, gene S, inverted repeat, hepatocellular carcinoma 
2368. 


hepatitis B virus, heterogeneity, restriction endonuclease mapping, genomes, 
letuses, disease transmission 2374. 

hepatitis B virus, typing, homology, clinical isolates, Japan, Indonesia, USA 

8397. 

herpes simplex virus 1 capsids assembly genes, DNA mapping, temperature sensitive 
mutant 9267. 

herpes simplex virus 1 DNA, binding specificity, DNA-binding protein, isolation, 
Placenta, man 6969. 

herpesvirus (equine) 1, replication, origin, genetic analysis, 
defective-interfering particles 6285. 

herpesvirus (human) 6, homology, cytomegalovirus (human) 6159. 

histocompatibility locus HLA, class |i genes, DR2 region, haplotypes, CDNA, man 
1392. 

histocompatibility locus HLA, DQB region, association, lymphocytes B, activation 
1393. 

histone H3, histone H4 genes, exons, introns, Volvox carteri 257. 

hns gene, Escherichia coli 5290. 

homeobox, cDNA, cloning, genes, rats 261. 

homologous regions, introns, phage 74, eukaryotes 6352. 

hornology absence, cloning vectors, spleen necrosis virus gag gene, pol gene, 
murine leukemia virus env gene, containing helper cell lines 9786. 

homology, AS virus, BK virus, antigenic variants, polyoma virus 4412. 

hup gene loci, cloning, hydrogenase, Rhodobacter capsulatus 4790. 

hutP gene, promoters characterization, Klebsiella aerogenes 264. ; 

hybridization analysis, chromosomes, Escherichia coli, Shigella dysenteriae, 
Salmonella typhimurium 10227. f 

hybridization analysis, herpesvirus (bovine) 2 genes, homology herpes simplex 
virus 1 580. 

hybridization analysis, plasmids content, correlation toxicity, Microcystis 
aeruginosa 507. : : 

hybridization analysis, polymorphism, umuDC operon, Escherichia 2300. _ 

identification, automated methods, mRNA precursors, 5'-terminus splicing sites, 
mammalian cells 106. 5 ) ape 

IncQ plasmid, gram-negative bacteria, reviews , : 

infB eel cone, hybridization analysis, Streptococcus faecium 3344. 

influences, DNA-directed RNA polymerase, NusA protein, pausing enhancement, 
transcription termination, elongation, Escherichia coli 10933. 

influenza A virus, hemagglutinins, genes, norakin, drug resistance 6287. 

INO1 gene, inositol biosynthesis, myo-inositol-1-phosphate synthase, 
Saccharomyces cerevisiae 5277. 
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Nucleotide sequence, (continued) Nucleotide sequence, (continued) _ ; 

insecticides genes, proteins, Bacillus thuringiensis israelensis 6904. open reading frames, RNA, 3'-terminus, potato virus M 9127. 

insertion, deletion incidence, papilloma virus (human) 6, long control regions open reading frames, RNA, barley stripe mosaic virus 10059. 
cloning, propagation, Escherichia coli 1365. open reading frames, RNA, narcissus mosaic virus 6073. 

insertion sequence ISH26 characterization, Halobacterium salinarium 797. open reading frames, thymidine kinase genes, goatpox virus 6548. 

insertion sequence IST2, Thiobacillus ferrooxidans 6247. ornithine cyclodeaminase genes, gene regulation, plasmid C58 5410. 

insertion sequence 1S3411, transposons, transposon Tn3411, citric acid, ospA gene, ospB gene, amino acid sequence predictions, outer membranes, membra 
Escherichia coli 4290. : proteins 8881. 

insertion sequence |S492, extracellular polymers, polysaccharides biosynthesis, pac gene, dental caries role, cell surface proteins, Streptococcus mutans 9409. 
Pseudomonas atlantica 9337. papilloma virus (bovine) cDNA, mapping characterization transcripts, 

insertion sequences, Bordetella pertussis 5264. identification promoters 9518. iy 

integration sites, gene amplification, flanking region, open reading frames, paracrystalline surface array, protein 130K genes, Caulobacter crescentus 8605. | 
papilloma virus (human) 16, cerv:x carcinoma cell lines, man 10670. parB~ locus loci, plasmid R1, Escherichia coli 1338. . | 

intragenic recombination, M protein size variation, Streptococcus 4303. parpAa gene, gene expression, hybridization analysis, membrane proteins, : 

introns, tRNA splicing, restriction endonuclease mapping, Saccharomyces Trypanosoma brucei 7361. al en Dd! 
cerevisiae 1066. pause sites gene mapping, transcription, characterization, phage T7, Escherichia a 

IPNS gene cloning, phage \ recombination, Streptomyces 3348. coli 5576. $i ; | 

isoamylase genes, cloning, Pseudomonas 9257. pel gene, pectate lyase, Erwinia chrysanthemi 211. 

katG gene, Escherichia coli 6574. pemK gene, peml gene, plasmids maintenance, plasmid R100 2305. i 

kdsA gene, 3-deoxy-D-manno-ociulosonate 8-phosphate synthase, operons, paar. Cp-1 cpl gene, Streptococcus pneumoniae lytA gene, homology, evolutio 
Escherichia coli 1339. b 

kinetoplasts, DNA replication, Protozoa, reviews 5551. phage T4, genes, gene 42, gene expression, deoxycytidylate hydroxymethylase 

Krox-20 gene, Krox-24 gene, DNA-binding protein, DNA binding domains, mice 334. phosphoglycerate kinase, cloning, gap operon, Escherichia coli, Zymomonas mobt 

lacE gene, lacF gene, phosphotransferase, Staphylccoccus aureus 470. 1361. ; t 

f-lactamase genes, cloning, Klebsiella oxytoca, Escherichia coli 6864. phosphoglycerate kinase genes, Thermus thermophilus 1449. 

lactose permease LAC12 gene, Kluyveromyces lactis 8280. pHSB1 — cloning vectors, Halobacterium salinarium 9774. 

lasB gene, Pseudomonas aeruginosa 7364. PHSB plasmid, Halobacterium 9332. a ’ : 

latency genes, open reading frames, hybridization analysis, herpes simplex virus pili genes, Actinomyces naeslundii, Escherichia coli 7807. j 
1 “78. pilin genes, Bacteroides gingivalis 4288. . : 

leader sequence, repeated sequence, 5'-terminus, promoters domains, human L-PK gene, ne) ae gene regulation, pyruvate kinase, rats 673. _ : 
immunodeficiency virus 1, human immunodeficiency virus 2 561. plasmid pColV-K30, replication regions, incompatibility, partition location, : 

leukocytes (mononuclear), gene amplification, T cell leukemia virus |, Escherichia coli 500. ¢ j 
proviruses, DNA, man 4443. plasmid pCS8, genes cloning, transformation, cyclomaltodextrin glucanotransterag 

lipoamide dehydrogenase genes, Azotobacter vinelandii 5840. production, Escherichia coli, Bacillus 4297. | 

loci characterization, glutamate synthase (NADPH), Azorhizobium sesbaniae 1355. plasmid plJ101 8557. , | 

loci, pfl gene, formate acetyltransferase-activating enzyme, formate plasmid pLJ1, characterization, Lactobacillus helveticus jugurti 9506. | 
acetyltransferase, Escherichia coli 3384. plasmid pME2001 promoters, transcripts identification 1 < : 

loci, subunits, Bradyrhizobium japonicum, uptake, hydrogenase 3564. plasmid pRiA 4b replicator region, Agrobacterium 280. 

loci, tus gene, DNA biosynthesis, termination factors, Escherichia coli 6956. plasmid pT48, antibiotic resistance, Staphylococcus aureus 530. ; 

long unique region, DNA, genomes, herpes simplex virus 1 249. plasmid R1, stability system identification 518. 

IpxA gene, lipid A biosynthesis, Escherichia coli 578. plasmids, nahR gene, DNA binding, gene products, Escherichia coli 4406. : 

LT-lla operon, enterotoxins genetics, Escherichia coli 1348. aie RNA transcripts, trachoma, Chlamydia trachomatis 569. if 

nee transient streak virus satellite RNA, comparison strains Australia Canada lasmodium falciparum, clonal selection, thrombospondin related anonymous prot 
2134. 1369. | 

lysA gene, aet Cosette glutamicum 5303. plastocyanin genes, Anabaena 8281. 

M2 gene, cDNA, proteins, amino acid sequence, reovirus 3 4348. platelet-derived — factor DNA, expression, in vitro chemotaxis stimulation, 

Mi ee cloning, poxvirus vectors, influenza A virus 4340. endothelial cells growth stimulation 7544. 

malEFG operon, gene mapping, transcription termination 5067. point mutation, B-lactamase blaT gene, cloning, Klebsiella pneumoniae, 

metF gene, Salmonella typhimurium 5299. Escherichia coli, Citrobacter freundii 2274. 

methanol dehydrogenase genes, Methylobacterium organophilum 7108. poliovirus 1, revertants, characterization, genetic variance, plaques, size 5120. 


methodology, DNA synthesis reactions 6204. polyoma virus, DNA biosynthesis, antigen T, mutation, characterization 4585. 
methyl coenzyme M reductase component C mer gene, Methanothermus fervidus6229. potato virus X, gene products homology plus strands RNA viruses 9268. 


minicircles, kinetoplasts DNA, diversity, evolution, Leishmania mexicana potato virus X, potexvirus, RNA, genomes, Poe viruses 6071. 

amazonensis 4507. prolactin cDNA, cloning, gene expression, Oncorhynchus keta 5239. 
mitochondria DNA, restriction endonuclease mapping, taxonomy, Vahlkampfia, prolactin cDNA, cloning, Salmo, gene expression, Escherichia coli 480. 

es le 1367. proline transport protein prnB gene, cloning, —— nidulans 10281. 
monophosphatidylinositol inositol phosphohydrolase genes, Bacillus thuringiensis proline-rich protein, evolution, salivary gland, mice 4 x 

9840. ‘ promoters, ace operon, glyoxylate bypass, Escherichia coli 1456. 
mreB gene, Escherichia coli 6544. promoters, cloning, Streptomyces kanamyceticus kmr gene, Escherichia coli 98 
mumps virus, gene mapping, MRNA 4140. promoters, DNA transcription, prokaryotes homology, Escherichia coli 7647. 
mutants, araBAD operon promoters, AraC protein, activation, Escherichia coli 829. promoters, isolation, characterization, Streptococcus cremoris 515. 
mutants, isolation, characterization, Escherichia coli, glutaredoxin 556. promoters levels, genomes, phage T7 6590. 
mutation analysis methodology, in situ hybridization analysis 10602. promoters, puf operon analysis, Rhodobacter capsulatus 536. 
mutation, lacl gene, DNA-directed DNA polymerase |, Escherichia coli 273. promoters regions, DNA helix stability, prokaryotes 9696. 
mutT gene, Escherichia coli 938. promoters, rpoD operon, DNA-directed RNA polymerase, Bacillus subtilis 2307. 
mvaA gene, Pseudomonas mevalonii 9862. protease gene adenovirus (human), mapping, comparison species 9275. 
Mycobacterium bovis MPB64 protein antigens genes, cloning, gene expression, eee cDNA nucleotide sequence, Brugia malayi 2486. 

Escherichia coli 3437. protein genes, parainfluenza virus 3, recombinants RNA clones, man 6456. 
N®-acetyttransferase AAA1 gene, cDNA, Saccharomyces cerevisiae 10292. M protein genes, Streptococcus pyogenes 1344. 
nar gene promoters, Escherichia coli 9677. proce ll genes, cloning, gene expression, Neisseria gonorrhoeae 9821. 
nerve growth factor cDNA clones, prostate, guinea-pigs 7462. protein, serotypes comparison, Streptococcus pyogenes 5319. 


nerve growth factor-inducible large external glycoprotein, cDNA, pheochromocytoma proteinase genes, lactic acid bacteria - 


calls, rats 7463. proteins coding regions, predictions, statistical analysis, computer applications 
neuraminidase gene, fowl plague virus, DNA clones 5124. 268. 
neutral proteinase genes, Bacillus stearothermophilus 9835. proviruses, cloning, simian immunodeficiency virus, Cercocebus atys isolates, 
nif gene, gene mapping, Azotobacter vinelandii 9403. comparison human immunodeficiency virus 2 9233. 
niF gene region, Rhodobacter capsulatus 5297. pyruvate orthophosphate dikinase, cDNA clones, deduced amino acid sequence, 
nif genes, Azotobacter vinelandii 2306. mays 687. 
nifA gene, protein NifA, activators, Klebsiella pneumoniae 934. PyaT1 gene, PyaT2 gene, clones, a-tubulin, Plasmodium yoelii 5827. 
nifH2 gene, cloning, vanadium, nitrogenase, Azotobacter vinelandii 10905. uantitation methodology, geometry, statistical analysis 3588. ; 
nifH gene, mutation characterization, Klebsiella pneumoniae 3574. RAD4 gene, Saccharomyces cerevisiae 8513. 
nisA gene, cloning, nisin, peptide antibiotics, Streptococcus lactis 5382. Rd gene, cDNA clones, riboflavin-binding protein homology folate-binding proteib} 
nitrogenase nifHDK gene, glutamate-ammonia ligase ginA gene, Thiobacillus chickens 672. | 
ferrooxidans 9480. recA gene, Pseudomonas aeruginosa 4302. 


nitrous oxide reductase, nosZ gene, Pseudomonas stutzeri 8902. recognition, DNA-binding protein, origin binding, herpes simplex virus 1966. 
non-structural protein NS2 genes, double-stranded RNA, bluetongue virus 6077. recognition, HeLa Cells nuclear factor Ill, binding replication origin, DNA, 
nucleic acids, data banks 10401. adenovirus (human) 2 980. 


oa bei te banks, interaction, proteins amino acid sequence data ref gene, P1 phage 7648. 
inks i regulation genes, phosphoglyceric acid transport induction, Salmonella 
nucleotide sequence major sperm protein, Caenorhabditis elegans 399. “Fephinneeah 7366. phat Seed 13 


OEE1 protein genes, OEES protein genes, photosystem II, Chlamydomonas reinhardtii repeated sequence, binding regions, fibronectin genes, chickens 494. 
10315. repeated sequence, DNA, cloning, Onchocerca armillata 2292. 


oliC3 gene, H*-transporting ATP ee ene oligomycin resistance, genetic repeated sequence, DNA, herpesvirus sylvilagus, genomes 4346. 
markers, transformation, Aspergillus niger 245, repeated sequence, DNA termini, fowl pox virus 6585. | 
oligodeoxyribonucleotides, cassette mutagenesis, informational content probes, repeated sequence, palindromes, early region enhancers, cytomegalovirus (hu 
= coacies re acid taint phage \ repressors 8430. 6541. 
ucleotides, transcription termination, vaccinia virus, early genes 6034. repeated uence, regulatory regions, BK virus, JC virus, SV40, human 
ompC gene, OmpC porin, mutants, Escherichia coli 5263. Immtunodeliciency ig 1 ge38° Ht 
pA gene, mutation, role, porins, osmoregulation, Escherichia coli 454. repeated sequence, tomato planta macho viroid termini region containing, RNA}! 
gene, plasmids, Pseudomonas diminuta, Flavobacterium 7362. grapevine viroid 1B 9136, / 
opd gene, Pseudomonas diminuta 4293, repeated sequence, unique long sequence fragments, DNA, herpes simplex vi 
open reading frames, coat protein genes, potato leaf roll virus 6090. 6509, 
open reading frames, phenylalanyl-tRNA synthetase operons, pheST operon, repetitive DNA sequence clones, characterization, Pyura stolonifera 503. 
translation, Escherichia coli 1359. ‘ replicons, plasmid pBAA1, replication, maintenance, Bacillus 9555. 
open reading frames, psaD oe: cloning, photosystem |, Synechocystis 2285. requirements, regulatory regions, promoters, gene expression, early region ge 
open reading frames, RNA, 3'-terminus, clover yellow mosaic virus 10058. cytomegalovirus (human) 639. 
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Nucleotide sequence, (continued) 
restriction endonuclease mapping, DNA, cloning, proviruses, clinical isolates, 
human immunodeficiency virus 2 747. 
festriction endonuclease mapping, H™ -transporting ATP synthase, subunits 
Pee: pnres LS pai 9395. 
ion ef uc! mapping, herpesvirus (lepine), char. rization, 
Genomes, CONA 4378. apping, herpe: (lepine) acterization 
restriction endonuclease mapping, 
herpesvirus (equine) 1 251. 
restriction 


endonuclease mapping, hybridization analysis, DNA, repeated sequence, 


Cloning, Plasmodium falciparum 2281. 

ribonuclease Rh genes, Rhizopus niveus 7861. 

ribosomal protein A operons, Halobacterium salinarium 9413. 

fibosomal protein L11 operons, Serratia marcescens, Proteus vulgaris 204. 
ribosomal proteins, genes, Methanococcus vannielii 9325. 

ribosomes, ribosomal protein A genes, Halobacterium salinarium 481. 

SS apalies DNA biosynthesis, copy number control, protein 7 role, bacteria 


aor genes, strain Fry, strain Q, homology, evolution, cucumber mosaic virus 

RNA 3, strains, cucumber mosaic virus 6099. 

RNA 3'-terminus, plum pox virus 74. 

RNA 3'-terminus, potato virus Y 6091. 

RNA biosynthesis initiation sites, polyhedrin genes, nuclear polyhedrosis virus, 
Panolis flammea isolates 6491 

RNA, cucumber mosaic virus strains 7137. 

od fragments, persistent infection variants, lymphocytic choriomeningitis virus 


RNA, genetic variance, envelopes genes, clinical isolates comparison, human 
immunodeficiency virus 10056. 

RNA, genomes, potato virus Y 8096. 

RNA, stunt viroid 6104. 

RNA introns, phage T4, Escherichia coli 5166. 

RNA, plum pox virus 6076. 

RNA, St. Louis encephalitis virus genome noncoding regions, secondary structure, 
igh ahead strains 2131. 

RNA, Stigmatella aurantiaca 82. 

RNA, tomato black ring virus 76. 

MRNA, mumps virus, proteins, Reotenike genes 6288. 

MRNA, PFY gene introns, cDNA es comparison, Saccharomyces cerevisiae 5296 

MRNA, terminal protein precursors, DNA-directed DNA-polymerase, adenovirus 


human) 2 7573. 
La aminog| ide antibiotics effects on, Giardia lamblia 8112. 
rRNA » ing, repeated sequence, Heteropneustes fossilis 10349. 


genes 
rRNA, methodology, evolution, Toxoplasma gondii, relationship Apicomplexa 2126. 
FRNA, Pneu: is carinii, taxonomy, phylogeny, comparison fungi 8108. 
rRNA 16S, animal isolates, Dasypus sexcinctus, Mycobacterium leprae 121. 
MRNA 16S, detection, DNA probes, hybridization analysis, eubacteria 7116. 


rRNA 16S pc jasma acidophilum 9120. 

tRNA 16S, Legionella pneumophila, Tatlockia micdadei 9135. 
tRNA 16S, , identification methodology 2261. 

rRNA 16S, , fungi, 1363. 


fRNA 16S, taxonomy, Deinococcus, Thermus 9125. 
FRNA 16S, taxonomy, evolution, Pasteurellaceae 9416. 
tRNA 23S, chloramphenicol binding domains, mutants, Escherichia coli 3147. 
FRNA 5S genes, Thermococcus celer 5317. 
rRNA 5S, structure, evolution, archebacteria 9119. 
SNRNA US, herpesvirus saimiri 6078. 
tRNA, codons unconventional reading, genes 9054. 
tRNA Gly, 3’-terminus, synthesis, characterization, Escherichia coli 1065. 
tRNA, ey T5 3071. 
tRNA, tRNA genes, data, data processing, data banks 10030. 
tpoC1 gene, 
7890. 
$3 , L29 gene, ribosomal proteins, Halobacterium salinarium 9069. 
ew gene. moters, spores proteins, Streptomyces coelicolor 936. — 
closed-circular structure predictions, self cleavage, arabis 
mosaic virus 4135. 
Satellite RNA, grapevine fanleaf virus 8094. 
SEC14 gene, transport role, Saccharomyces cerevisiae 8279. : 
secondary structure requirements, tar gene, role RNA biosynthesis elongation 
control, tat gene, long terminal repeat, human immunodeficiency virus 1, human 
immunodeficiency virus 2 8097. : : ; 0 
senN gene, gene regulation role, extracellular proteins, Bacillus subtilis 9687. 
Serine-repeat antigen cDNA, Plasmodium falciparum 2286. : 
serine-tRNA org discrimination, glutamine-tRNA ligase, tRNA, nucleotide 
sequence i ; 
Sev gene, protein-tyrosine kinase, photoreceptors, Drosophila 4360. 
sexual inducer cDNA, cloning, Volvox carteri 290. 
Shiga toxin genes, Shigella nteriae 473. 
Shiga-like toxin || variant, genes, Escherichia coli 7367. 
Sigma factor 28 genes, Bacillus subtilis 502. a 
sin operon structure, gene expression, Bacillus subtilis 2264. ’ 
site-specific recombination, P4 integration, Escherichia coli 3652. ; 
SOD gene, cloning, superoxide dismutase, comparison eubacteria, Halobacterium 
Soooricty. ue oleat any ma plasmid pT181 1352 
ificity, origin, replication initiator protein, plasmid p 2 
Specificity, pyrrolo(1,4)benzodiazepines 7263. ; iy 
ene sites selection, U1 snRNA, mRNA processing, Saccharomyces cerevisiae 
1194. 


lation, structure, Bacillus subtilis 331. 
regions, transcription, Bacillus subtilis 7360. 
SpoOH gene, sigma factor, Bacillus licheniformis 2265. L 
Stabilization elements, puoneouny replicating sequence, plasmids, 
Schizosaccharomyces pombe 7503. 
sti genes, loci, plasmid plJ101 compatibility, Streptomyces 3824. 


pyogenes, phages, hyaluronidase, gene expression, Escherichia coli 


Streptococcus sobrinus spaA gene surface protein A, cloning, gene expression, 
fecombinant Escherichia coli 9842. ; 

structural proteins genes, cloning, genetic variance, dengue virus 1 10063. 

structure requirements, DNA, termini, encapsidation, parvovirus (human) Lull! 
9987. 


substitution, cloning, tRNA Phe, Escherichia coli 5026. 
Surfactant protein Nes, C jones, splicing, man A % 
target site, Sanoncecnstosees. transposon Tn3, ereptomyces fradiae 4730. 


hybridization analysis, DNA, genomes, subtypes, 
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tdh gene, amino acid sequence predictions, L-threonine 3-dehydrogenase, 
Escherichia coli 8433. 

telomeres, chromosomes, meiosis, Plasmodium falciparum 1371 

temperature instability, Rts plasmids 4417. 

temperature-sensitive mutant, vaccinia virus, DNA-directed RNA polymerase, 
transcription 4856. 

eee codons, nonstructural proteins genes, Ross River virus, O'Nyong-nyong 
virus 70. 

5'-terminus, 3'-terminus, replicative form, RNA, Japanese encephalitis virus 63, 

31-terminus, DNA, evolution, clinical isolates comparison, human immunodeficiency 
virus 1 7303, 

3'-terminus, RNA, transmissible gastroenteritis virus 71. 

tet347 gene, tetracycline resistance genes, cloning, gene expression, 
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